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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*= s Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


15461 


45829 


A 


15551 


1 


956 


MSSGRRDALARGLGNSGDGAP 

HLGEHRQLEDVGGVTVTVTWT 

GRLQAAGCWTRSVSSTAAAGR 

REPSTRDGAALSTEPPDPPERLG 

HRGSRAGLTALGHVRTRGSSQ 

RGGRPEPWEHWLENGTRRTEL 

VDGVSYESWRRRPCRGQLESR 

LVLENHVATDEDEPALKCQRL 

EINCQDPSIKSFLYSINQTICLRL 

DSIEAKLQALEATCKSLEEKLD 

LVTNKQHSPIQVPMVAGSPLRT 

TQMCNKVR/CAMHWLCVSC1F 

TCLPGWRPAAPDQGPAA1SLCS 

LPSSSQGHREPLALGLPSALPPA 

HRQRLRGSATVPIPP 


15462 


45830 


B 


15552 


161 


925 




15463 


45831 


A 


15553 


31 


856 


GGFLHHASFFVGRGRTLLMYFS 

LLGATPKPEPEPEQVJKNYTEEL 

KVPPDEDCI1CMEKLSAASGYS 

DVTDSKAVGPLAVGCLTKCSH 

AFHLLCLLAMYCNGNKGPEHP 

NPGKPFTARGFP\ASATFQTTP\ 

GPQELVPYTPQITAWDLEGKVT 

ATTFSLEQPRCVFDGLASTNDT 

VWLVVAFSNASRGFQMPETLA 

DIPASPQLLTDGHYMTLPVSPD 

QLPCDDPMAGSGGAPVLRVGH 

DHGCHQQPFCNAPLPGPGPYR 

WVVPTGALGLGLCLG 


15464 


45832 


A 


15554 


827 


1371 


GSSAGEASSSLRRLSPSQPISRPL 

LPAGEKVLVVWIEDQTSHNIPL 

SQQSKT/TLFNSMKAERGKEVT 

EEKLEARRGWFMRFKERSCFPN 

VKVQGEAANADIEAVACYPEY 

LAK1TDEGGYTEQQIFSVDETA 

LYWKKMPSRTFLARRKNCHSH 

PSFSSQHL VQS A A IN 1 KA KSSTS 

KKIMTP 


15465 


45833 


A 


15555 


799 


906 


FLNKLAFALRCGLALNSFLRKI 
QEPSLG\SKSGSLS 


15466 


45834 


A 


15556 143 


560 
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SEQID 
NO: 


SEQ 10 NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


15467 


45835 


A 


15557 


1059 


1940 


QQMQQEMRRKSKWMAMLGK 

WETYONS/TKGHLMKRVYKGI 

PMNVRAEVWSVLLNIQEIKAK. 

NPRQYRVMKEKGKRSSEHIHQI 

DLAVSQTLRNHMFFRDRYGTK 

QQELFYILLAYSKYNPVVGYCR 

DLSH1AALFLLY LPEEDTF WAL 

VQLLASERHSCRVGEQLPLGLH 

AARPGDGHPGQPRHLPCVASLL 

GAFRTSLLTVPKEPGTDPPEPKS 

DAFHPHQQKASHPPRGCPLCPG 

ATPSGSDSVQLALRNLRVLLPF 

SCSGSSCP WY PRKE ALHPGGLE 

EQRGLQPLMGLVTG 


15468 


45836 


A 


15558 


123 


448 


ALAAAVYPSHSERTGEEAKKIC 

SVR*LLRSAQEEI/FLRGKNSRT 

GVL*KLLQRK*RYQRALGLAM 

LSEWTISPKGPVSTGITKPMLTA 

SRVTVPRMTMSALLDFIHGA 


15469 


45837 


A 


15559 


1 


6387 




15470 


45838 


A 


15560 


52 


3218 




15471 


45839 


A 


15561 


3602 


4015 


GSVESPLGQKTPRTSSASPCWPS 

TNLYRMELELYGPHVTSQVVK 

STRCAPIRWSAAPSILCEVRVPV 

TM WTCLPLPATG RLSM W* I WP 

RQ W?C VLTSATQS* LTRCGGGT 

RAVSLAPQSHL*VCPAQSSWTS 

IILWT 


15472 


45840 


A 


15562 


932 


1316 


RVQDIPAKRGIPQFRPKIKGIGQ 
SYKQHYPARPWNVLAQKVV/V 
FEDQDALLPCLLTDPVLEAGVS 
LVRVRGRPLMRJriTNYSFSPwH 
GFT1HRA KFIQSQDYQCSALMG 
GRKVMSISIRLK VQKA VNRA 


15473 


45841 


A 


15563 


1 


263 




15474 


45842 


A 


15564 


66 


185 




15475 


45843 


A 


15565 


1 


4217 


MRLAEERAALAAENADGEPGA 

DRRLRLLGTYVAMSLRPAAGA 

WERCAGSAEAEQLLQAFLGRD 

AAEGPRPLLVVRPGPRGLAIRP 

GLEVGPESGLAGAKALFFLRTG 

PEPPGPDSFRGAVVCGDLPAAP 

LEHLAALFSEVVLPVLANEKNR 

LNWPHMICEDVRRHAHSLQCD 

LSVILEQVKGKTLLPLPAGSEK 

K/l CC A r\CI/CCT\/f PvCirMVC \/I V A I 

ESAVIKWSYQVQVVLKRJESSQP 
LLQGENPTPKWELEF 



wo 
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SKQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


15476 


45844 


A 


15566 


26 


494 


RPGCGEWLGNAELWGQECQL 

HYSPPVSPWENSSGPRFSJSKTG 

SL 1 PPLLNDICQNQKPQII LSH PA 

RCLGLLDHFPQQWERRQAQNR 

AETG*GQRSAQGQTFRQRPLSV 

SGNCRVPPRATVSRK/PRPAPAY 

ALSLKS PR RRPPRTGPA PPG L V P 


15477 


45845 


A 


15567 


1 


1242 




15478 


45846 


A 


15568 


114 


1219 


VDLPPGAPVRQSGSHGSVLRDH 

KTEGEARVLPLHQRVGKAGGR 

GATPGPHVHEDPVTICCGHSFC 

RP/C/ICLSWEEAQSPANCRACR 

EPSQKKDFKTNILLKNLVT1AR 

KASL WQFLSSEKQICGTH RQTK 

FCMFCDMDKSLLCLLCSNSQEH 

GAHKHYPIEEAAEEHREKLLKQ 

MRILWKKIQENQRDLYEERRT 

AFLWRKRTLRLKGMTSGAQGT 

SQKVALGLLQQPLCHTVRAQS 

NSARVHKQRGGDAVSSGAGIP 

DPKAQRFPATLRSQ A FTCTAG R 

RWGSGETVLHPLQRAGVRGAV 

AELHRQLLLSSSAAGFEECEGL 

CTSGPHITQGPDHQELYLSH EG 

VWTLFTCTGDRWKVLSGVPCP 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence < X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


15479 


45847 


A 


15569 


1 


2694 


MRMAATAWAGLQGPPLPTLCP 

AVkTGLYCRDQAHAERATDVV 

LLAPFCQPKTRSHGTCPPTERDP 

RGEGSTEYPGRVDGIQGWGTR 

ALTGWTDRRLLCQACQTLPPR 

HWFLPGARGWLGGSPCAHGQE 

SLPSQPSPILLRVESVKSRMLRR 

RAQEEDSTVLIDVSPPEAEKRG 

SYGSTAHASEPGGQQAAACRA 

GSPAKPRJADFVLVWEEDLKLD 

RQQDSAARDRTDMHRTWRETF 

LDNLRAAGLCVDQQDVQDGN 

TTVHYALLSASWAVLCYYAED 

LRLKLPLQVDYPTRPPTGRPAC/ 

CAWLGIPNVLLEVVPDVPPEYY 

SCRFRVNKLPRFLGSDNQDTFF 

TSTKRHQILFEILAKTPYGHEKK 

NLLGIHQLLAEGVLSAAFPLHD 

GPFKTPPEGPQAPRLNQRQVLF 

QH W ARWGK WNK YQPLDH VR 

RYFGEKVALYFAWLGFYTGWL 

LPAAVVGTLVFLVGCFLVFSDI 

PTQELCGSKDSFEMCPLCLDCP 

FWLLSSACALAQVREEAGRLF 

DHGGTVFFSLFMALWAVLLLE 

YWKRKSATLAYRWDCSDYED 

TEERPRPQFAASAPMTAPNPITG 

EDEPYFPERSRARRMLAGSVVI 

VVMVAVVVMCLVSIILYRAIM 

AIVV^R^fTNTI I A AWA <^R1 A <sl 

TGSVVNLVFIL1LSKIYVSLAHV 
LTRWEMHRTQTKFEDAFTLKV 


15480 


45848 


A 


15570 


1 


924 


M ISQFIPEN YFSG KSS ATSG WA 

RAQRDFRVGAGSARPALLSGRL 

APPALGSERLSTRASSCGGLPR 

ATPRGRAPPPATRHPVPSTAQR 

LRS A A ARQRLAG SS ARG RDAL 

GKASWAPESVLEVLARAVRQE 

KE1KGILLGKEEVKLSLFAGDMI 

V YLEN PI ISAQNLLKLM SNFSK 

VSGYKISVQKSHAFVYTNNRQS 

ESQIMSELPFTVATKRJKYLG IQ 

LTRDVKDLFKENYKPLLNEIQE 

rYT'VTi / r \l/l/\TTDr , CMA/PD lXJIV/V \A 

Ul NKWKNlrCoW VOKINIVKJVI 
AILPKVIYRFNAIPIKXPM Irr lb 
1 FKTKAFIWNOKARAHTAKTII 

L/C. IS. 1 IV \r I W JNV^IV\IVrVrilrVr\. 1 IL> 


15481 


45849 


A 


15571 


1 


825 




15482 


45850 


A 


15572 


1 


1488 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


15483 


45851 


A 


15573 


1 


1476 


MPIKVDWIKKSRTHTPRDTMSP 

KRGINISIQEYRNTPDASILSELR 

LERDTNTQVYTYEQEHTNKKN 

G HQ A I DKQN KG H I RRESDRG E Y 

YPLDCRPTGSLTDKGWGMLLC 

GMMTAGKPTPILTFLLDVGLPG 

GTAINKSSVIRVRNREEGNVEK 

WG ERQ VDQRD A VM R VRCG I R 

NNVEAGLKYGPGTMKVSLSVF 

YTTQQCRRYLSVLCFAGLARAS 

VPFNEDFQMSLDEKLFSNLHPL 

GSSSSPPKSLLHCPLLEHQFTML 

GFSDLGAQLASPSGSHTRAAGV 

AACQPAPTLTWLSPWVARGLG 

TLEQGVVLVGEARAAQEPMEW 

VGGSCMVGCRSRALPRGKAAK 

AWREIQRSAGAGGAPVSPWSG 

GAPSRACPPSASSVRFLCAARR 

L ACNTYSPVLYC VRN WW1 LGL 

TDFNNEATDPRDPFLANVPGQL 

AAVA1GTCDGNVYSAGDRDYR 

FALESILKACTLALALEEVGPPA 

VQDKIGADP\TGLPF 


15484 


45852 


A 


15574 


140 


448 


GFLG AC AG REFKMAPP*SSLSG 
♦KLSVSPCPGLLISAEGPEAVFSI 
V *N ARVRGF1 LE VSETKNPPI PD 
T1STKHASLMSDSYREKKLVPV 
VYPHSSTPSFQ 


15485 


45853 


A 


15575 


1 


1001 


MEAPQGALEQDGPAVLSQQRH 

RKKPFTATPIDPSYHRSHAISLS 

VIIGYCVPPSHAAEMAAYGWT 

MGKSKLMAGQWITQSQVFCDS 

STDGPRQHKAQTAILTKLQSQQ 

RSTNNSTVSHRQQWVNCRLLR 

VKCQRLRAHKELLPVQRWLWR 

QGRCVPTTSLVAVSETAGAGA 

AALALSRLCRCLQVSASARPFS 

SRTLSPQPKCWAMAASHQPIKG 

ILKNKTSRTSSMVALSEQPCRT 

VHEELSKKCQKWDEMNILSTY 

HPADKDYGLMKIDEPSPPYHG\ 

LTGDDENACSDTETTETMVSDI 

LAKKLAAAEGLEPKYWVQEQE 

SSGEEDLLAEE 


15486 


45854 


A 


15576 


1 


1851 




15487 


45855 


A 


15577 


73 


418 


GKPDGDKVSQHLLLWKG/YSF/ 
PPSLMKLSLAG YEILS* KFFSLR 
TLNIGPPLSSGFRVSAERSTVSL 

MDFPLCITQCFSPAALN1FSFIST 
LVNLTIMCLGVALLEQYLCCVL 


15488 


45856 


A 


15578 


2 


460 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of firs! 
cod on for peptide 
sequence 


Nucleotide location of last 
codoo for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possibte nucleotide insertion) 


15489 


45857 


A 


15579 


1 


2031 


MATEVFL1PYALLQCSLASYPS 

KPG1YVPSPQMWVGSVTCSDQ 

KNTIEVLVPKAYTLARQQYKSL 

SEQVYSCHQGTLNTRAQESAAS 

LLKPARPRTRQKKETPNTSEHQ 

KEQTLDTPPLRTVTLTTRVRGFI 

LEVSETKNPP1SDTMGLDISKQE 

EVLGRESDEQGEQSQGLSEMQ 

TALAMLLTREP1SAKQAPHEPP 

RRQEDNTQA REG ETRSR KTRA 

EGQKGHAHAENERNAKERESE 

RKRQEAEDENGKEKQERNEGT 

HARHMKRRKRDEKKRQGQNK 

PGNKRPEGNEEAQRRRKKNRE 

RQRFSFYQSGPSAAGLLVFAGG 

PLQSLFAWVSPLEAAEQQRFLS 

VPSSGPLRKFCLYFGFVGNATP 

LRG LNTHGR LLTP A HGTRRRHT 

RPLNSPVPEKAGSTTESNGSPY 

GQNPGPLPPKGNRAQGEKWM 

GRRIQGTTRPRAREANHKKMT 

QIMFETFNTPAVYMAIQAMLSL 

YTYGCTTG1VMDSSDGVTHTVP 

IYEGYALPRAILCLDVAGRDLT 

NYLMKILTEHSYSFTTMAEREI 

VCDIKEKLYYVTLDFEQEMAT 

AASSSSLEKSYELSDGQVITIGN 

ELSCCPEALFQPSFLSMESCDIH 

Kl 1 r NMMKCUMUlKKDL YTN I 

VLFGGNNMYPGIANRVQKIVTL 

VWMGSSILALLSTFQQMWVSK\ 


15490 


45858 


A 


15580 


485 


886 


VPYFHFTCSHSSASQLPFLQMM 
KJAKTCSLGLNRLPEAKLKAFP 
TPRVTSL/WPRQRGRPRR\GCGR 
NRSGSLVSAARGVGGRSQAAA 

APDHA DCDDATCDKjfDDDAr'CX/O 

WUUAKJNIArOKKAUrtVKKv^rO 

PSCT 


15491 


45859 


A 


15581 


1 


435 




15492 


45860 


A 


15582 


2 


339 


HRCSTGAFSTAASNSNADRPPP 
ARRRGLPR/RGPP/SRRRSPRPPR 
REPWPRTRRPRTRTAKARRRAT 

1 FfiRfRR APfiHU/nPR A A AAA 

AAAAAAVAAAAAAAAAAAAA 

GASATW 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn > 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


15493 


45861 


A 


15583 


1067 


2093 


RRNTSSKCRSRNCRCPRSPHRH 

RPSLRPRSQQPKCKCRPRSRRSS 

RAPSSRRSRPQGLVPC*RAPPW 

PTSRWPGSPGFPLLNCSRKGRC 

RPRHPSQPRCPCRSLRWCPSRQ 

LWSPHRESPPCP*TSRGSAWRS 

VSHRRQQDRPWWTQPVHMQQ 

LLKLKQQAVQQQICAIQPQAAQ 

GPAAVQQK1TAQQITTPGAQQK 

V A Y A AQRA LKNP VS Y HTHLPG 

PETGRGPASADPDPGCKTSSSCS 

TANTRGQHPASCLCFPAGFSTD 

CGAHAGDGGRAAGADDPCSDR 

DCPGGSAETHSAAGGDHGVGP 

APDSRRSQPSPGARQLRQPKPA 

AQVTDEGPCCQAKDTY 


15494 


45862 


A 


15584 


10 


607 


RALCGESRLPLARKLS*AKKSV 
QRSTLQSRRIWVCWFHFAN*SL 
F*KQGRT*ESPL*L*LIPAS*RPS 
TSESPPL*KANFQQPHRGL*EKV 
A EGRRGP* * E YXYTSSSSSSSSSS 

ssssssssssssssssssssssssss 

SNNSSNSRHRRRRRRRLLSFLSR 
RRRHSRCCLSRSRPRRRPRRHP 
ARLWLRSRCTDQRKNFQLPRK 
TV 


J 5495 


45863 


A 


15585 


217 


1012 


AKNDSKRQNFGHRGQPTFGAD 

KAKGERVRTSSTIRRTSYLDTIT 

GPYLTGQWPRDPHGHYPSCMK 

DKATQTP\SC W AEEG A EKRSHQ 

RSA\SWGSADQLKEETPTDLQQ 

NAQQKLYKPEEVGCL1SDFLKE 

KENCQPRILYAGKLSSECTPDE 

EAVNIVEMITKDLEYYINLVDK 

EWQGLRGLTPILKEVLRVKCY 

QTASHATKKSGMKGKVSQFGK 

LHCYFKKLPQLPLPSATAILISQ 

LTSTRQELHHKKDCNLLKTQMI 


15496 


45864 


A 


15586 


2 


387 




15497 


45865 


A 


15587 


1 


165 


LFMFFCLLYIR*QLLHPGYNAPF 
QNT A ATRG RG I AQTA P E A A FQL 
FLHQRVRFHC 


15498 


45866 


A 


15588 


172 


359 


PDGDGIESINYLGQYGHFHDIDS 
SYP*AWNVLPFVCILFYFIEQWF 
IVLLEEVFHIPCKLDS 


15499 


45867 


B 


15589 


1 


2850 




15500 


45868 


C 


15590 


1 


2835 




15501 


45869 


C 


15591 


78 


491 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
bod 


SEQ ID NO: 
in USSN 
09/540*217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknown, 
*=S«op codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


15502 


45870 


A 


15592 


1 


5721 


MAVLSLPLAPPTLMPPAHFNLV 
EMQ VKATLKEY WQR.KSPG ! PA 
G ANRKKKrNGSSPDTATSGG YH 
SPGDSATG I YGEGHASSATLED 
LELRQPTPSTSPNDCSLYPSPQS 
SSNSSSLHAPHSQYRELAVALH 
SSSAIISQLSEN1NSLNNENKSAL 
QLERQVKELKLGELKETVTSDP 
SNNG WEA VTSL WEG ERLPA RG 

ACCDDPCCCTA A A D D\/I5\/0 D A A 
\/T> PDI \/APCDPCVnDACTA Al/ 
A CXt Ol \A A I r>/~» E?/^* "V 

AyLoLMALrObOY 


1 CCA? 


A COT 1 




1 CCA*) 

i->jy3 


1 /o 


■ Ton 

1 Zo 1 




15504 


45872 


B 


15594 


52 


855 




15505 


45873 


C 


15595 


1 


1698 




15506 


45874 


A 


15596 


302 


617 


NLAVNPSGPGLFLIGKLLIIAS1S 

EHVIGLFRDSTSSWFSLGRVYV 

cd xii c\/ccdcoi \^CT\T\^ > ^\\/f^kKA^ , • 
oKJNLbvboKxbLVrUUOUVyMCj 

FWCGCPLCLLVFLLTVAGPSAA 

GLLEFAGGPLQTLFA 


15507 


45875 


A 


15597 


1 


2762 


MYGTGYRDVAGKWA1DPDSK 

REFLDVTQEGIQGCDFSGTCRQ 

TLSILTQPLRQWGLEGIKKPNS 

WIISEESVSNGGPPLLIPRQTAS 

GVDLQQTPTDLQLRVLTVRRK 

TNKQKGIASTSTKRTSTPKPHL 

YVT1IKDQSYIKPQRWGKNIAE 

KLKILKIRVALSLQRNAAPHQQ 

WNKAGRRMSLMSSQKKASEVI 

bM^M IN bl Kkj bblvr KJbKK V K KN b 

y MAjbl W U Y V KJvr UbKLlO V ru 

CnMCXinTDT CXITI HTM 


15508 


45876 


B 


15598 


1 


1989 




15509 


45877 


B 


15599 


1 


762 




1 j Ml) 




A 




ooo 




UV^* fcKK V \jL>r 1 fwUoroU l^KJoK 


15511 


45879 


A 


15601 


2 


382 




15512 


45880 


A 


15602 


1 


993 




15513 


45881 


A 


15603 


3 


460 


SPCWGQLLQATQP/ATAFAQKD 
LLVGAVLFGHNGSLSSRNTLAF 
SMDVGPSQWMWGLLNGCGAS 
A H RQCTRCTLQVTI ALEGPL AP 
LKLAWHKKIYIFLGEAAEIRRD 

r\i c a cd pi cucd Apnr.Rl pvf.p 

D/^>/-\ A A LI 1 \A I DD/irVM/CIU/TOLI 

rOvAAIIl-IviLrrOIJl^Vol W 1 l^ri 
MIT 

1VI1 i 


15514 


45882 


A 


15604 


1 


130 




15515 


45883 


B 


15605 


1 


561 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15516 


45884 


A 


15606 


94 


420 


EKAVGRWIFQSKRYRSPCEKPY 

SKGLQVQRTVPEGPSKAARAA 

QAPGPNLLPCLPT/PQTPEF1ISEP 

LANMYSCGNQNTLMEELAEQA 

QQHDEMLHMHHALKEALSIIS 


15517 


45885 


B 


15607 


46 


747 




l-O Jo 


45886 


A 


15608 


186 


j 64 


AFAPAPCTLVPGVLRGPPILLRE 
TGLAH*CPAVISPPKSLPWLPTA 
YSVESQQVILFGL 


15519 


45887 


A 


15609 


155 


511 


GAAVAGTQNLCLGGGGAVGG 

S*RGALNGEGLLHPGYNAPFQN 

TAATRDRGIAQTAPEAAFQLFL 

HQRVRFHC*FLLWREGRG R* A R 

REPLSRPQPPAGPLGGALPAPPL 

PDASTLVGVG 


15520 


45888 


A 


15610 


1352 


1684 


MS1RSAWCRAEFNSWISLLTFC 
LVDLSLVFDDGD1QMGFWCGC 
PFCLLVFLLTVAGPSAAGLLEFA 
GGPLQTLFAwASAVVAAEQQI 
LVSSKCCCLIVPLEVLSQRSTWP 


15521 


45889 


A 


15611 


98 


367 




15522 


45890 


A 


15612 


426 


738 


VCVWGDPPGPAGGHGEAAATL 

WKEKVDLKERVEKLELQFIHLS 

GQTDTIGRKYISQGAVSETQHW 

ERRTSSGWPXGPGGDEGEPAGA 

AGQVLQLVGDHKEGHGKF 


15523 


45891 


B 


15613 


86 


14M 




15524 


45892 


A 


15614 


950 


1493 


GTVFLWRRRGTL1FRVSGFSAL 
FFPPSLWFYLPFVFDDGDLQME 
FWYELSFLLMLLLFLCACWFSF 
♦QSGPSAAGLLEFAGGPLQTLF 
AWVSAAVAEEQWILVNRKCCC 
Ll VPLE VLSQRSTRPCEVS VH PY 
VHCCLGIEELNIYCSLHSLGLFE 
A 1 LLG KAFEELGCCDPSLF ATV 


15525 


45893 


A 


15615 


1 


5731 


MDSHRPTAWPAAVLAGRSPVA 

AESERYCSRQPPLPRRQALLSV 

L VLA SDTRLPFPWSSQTFCGILS 

KPLVLSGPLQTQGETNNENGLV 

GGGEVGMQPLVLFERSLFPGRC 

CVLERR1VPWMRQESYSSSSPI 

WFVDSDELNLTSVLECLEDDK 

NNNLLHQQLKWL1CGLCRLYN 

LPKHLDVAMPDQPLPMGQSGP 

O A A /""* 1 f T"" IT"/ - * /"» f"l¥ /\T1 R" A Wn/O A 

SAAGLLEFTGGPLQTLFAWVSA 

A I A A CLTMI \rKI/^l// r ^r , r , l I\/D1 C 
t\ L/\A c I L V IN CISA^UI^ b 1 V r L t 

VLSQRSTWQYELKEYW 


15526 


45894 


A 


15616 


2 |52l 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


15527 


45895 


A 


15617 


I 


1261 


MSEKNITEECQQENQSI EQWRSI 

AHSDSIEVSWLHEV1KTYLKAK 

STKJLDLMKKLKELSSQPSRKPK 

PFIPSQEGTGDNDVIYSTERLSK 

LLNQKKGSTRLYDKPLSNLLNQ 

KK VSTRTEG LTVDSRA DM RN V 

TTILLSTESSSTDSSSSMDSSSSM 

DSSSSIGRVETATCAM1PVQKSK 

RSGPPQGPSAATGDGAEGRFLP 

RCSRPWADRLAWSQPRRHLAP 

GPSAATGDGAEGRFPPLCSCCG 

TDRLAWPQPQGHLALLPRCGE 

CGRARELPGDCCLHAEGGCSSV 

LEVLARAIRQKKEIEEIQIGKQE 

VKLSLVADD1IFCLENATDSSRN 

LLELIKEFSKVSRYKINGHKSVA 

I DVrMCVAACMLIII^XlCTDCTI A A 

Lr YliMo Yl^AblNrlllsJNb I rr 1 IAA 
1 NinINNKJvVKNLUI YLAKboKDS 
YNENYKTATERNHRWSQAR 


15528 


45896 


B 


15618 


60 


499 




15529 


45897 


A 


15619 


134 


1416 


RTSICWTMDSSVQNTVLGPTRS 

SVKGVMEWLQYLQMERR/CTL 

SISMESMPRVAEDAGDVGAAE 

PLHLEPPAGPLEVEQQLQAE1K 

HLRKTLESLAGQLQAQVEANE 

GSSHLNRQQDERLREWKAELW 

EEQGETGRSSVQKDRTTISHAL 

SQNHQLEEQL A KERLE ATSQQ 

NQQLQSQMSLMALPGEGDELG 

SKEEEEAPQPMPS1LEDLKSREA 

MVAFLNSALVSAEEEQQAQLH 

GQLKEQRVCCQHLAHPVALAQ 

KEPE A A A PTPRTG GDS A V WT V 

DLQVEKTKFIMFT1KPGEVVNK 

DMAQSIYRSGKNLDKDMYGH 

DLEARRKTNRPLETTFYFLSYE 

LDYSRCFIGCLKCLCLPSPSATI 

GSFLKPSOKOKPVCI I YS1 ONH 

EPIKPLFF1NYPDSDSYRHTQVIR 

ILLSGSIHVQVPATKTPL 



WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


15530 


45898 


A 


15620 


1 


1665 


MGGHVGGRHRMLTPKLIPETL 

AAGSMK1NPEEPNRPPFNGAPG 

GPALPLAAGDSGSEQAGEPALA 

ASELQGWDSTLGSPGSLRGTGI 

VATRSGSRGFRLSPASLGRRSR 

DRKTKELAFAGSGLATRGQRA 

SSDAAAGPPLSRCSPARTPQLPV 

RG SLTG PRAPA PPRA R VC LLSC 

SCRQPFPPLTGGLNVGRPSGPS 

WKICPRSLPSASAETGIRRRRAA 

AHPPLQQPPLCGESLPSVQCSA 

NADSSIPVPSRWSQDACRNTGA 

AGPPGYPACVNNRNRTDKNSQ 

LDETHHMKTKVTDRGGFGAFT 

MLLRVVDTGHTSCSGSVEWDP 

RL YGDQ ADLSRSGHLDRPG A H 

HDYYTAIKKCEEGKSLDTTVK 

VKAGVNGFGRJEHLVTKPAFNS 

GKVDIVTFNDPFVDLNNMVYM 

FQYDSTHGKFCGTVKAENRKL 

VASGNPITVFQ/ERDPSKIKW\YI 

AESTCIFTTMEKAGADLQGGA 

KRVIISAPSADAPMFVMDVNHE 

KYDNSLKIVSNASCITNCLAPL 

ANVIHNFGIVEGPMTTVHAITA 

TQKIVDGPSGKLA 


15531 


45899 


A 


15621 


2 


1105 


GRVGCSTVSR1FSCVASRATSLR 

TPMGK VK VG VNGFGRIG RLVT 

RAAFNSGKVDIVAINDPF1DLN 

YMVYMFQYDSTHGKFHGTVK 

AENGKLVrNGNPITI\FQER\YPS 

KIKWGDAGAEYFVESTGVFTT 

MEKAGAHL\QGGA KRVIISAPS 

ADAPMFVMGVNHEKYDNSLKI 

ISN\ASCTTNCLTVPL AKV 1 HDNF 

GIVEGLMTTVHAITATQKTVLD 

GPSGKLWRDGRGAF\QNI\IPAS 

TGAAKAVGKVIP*AERGKLTG\ 

MAFRVPTANVSWVDLTCRLEK 

PAKYDDIKKWVKQGVGGPPQG 

AILGYTEH\QV\VSSDCNSGPPV 

rnnrr\ a /'M a i a ■ xirM tt*\ f\f I ic\i/ 

FPPFDAGXAGIALNDHFVKLISW 

YUNbruYoiNKVVULIVlAnlVlAo 


15532 


45900 


A 


15622 


121 


221 




15533 


45901 


A 


15623 


189 


538 





a nr\n 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possibtc nucleotide insertion) 


15534 


45902 


A 


15624 


3 


1015 


DRAGPPGAPRLGQQLLCAIILL 

GLAAKKKJEIN!T!!KQLLKKFLN 

KKPSYGLERQMETTQNLVDSY 

MAIVNKTVWDLMVGVMPKTI 

MHVMINNTKEFIFSELLSNLYS 

RGDQKTLMEESAEQAQWRDE 

MLRMYHVLKEALG11GDINTTTI 

STVPWGPVDNSWLQVQSVLARR 

R/SPGLAPTAPSLPTPHRLSLGA 

LGTGSVPTLLHHPGSSSVSSLSG 

LVA/DCFGLPKARGGPGQRLPF 

PSLPGRLFCDLAVAPPAPKAAP 

F1CDFVYCCDQASEPVGCQGQT 

APHtCLHGSPLOIPQAPPGSIQA 

WLRAAVFWKGALCPRCGRHIQ 

EFLLHRCTLVSL 


15535 


45903 


A 


15625 


547 


1242 


PKALIKTSNKSSLSYQLTTHSGT 

MACPWIRHEVLLSRLGFLVLEN 

TNMDKRPSKLLRWLERQMETT 

QNLVDSYMA1VNKTVWDLMV 

GVMPKTIMHVMINNTKEFIFSE 

LLSNLYSRGDQKTLMEESAEQ 

AQWRDEMLRMYHVLKEALGII 

GNINTTTISTVPWGPVDNSCLQV 

QSVLAuCSrIILVQAVFLLYQA 

WWLLFWAPQGERWPWTSGLE 

DTVTREEG SPKG LSI S L 




A*\Qf\A 
*f DyVH 


A 


i ^fjifk 

1 JDZO 


1 Aft 


iuc* 


AQK.HHLT* LSFLPRH * 1 LT* N LT 
K1PTSKIKKTPRSRSPRRSTSCFL 
DNLAPSCGCSGKGSSWR1C 


15537 


45905 


A 


15627 


687 


1910 


KDHQLRKKLRRRGKQGAFTAA 

LPPGSPRPPLRGGRSGGVGLGV 

RGQRTPQAPQAVTPSEGPEPLW 

GPVLGGGGEHRRGTGASAAAG 

ASMRRLGAAGGGAGAGPQRG 

VGARVVVSEEANSPGAAITSNR 

ETQDANEGLSAPRPECLLHPTC 

RLLYVPLIVRDWVCHTRSVVLL 

QVVNVTGIAVGTGLASAYDTL 

MSQSFGVKNLKRVGIILQRGVL 

ILMLCCFPCWADLVNTERILLL 

LKQDPKSPGWTRECFQEWGSYI 

HLVIPSMFMVCTEQWTFEIGNF 

LAGLIDVMELGTQG1ICELASV 

AYMNYFRLNPQPPISDFTINLAF 

LTLTERKILGYIQLRKGPDIVGP 

YOLLv^rr 1 UAVKVr 1 KbrLWrb 

TOTITI \y 1 1 A TVPf Al O 1 1 \ / 1 J A 1 T\T* 

1 o I ITLYIIAPTLALSIIVLLALPT 
RMI AATPRPRHT 


15538 


45906 - 


A 


15628 


1 


1173 




15539 


45907 


A 


15629 


3 


1447 





a rsrs a 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


15540 


45908 


A 


15630 


1 


215 


MDPKQEEIPDSPEKEFRRYRIAE 
W 1 Rl H QPII CCLQETH LTH K DS H 
KLKV/KGWNKAFHANGHQKSA 
ARETK 


15541 


45909 


A 


15631 


1 


1524 




15542 


45910 


A 


15632 


1 


575 


MALSERSQPQDHVSHDRJYVK 

HPEYANLYRQKVDYTLPRVSIS 

1HVGQAGVQIGNARWELYCLE 

LAIQPDGQMPSDKTIGGGDDSF 

NMFFSEIGAGKHVPRAVFVDLE 

PTV VDRCLG H WMA A FLG EVE V 

HTGTYRQLFHPEQL1SGKEDAA 

NNYSRGHYTIGK/EDLVLDR1H 

KLLTSQCRKPKATM WLSQAT 


15543 


45911 


A 


15633 


208 


465 




15544 


45912 


A 


15634 


107 


827 


EARRPCTLHLRSALHPATMCEL 

YSKRDTLGLRKKHIGPSCKVFF 

ASDPIKIVRAQRQYMFDENGEQ 

YLDCINNVAHVGHCHP\EWKA 

ALKQMELLNTNSRFLHDNIVEY 

AKRLSATLPGETLCLLFYKFRG 

YWPSSTNPSSRPAAPASPPAAE 

RAGDFRAGRKPSVPGSRSVSGS 

PRGPCSRLSLSTFCTRYCPLSAL 

TSGPGCPYPMCFFLSPRVSRLLY 

SSHMVAGCRALRRCKNSH 


15545 


45913 


A 


15635 


3 


1218 


GGLWEKMAAAA\QSRVVRYLS 

MSRSAITAMATSVCHGPPCRQL 

HHALMPHGKGGRSSVSGIVAT 

VFGATGFLG\RYVVNHLGTAW 

GSQ\VIIP\YRV*IKY*QSMHLSFP 

WG*PGGQLSVFLGNWGTARD* 

RFLFRRVSYNTGNVGSSILFGTR 

LGETKNF\DFWRDVFVKIPQAIA 

\QLSKGSWEFEKFISCFHIWNGG 

II*KALS*DI*GNKAVGEKVVRD 

AFP\EA1IVKPSDIFGREDRF\LNS 

F\ASMHRFG\PI PLG\SLG WKTV 

KQPVYVVDVSKGIVNAVKDPD 

ANGKSFAFVGPSRYLVLFHLVK 

YIFAVAHRLFLPFPLPLFAYRW 

VARVFEISPFEPW1TRDKVERM 

HITDMKLPHLPGLEDLGIQATP 

LELKA I EVLRRHRTYR WLS AEf 

ED VKPAKT VN I 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V= possible nucleotide insertion) 


15546 


45914 


A 


15636 


2 


799 


GLWEKMAAAAQSRVVRV\LS\ 

MSRSAITAIATSVCHGPPCRQL 

HHALMPHG\KGGRSS\VSG1VAT 

GFGA\TGFLRRYVVNH\LGRMG 

SQVIIPYRCDKYDIMHIARPMGD 

LGQLLFLEWDARDKDSIRRVV 

QHSNVVnMLMGTRP/WKSKNSD 

YEDVFVKIPQAIAQLSKAEAGW 

EKFIHVVSHLNANIKSSSRYLRN 

KNRKREKEEMKKDLLSKJCEPE 

rbDLbNbyLlHlAKNbKACrbbN 

TKS V A EQPFDEE1 VD ATHQLTS 

YLGRSQE 


15547 


45915 


A 


15637 


560 


1394 


RKSSSVHNAASGLLGSRAPGAH 

RHLGRCRCRHRLVSPSPAMAE 

DLSAATSYTEDDFYCPVCQEVL 

KTPVRTTACQHVFCRKCFLTA 

MRESGAHCPLCRGNVTRRERA 

CPERALDLENIMRUCFSGSCRCC 

AK\QIKFYRMRHHYK\SCKKYQ 

DEYGVSSIIPNFQISQDSVGNRJE 

NNTG1KQIPGAPAFGDGRVGCR 

QRN A KTELL A A A G ESPCTM SL 

GSGPNLGPSPRSKSSSVTSPQPC 

FTEHPRERFVSFPVHYVLEGSR 

MSFLLWSLKTDRIFGH 


15548 


45916 


A 


15638 


1 


1026 


MKVVCKEVKFEKQCPEAVLLH 

WEQTDDDENKRCDLREPRKPE 

THTKG PGLL VPTTQPGRNEGQS 

GADGKHARCSKTSCCLSGKEPS 

FIITEHCPLVPVQNTTIKPDSGIR 

ILQTLDSRETFTMSTALDVLQM 

KEEDVLKFLAAGTHLGGTDLD 

FRMEQHICKRKSGGIYI INLKRS 

WEKLLLVAPAIVAIENPADVSV 

ISSSSTGQRAMLKCAAATGATP 

IAGHFTPGTFTNQIQATFPNPRV 

LV VTDCRTG HQPL AEAS Y V/NN 

LPTIALCHTDSPLHHVDIA1PCN 

D/I/'ALICUni UUA/II ADCll D1VA\D 

K/rwAn i> VULrlW WIVILAKJbi LrLVl\K 

GTI ARK H WWEXDPEEIEKEEQA 
AADKALTKEEFQGE 


15549 


45917 


A 


15639 


20 


441 


TAEIAIPCNNKGAHSVG*MWR 
MLAREDLKMRGTISGEHPWEV 
MPDLYFYRDTEEIEKEEQAAAD 
KAVTKEEFQGEWTAPAPEFTAT 

yrbAAUWabOVy Vrc>VrIvyrr 

"rcrwi/o a r\T> a Tcn\i/o a a dta r\ a 
I bL) Wo Ai^r A i tUWbAArl AyA 

1 CW V \Jr\ l IL/Wo 


15550 


45918 - 


B 


15640 


88 


531 




15551 


45919 


A 


15641 


1 


1302 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


15552 


45920 


A 


15642 


150 


957 


KAGASCCGSANPYVSVGKSCV 

LLAMAQLQTRFYTDNKKYAVD 

DVPLSIPAASEIADLSN11NKLLK 

DKNEFHKHVEFDFLIKGQFLRM 

PLDRHMEMENISSEEVVEIEYV 

EKYTAPQARSNAWFHDDWISSI 

KRGRGXRILTGSYDKTSRIWSLE 

GKSIMT1VGHTDVVKDVAWVK 

KDSLSCLLLSASMDQTILLWEW 

NVERNKVKALHCCKGHAGSV 

NSIAVDGSGTKYFGLRIEPK.PA 

VSLVEEINSLSYR WTA DN Y K V 

GSGGKEEED 


15553 


45921 


A 


15643 


3 


393 


VFCCPHCSLTFSKSFSSFSRLVR 

HQQTHWKQKSYLCPICDLSFGE 

KEGLMD/HLEGL*RQGPGQSSH 

HKCRVILGQWLGFSHDVPTMA 

GEE WKHGGDQSPPRJ HTPRRRG 

LREKACKGDKTKEAVSILKHK 


15554 


45922 


A 


15644 


335 


537 


V YFKQVTLDSSCRL* ERQVKST 

CCAI/X11I CCTU/D T DEPDTC\/\/l "DC 

LTWICLRTISTSSISWFPADSS 


15555 


45923 


A 


15645 


153 


828 
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SEQIU 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


15556 


45924 


A 


15646 


1 


2002 


MLESAGNQD1EDVDIVLRQIQV 

KNRSTTEVGONGNLQVEVSYT 

Q A H I A PRPL ASQGT WPHF VSS A 

PQPCFQVQNHSKYQNLYYSGFI 

RETEPISKGDVGEWLSAGKGES 

SAMFASEQEISKDEQGTPVLGS 

FYWEVDSPRKESSQAWAPGQE 

W1KLERDTTEEKMFEQLKPIEP 

VQKTLPWVGEVAATLQEAMK 

RDCWREARVKKKPVTFEDVAV 

NFTQEEWDCLDASQRVLYQDV 

MSETFKNLTSVEG KKKELREQ 

HPSLRDEGTSDDKVFLACRGA 

GQCPLSAPAGTMDRTRVLQAS 

QAGPP/FFFATTVGKCFSRRSYL 

YSHQFVHNPKLTNSCSQCGKLF 

RSPKSLSYHRRMHLGERPFCCT 

LCDKTYCDASGLSRHRRVHLG 

YRPHSCSVCGKSFRDQSELKRH 

QKIHQNQEPVDGNQECTLR1PG 

TQAEFQTPIARSQRSIQGLLDVN 

HAPVARSQEPIFRTEGPMAQNQ 

ASVLKNQAPVTRTQAPITGTLC 

QDARSNSHPVKPSRLNVFCCPH 

CSLTFSKKSYLSRHQKAHLTEP 

PNYCFHCSKSFSSFSRLVRHQQ 

THWKQKSYLCPICDLSFGEKEG 

LMDHWRGYKGKDLCQSSHHK 

vl\V I L/VJ \^ TV LiUr kjllL/ V I 1 1V1/WJC 

EWKHGGDQSPPRIHTPRRRGLR 
EKACKGDKTKEA VSI LKHK 


15557 


45925 


A 


15647 


1 


1048 


MPSLAELFEGSSKAFGAAASQL 

NFPVASGEMLKFKYGVLRNPLH 

AVAAEPIASRTSRLNLFFQGKPP 

FMTQQQMSPLSREGILDALFVL 

FEECSQPALMKIKHVSNFVRKY 

SDTIAELQELQPSAKDFEVRSLV 

GCGHFAEVQVVREKATGDIYA 

M KVMKKKALLAQEQ VSFFEEE 

RNILSRSTSPWIPQLQYAFQDK 

NHLYLVMEYQPGGDLLSLLNR 

YEDQLDENLIQFYLAELILAVH 

SVHLMGYVHRDIKPENILVDRT 

GHIKLVDFGSAAKMNSNKMVN 

AKLP1GTPDYMAPEVLTVMNG 

DGKGTYGLDCDWWSVGVIAY 

EMI YGRSPFAEGTS A RTFNN 1 M 



* r\r\rr 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno»vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


15558 


45926 


A 


15648 


101 


220 


KKQQAFGLLDLHQWFARGSQG 
FRLQTEGCIIGFPTFEV*RHSGFL 
SCQSSCTGSFSSVWADVPLMFE 
GAAQPV*PVPSRGSADFRPLSIC 
*RSSRJLLVKRCENSGVR 


15559 


45927 


A 


15649 


597 


808 


1TMKSQRQI1KKAVTTKEMKSV 
CRRD/TPAFMFIAALFKIAKIRIQ 
RLCLSTDE WI KKM WY1HTMEY 
YSTLK 


15560 


45928 


B 


15650 


161 


3156 




15561 


45929 


A 


15651 


14 


270 




15562 


45930 


B 


15652 


787 


1821 




15563 


45931 


A 


15653 


1 


2412 


MAKSKGCSAATLASTHQ1LVTP 

WSCDNQKCLQTLPNVPGGTKL 

LLCEDHWFRNDSCNQAIPTIAT 

LLSFPSLQASLWTTHFLSPLNH 

HPVNPDSHLEQPPGQSPRLNFE 

AGDPERAPHALGCKRSRTRATS 

DRQPMASRDPGWGKASVGKA 

CALGSAVLPAGNDCTTDNLGL 

GSAGFEDLRLRLGQGPPRRQGA 

LQAAPRKASSCAAGQRLAPDSS 

FSRKRRPSRQRLGCETAAVADT 

AEAKSSEAPAFGWSTMDEAGS 

SASGGGFRRALDEPPNSRIFLVI 

SKYTPES VLRERFSPFGDIQDI W 

VVRDKHTKESKGIAFVKFARSS 

QACRAMEEMHGQCLGPNDTKP 

IKVRVPGSGCPRGKEWASWTSL 

HLLLCRGEGGVEHPFPAADQT 

APGLGTGAALRRGSPPTKLRRV 

AGKGTGCGVFAPRERTRQPRPP 

GDRTAVAGLP\SPSPSLIHQLLSS 

LPNSS*PTLSTFLTFLSQMPRFP 

YIK.NGKTL/PFPQVFIAQSRSSGS 

HRDVEDEELTRIFVMIPKSYTEE 

DLREKFKVYGD1EYCSHKNKVT 

GESKGLGYVRYLKPSQAAQA1E 

NCDRSFRAILAEPKNKASESSE 

QDYYSNMRQEALGHEPRVNMF 

PFGHGVVQYFNVASAIYAKYK 

LrrlOr I r r VJIN rviVJ V Or 1 L/UvJoIN 

ATEKMATQMVAAQLASMVWN 
NPSQQQFMQFGGSSGSQLPQIQ 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location or last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


15564 


45932 


A 


15654 


375 


2059 


dssvwqtpqkqravrplhsgg 

apwtklaalratrgfrpgvds 

ldeppnsriflviskytpesvlre 

rfspfgdiqdiwvvrdkhtk.es 

kgiafvkfarssqacrameem 

hgqclgpndtkpikvrvpgsgc 

prgkewaswtslhlllcrgeg 

gvehpfpaadqtapglgtgaa 

lrrgspptklrrvagkgtgcg 

vfaprertrqprppgdrtavag 

lplslaltnppaleftaklvla 

yfeyfsdlplsdaqisiykkrkn 

stfpqvfiaqsrssgshrdvede 

eltrifvm1pksyteedlrekfk 

vygdieycs11knkvtgeskgl 

gyvrylkpsqaaqaiencdrsf 

railaepknkasesseqdyysn 

mrqealgheprvnmfpfghgv 

vqyfnvasaiyakyklhgfqy 

ppgnrigvsfiddgsnatdllik 

matqmvaaq/rlhqwcg1tqv 

snnl/wqfggssgsqlpqiqtd 

vvlpsckkkapaetpvkerlfi 

VFN PH PLPLDVLEDIFCRFGNLI 
EVYLVSGKNVGYAKYADRISA 
NDAIATLHWKDSEWGET 


15565 


45933 


A 


15655 


257 


412 




15566 


45934 


A 


15656 


-» 


866 


HAASPCCCYEEKQSPLQKHLRV 

CSLRTWSLAARVAEGTAETVD 

PSAAPKTSVWSSRVCWGRLLA 

TISPSVNETDTCGMEDRRLVVC 

RPWRAQCHMKAWGWRHPEEG 

GTHSGAPSAVLQALAVAIQLGG 

HLADPLLQVDPLSSCGAVSLDI 

LIYLVFYYRTASVPETYIVKTLF 

KKLESQSLIQSNVLTRSNSMKA 

ERGEE AAKJEKSE A SRG WFMRF 

KERSCLHNIKMQGEAASADVE 

Q\FDVYKTAFCWRVMLKKYVK 
LLFVLCPLP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
'-Stop codon, /= possible nucleotide 
deletion, V=possible nucleotide insertion) 


15567 


45935 


A 


15657 


333 


1034 


RLSTTVMRGAFVRMHKMPRL 

WLDYCQRLMDQGRVTHTRRT 

FDRALRALPITQHSRIWPLYLRF 

LRSHPLPETAVRGYRRFLKLSP 

ES AEEYI E Y LKSSDRLDE A AQR 

LATVVNDERFVSKAGKSNYQL 

WHELCDLISQNPDKVQSLNVD 

AHRGGLTRFTDQLGKLWCSLA 

DYYIRSGHFEKIRKAPVNGGPT 

WMVGQNSVPRFQTRRLTPLKR 

KGPLVTDFREKQPTPLAQE 


15568 


45936 


A 


15658 


172 


346 


ARPCRWCPGS*TSASAPGPGLR 
PCPP\GG DRTP A S PPLHNQ A A A 
APPGPGTWRGAAAS 


15569 


45937 


A 


15659 


293 


482 




15570 


45938 


A 


15660 


468 


791 


LAKCGCLEARGRARQTSGRPRP 

TDGGP*SPCWETGKGHPVLGR 

RGS/PGKQGL*SLPQSCQGQWR 

CAASRLLSSKNSWACMGSREA 

VSQETGTSSSSLGLMRPSDKKP 


15571 


45939 


A 


15661 


366 


609 




15572 


45940 


B 


15662 


321 


739 




15573 , 


45941 


A 


15663 


I 


1815 




15574 


45942 


A 


15664 


1 


1911 




15575 


45943 


A 


15665 


437 


1125 


PVSCSGHSRWAAAAISIALSMIE 

TVNMVFTFYSRHHGTISTRVL/I 

GKRPERQDGQDTVNLGTLEET 

ASPSPVVTTSPPQPMLPSAFPPL 

SEE1NPALPEATVMASPEAVAR 

QDNVDSAQEPPPTPLCASRPTT 

RQKSWWGARGEVESVTHEEM 

HYTGKELLEFSNLYKEKSGEQA 

WEW1LR V WDNGGRNIQLDH PE 

FVDLGPLSRNSAFNVAVRGVK 

KGSKSLFAWLGEI 


15576 


45944 


C 


15666 


49 


186 




15577 


45945 


A 


15667 


80 


877 


GAERLPEGPGKRMVFRRFVEW 

GRVAYVSFGPHAGKI/VSAMVD 

VF\DQNKGFWSNGPCTQVR\RQ 

A\MPFK\CMQLT\DFILKFPHSAH 

QVKYVRQSLGRREDINTKLGQP 

TRWGQGRFESQEEKEKPRLTDF 

* S VF* S* *RA KEN *RDR1NPRN E 

V*EAFKRAAFPGICASSQKKAPG 

Y*GVLLAAAAAAAAAAAAAA 

AAAAAAAK\VPAKKIT\AASKK 

APAQKVPAQK\ATGQK\AAPAP 

KAQNGSKSSKPQKAPAPKASG 

KESISGNHKK 


15578 


45946 - 


A 


15668 


253 


1218 




15579 


45947 


A 


15669 


1 


1819 





a r\r\n 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


15580 


45948 


A 


15670 


1 


2422 


MCPILREHRGSTEGKRRQKRLP 

LELTLKDEEVLAHRQE1EVAKA 

SPSKGNIIIHFGYKGVEYHDQQ 

DVTSNFLGAMWLISITFLS1GYG 

DMVPNTYCGKGVCLLTGIMGA 

GCTALVVAVVARKLELTKAEK 

HVHNFMMDTQLTKRHCPWAA 

TIQPKLSFL1SLPGCDYRGESAR 

ARPLSHPPLQLGLGKDARYLRI 

CDRSLLCVCAAAGNAGLRPRD 

SPHTLLHWRSRSPYFFSPKPVPP 

QLLGGQPAAHSRRDDLGEAGV 

GRGGCCFAALRGVQSEKWSGF 

HTVPEPAPGQGDVMPIVLVRPT 

NRTRRLDSTGAGMGPSSHQQQ 

ESPLPTITHCAGCTTAWSPCSFN 

SPDMETPLQFQRGFFPEQPPPPP 

RSSHLHCQQQQQSQDKPCPPFA 

PLPHPHHHPHLAHQQPASGGSS 

PCLRCNSCASSGAPAAGAGDNL 

SLLLRTSSPGGAFRTRTSSPLSG 

SSCCCCCCSSRRGSQLNVSELTP 

SSHASALRQQYAQQSAQQSAS 

ASQYHQCHSLQPAASPTGSLGS 

LGSGPPLSHHHHHPHPAHHQH 

HQPQARRESNPFTE1AMSSCRY 

NGG VMRPLSNLS ASRRN LHEM 

DSEAQPLQPPASVGGGGGASSP 

SAAAAAAAAVSSSAPEIVVSKP 

GGGGGGSGHGSSSGTKSSKKK 
NQNIGYKLGHRRALFEKRKRLS 


15581 


45949 


A 


15671 


I 


246 


SEPPHRGPTGALPSGAVRRGPL 

ccpprM/^Dcmci up\/ on If A TT\ 
A^Ky r V IW\ AuouA V rCKA 1 O 

WSCPKL*EPISCINVTIC 


15582 


45950 


B 


15672 


43 


741 




15583 


45951 


A 


15673 


687 


1012 


FHTSRPFWNISELSRFCIQKYKK 
PWHSVSDFYRYQFFICQGTACC 
PA^i RM*Hrpisi*ir ofiT^wNrr 

SCSGKSCSPMQQRHRSTVCSGS 
GTFCVGSCESFEGTYFSR 



■4 nnn 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


15584 


45952 


A 


15674 


1 


1640 


MSCDTNGEVEGGRVDSKTRGR 

QEVERNTETHLGSGLNCDJPL1F 

LTYEWRGILEYKIFSVKTGEVL 

GJCPGQLGHPTGQTTFFETGTQV 

TSMQEMGSYSFGQPHPVALQG 

TAPLPA AFTG NVRLAS VA FPGTQ 

CKLSVDLPIWGLEDSGPLLTAP 

LGSAPVGPLCGGSDPTFPFCTA 

LTGPSAASLLEFARGPLQTLFA 

WVSAEVSAEQGFFVhfHECCCLI 

VPLEVLSQRSTRPCEVSVCPYW 

GVPPRDRSNQCPSGFTLDSVGP 

FCADEDECAAGNPCSHSCHNA 

MGTYYCSCPKGLTIAADGRTC 

QD1DECALGRHTCHAGQDCDN 

TIGSYRCVVRCGSGFRRTSDGL 

SCQDINECQESSPCHQRCFNAIG 

SFHCGCEPGYQLKGRKCMDVN 

ECRQNVCRPDQHCKNTRGGYK 

C1DLCPNGMTKAENGTCIGECL 

AVSVTEIS/CAVNKSNIDECKDG 

THQCRYNQICENTRGSYRCVCP 

RGYRSQGVGRPCMD1DECENT 

DACQHECKNTFGSYQCICPPGY 

QLTHNGKTCQGKLPFKQ1ESGG 


15585 


45953 


A 


15675 


1 


669 


MGFCHDGRSIAFRGERGNDESA 

IEMIKVSHLKQYLAVVFRDKPL 

ELWDVRTCTLLREMSKNFPTIT 

ALILTGRCASLKWRSKPKKEEF 

MGYRQWNPTQESSKGDFEIQL 

EGGPSMATVYRTEMQPVQIGIE 

LLPSPLSFHPSPNSGIPNDPSWL 

LSTATLHPPTGVERSSSPATEQR 

WTENDFDELREEGFRRSNYSEL 

REDTQTKGKEVENFEKVNLEECI 


15586 


45954 


A 


15676 


1 


323 


MAHESAEDLFHFNVGGWHFSV 

PRSKLSQFPDSLLWKEASALTS\ 

SESQRLFIDRDGSTFRHVHYYL 

YTSICLSFSSCAELNLLYEQALG 

LQLMPLLQVRCSCFLGVVDQ 


15587 


45955 


B 


15677 


I 


1443 
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SEO ID 

NO: 


SEO ID NO: 
of peptide 
sequence 


Met 
hod 


SEO ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


15588 


45956 


A 


15678 


1 


708 


* eVTASPQGVSAVSKGDQKWT 
\LGKGLTF1KAVGSIQRNRWRG 
WQLKALYQCTT1AGATGVFLR 
VYRALDVLQMEEEDVLKFLAA 
GIHLGGTNLDFQMKQYIYKKK 
CDGVY1INLKRTWEKLLLAACA 
IVAIENPADVRVISSRNTGQRA1 
LKFAAATGATPIAGRFTPGIFTN 
Q1QA 1 rQbPQHLrr 1 DbRADH/S 
PLTEASYVNLHTIAPRNTDSPLC 
YVDIAIPCKKGAHSVGL 


15589 


45957 


A 


15679 


78 


757 


REIF1NVRSLLMACFVKJEEDVL 

KFLAAGTHLGGTNLDFQMEQY 

1 YKRKSDG I YIINLKRTWEKLLL 

AARA1VAIENPADVSV1SSRNTG 

QRAVLKPAAATGATPIAGRFTP 

GTFTNQIQAAFREVPRLLVVTDP 

RADHQPLTEASYVNLPTIALCN 

TDSPLRYVD1A1PCNNKGAHSV 

GLMWWMLAREVLRMRGTISR 

EHPWEVMPDLYFYR£)PEEIEKE 

r* s~\ AAA 17 T - * 

EQAAAEE 


15590 


45958 


B 


15680 


1 


1767 




15591 


45959 


A 


1 C S~ C> 1 

15681 


98 


412 




15592 


45960 


A 


15682 


521 


600 


PSPGES/PPLQPDPPVPPWPPPEE 
EPRA 


15593 


45961 


A 


1568 ^ 


1 17 


IOC 

285 




15594 


45962 


C 


15684 


12 


468 




15595 


45963 


B 


15685 


1 


840 




15596 


45964 


A 


15686 


1 


1173 




15597 


45965 


A 


15687 


1 


2931 


MDLFMN V AM LRAARYL WSEA 

VSGFGAQDPKSLALRTHCQTSG 

WSLTEQDPYNNV1 RTTI E ALA A 

TLGGTQSLHTNVFDEALGLPTD 

FSARIARNTQIIIQEESELCRTVD 

PLAGSYYIESLTDQIVKQARAI 1 

QQ1DEAGGMAKAIEAGLPKRMJ 

EEASAREQSLIDQGKRVIVGVN 

KYKLDHEDETDVLEIDNVMVR 

\ICOI A Ol "CD ID A T"DT\r\ A A C rVTD 

NbvJ l AbLbKlKA 1 KJDDAAbD 1 R 
bl VDL I NON1K. 1 rNOMli YAKrD 


15598 


45966 


C 


15688 


1 


1 / fy 




15599 


45967 


B 


15689 


22 


1531 




15600 


45968 


A 


15690 


AO 

98 


A 1 *> 

412 




15601 


45969 


A 


15691 


521 


600 


PbPUbo/FPLv^PUPPVPPWPPPbb 
EPRA 


15602 


45970 


C 


15692 


175 


454 






A CO"7 1 

4DV / 1 


A 


1 ^AOl 

1 joyo 




AQA 


PDGDTQLQLLLRGNHDSVLGA 
KRRDKGEAGPD 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lfnknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


15604 


45972 


A 


15694 


2 


1276 


HTLHSLVTILGTWALHSGPALL 

LPRPGSGLDFLLSPVLPSPQPPG 

LPTPTPFTNAVQLLLTLKLVSLA 

SEVQDLHLAQRKEMASGFSKG 

PTLGLL/RRRALPDGDTQLQLLL 

RGNHDRPVLPLPHLPGLAGAAL 

PRGSAXSLRPLLRRAWPAPLFGL 

LFLLSSHLFPLEAVRJEDAFYARP 

LPARLFYMIPVFFAFRMRFYVA 

W1AAECGCIAAGFGAYPVAAK 

ARAVGGGPTLQCPPPSSPEKAAS 

LEYDYET1RNIDCYSTDFCVRV 

RDGMRYWNMTVQWWLAQYI 

YKSAPARSYVLRTAWTMLLSA 

YWHGLHPGYYLSFLTIPLCLAA 

EGRLESALRGRLSPGGQKAWD 

WVHWFLKMRAYDYMCMGFV 

I i ci a r\Tl nvii/ a Pivrr'iiin at 

LLSLADTLRY W ASI Y FCIHFLAL 
A A LGLG L ALGGGS PSRRKA AS 
QPTSL A PEKLREE 


15605 


45973 


A 


15695 


134 


601 


RDGEQPLWAWGSPCSPVAPTL 
CILWAPSSGPGPSFRPSPAPATP 
WL WPG LSPISCDSEPSAS WACP 
LPCPSPKPDRWLLTLKLVSLAS 
EVQDLH LAQRKEM ASGFSKGP 
TLGLL/RRRALPDGDTQLQLLL 
RGNH DS VLG A KRRDKGGQTTI I 
FVQV 


15606 


45974 


B 


15696 


76 


504 




15607 


45975 


A 


15697 


11 


706 


H 1TRG RSCTR WTSS A M AKG APR 

VILLCLFGAALCLTGSRALQCY 

SFEHTYFGPFDLRAMKLPSISCP 

HERFEAILSLDTGYRAPVTLAR 

KGCWTGPPAGQDA1EPGRAAA 

RLLGWRGCTTDKCNAHLMTH 

DALPNLSQAPDPPTLSGAECYA 

C IG VHQDDC A 1 G RSRR VQCHQD 

OTArFOnNfSRMTVnK'ni pnw 
v<f * rvv^r v^vj in vjivjvi i v vj rvvj l CrVj w 

KGLGKGYGGRAAMRVVIPDRP 
NRETWPCSEVGGMTLV 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib!e nucleotide 
deletion, V=possit>le nucleotide insertion) 


15608 


45976 


A 


15698 


2 


1642 


DEG RA KG H HT WQQTREN ESQ A 

KGETPYKT1RFRETYYHKNSMG 

ETTPM1QLSPTGSLPQHVGIMG 

ATIQDKJ WVRTG LPG FPGTPG L 

PVSSGFPGSPGFPGLQGPPVSYG 

PTGIPGPIGPPGPPGLMVSSGPP 

GLPGPKVILGLNFQGPKGEKVS 

KGLQGPPGPPGQISEQKRPIDVE 

FQKGDQVSNGDRGPPGPPGIRG 

PPVSTGGEKGEKGEQGEPGKR 

VSEGKDGENGQPG1PVSSGDPG 

YPGEPGRDG/EKGKNVMGPPGP 

PGFPGERGQKGDEGPPGJSIPGP 

PGLDGQPGAPGLPGPPGPAGPH 

IPPSKLGDTCFNCIGTGISGPPGQ 

PGLPGLPGPPGKUGAPGAPGFP 

GSKGEPGDILTFPGMKGDKGEL 

GSPGAPGLPGLPGTPGQDGLPG 

LPGPKGEPVSCTFKGERGPPGN 

PGLPGLPGNIGPMGPPGFGPPGP 

VGEKGIQGVAGNPGQPG1PGKF 

nnpnnTiTriPnK'Pni pr.wpr.pn 

GDVGLPGM*GLPGQPGLPGIPG 
SKGEPGIPGIGLPGPPGPKGMLL 




^J7 / / 


A 


i joyy 




All 


ni fpi ppp. a Mr,i*r.r/Qr.p ip a n 

RWLPGRPKFTGESFIR*PPRVAK 

ESGQLIWFGCVPTQISS 


15610 


45978 


A 


15700 


179 


5262 


RSCGSRRRMKLRGVSLAAGLFL 

LALSLWGQPAEAAACYGCSPG 

SKCDCSGIKGEKGERGFPGLEG 

HPGLPGFPGPEGPPGPRGQKGD 

DGIPGPPGPKGIRGPPGLPGFPG 

TPGLPGMPGHDGAPGPQG1PGC 

NGTKGERGFPGSPGFPGLQGPP 

GPPGIPGMKGEPGS11MSSLPGP 

KGNPGYPGPPGIQGLPGPTGIPG 

pinppnppni Mnppnppfii pcipk 

r ivir r vj r r vj i_/ivi vj r r ur r vji^r vj r rv 

GNMGLNFQGPKGEKGEQGLQG 
PPGPPGQISEQ 


15611 


45979 


A 


15701 


155 


623 


FNYLPPGPSHN/DVGIMGATIQD 
KIWGPPGLPGFPGTPGLPGERG 
FPGSPGFPGLQGPPGLPGPTGIP 
GPIGPPGPPGLMGPPGPPGLPGP 

IV vl IN ivi vl L»rN r V^vlr Ivvl&lvviC'V^vi L^V^ 

GPPGPPGQ1SEQKRPIDVEFQKG 
nnv^NnnR nppnpppi i r hppv^ 


15612 


45980 


A 


15702 


581 


687 


KKGAGOVV/DDVOLAORLAOA 
NEIVLSWNCWMLCKQY 


15613 


45981 


A 


15703 


7 


123 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


15614 


45982 


A 


15704 


1 


374 


RFRKAQCT1VERLTNSMMMHG 
RNNGKKLMTVRJVKHAFEHHL 
LTGENPLQVLVNAI1N/DVSPLR 

p VXlLi a I\l/7 1 CTC, A P P A A PPXJIl*' 
t\ V INrtAI W LrLls 1 UAKcAArKJNllV 

TI AECLADELIN A A KGSSNS YAI 
KNKDELERVAKSNR 


15615 


45983 


A 


15705 


2 


892 


QAFLPITPDQLSNYKVFAKKTA 
LWQNDDVHSQHKGEYRNAAG 
EPKYRNSVTTHSEGKWQSEKG 
KDLGVGYWSMACYKLGHIAG 
NEQQKHICGG1AKKWKQPKCP 
PTGKWPAVVKPATESEGGGAK 
KEEKAHLPRVVEKELHESSRHI 
RHSIESVLLQAFTQKDYTAVKE 
KYAKYLPHSAERYAAKRFRKA 
QCP1VECLTYSMMTHGRNNRK 
KLMIMRJVKHAFEIIQLLTGDNP 

I CW/1 \/M A I rMC/IDD C HCTF TY1D A 

LV^VL ViNAlIlNourlvbUo 1 L, 1 OKA 

DTUDDHA VAVCDI C D \/Xir"\ A f \1/T> 

KJ V KJvyA V A V or Lb K V NKfA 1 Wr 
nnn a i pa a acpxiii^ti a 

yL 1 OALCXAArKJNlK. 1 IA 


1 J\J 1 o 




A 
r\ 


1 5706 

I J 1 Uu 


i 
i 


JjO 




15617 


45985 


A 


15707 


8 


437 




15618 


45986 


B 


15708 


255 


1058 




15619 


45987 


A 


15709 


609 


1489 


LPLSLPRAARPAVAPHLPPREPG 

PALPLPPPQPPRPPSLPGSAQGC 

NS* RTGTAAAGAGPFAPASMSL 

RVQTPCWPQRGAREPPGSCAS 

WLFCAVWQMVRAHSGCPLAPP 

PAAAAWVAAQLQP*DGHEGPG 

G*ET/S*VLRLRPTPTPPLPTWCC 

TVRPRRPVLPFCLIMRRRTAGPP 

CAPIAAAPTTPSSLRRGKVPTGR 

PPVL*G*AAVMLTMAVTITRTV 

TTSCNAAAVMPPKTGTAHRAP 

1 TPnTV*Pr>l PI VlfPTAOMPPQ 
L* 1 rU 1 V KJL/LLLVNr 1 A^JVlrro 

APPWTAPPRVAVAPVIVLPA1S 
NLGAFA 


15620 


45988 


A 


15710 


173 


530 


GRERGDKGGAVQTLQDLVNV 
HLGLTYPPRPCGHSPPSWASPQ 
APLQPPLRGEPGHGWGS/PSGL 
nnni^Qprsi hpahi ppaappav 

ApU| PPPPPP.PAI PI PPPOPPRPP 

qi Pf.QAnfirwQ 




Hjyoy 


A 

r\ 


1 S71 1 


i 


zz / 




15622 


45990 


A 


15712 


238 


498 




15623 


45991 


B 


15713 


1 


1017 




15624 


45992 


B 


15714 


590 


649 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codoo for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Ucikno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


15625 


45993 


A 


15715 


j 


843 


A V FLSTSNE A V Y Kl FDDSPCPFT 

AKTCNPETFPSSNESRQCPNAR 

CQFAFYGGESGYHRALLGLQ1F 

N A FM FF WLANF V LALGQVTL A 

GAFASYYWALRKPDDLPAFPLF 

SAFGRALRYHTGSLAFGALILAI 

VQ1IRVILEYLDQRLKAAENKPS 

Y\CLMTCLKCCFWCLEKFIKFL 

NRNAYIMIA1YGTNFCTSAR\NA 

CFLLMRNIIRVDVLDK1TDFLFL 

♦GKLLIVGIVGILAFFFFTHR1RI 

VQDTSPPLNYYWVPILTV1VGS 

YLIAHGFFQRY 


15626 


45994 


A 


15716 


I 


449 


FRGMGDERPHYYGKHGTPQKY 

DPTFKGPIYNRGCTDIICCVFLL 

LAIVGYVAVGIIAWTHGDPRKV 

IYPTDSRGEFCGQKGTKNENKP 

YLFYFNI VKCASPL VLAG1\QCP 

TPQICVEKCPDRYLTYLNARSS 

RDFEYYKQFCVPGV/PRTIKKA 

NGVLEAGNSPCAYLKITPSLGT 

DY/PWFLLEFQCPTPQICVEKCP 

DRYLTYLNARSSRDFEYYKQFC 

VPGVQEQ 


15627 


45995 


A 


15717 


627 


1665 


EQAGQALSTAPVGDGHELLCE 

VGSSSFRDVLGTSMGLCGGY/G 

GAS/GMGGITAVTVNQNVLSPL 

NLEVDPNMQGMHTQEKEQVK 

TLNKSASFVDKVLFLEQQNKM 

LETNWSLLQQQKPAQSNMDN 

MFESYINNLLGQLEILGQEKLK 

LEAELGNMQGLCMFFVKEDFK 

KKYEDEINKPTEMENEFVLIKK 

DVDDAYMNKVELEFRLEGLTD 

EfNFLRQL YEEEI PELQSQI LDTS 

VVLSMDNSRSLDMDSIIAEIKY 

EELQTLAGKHWDDRRLTKTK1S 

EMNRNISRLQAEIEGLPQRPEQ 

RASLESVIADAEQRGELAIKDA 

KTKLSELEAAQQRAKQDMAHG 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod, 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 

6 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15628 


45996 


A 


15718 


-i 
-> 


3908 


STQQKTA RSNM DNM FES Y INN 

LRRHVETLGQEKLKLEAELAGN 

MQGLVEDFKNKYEDEINKRTE 

MENEFVLIKKDWDEAYINKVE 

LESRLEGLTDEINFLRQLYEEEI 

RELQSWISDTSVVLSMDNSRSL 

DMNSV1AEVKAQYEEIANRSQA 

EAESMYQIKDEELQSLAGKHG 

DNLRCTKT*DLLR*TRNISRLQA 

E 1 H \J L, IS. VJ IvA r Lr C /Vr\ 1 A U A t V^v^ 

GELAIKDANAKL/SELEAALQR 
AKQDMAWQLRNLMN 


15629 


45997 


A 


15719 


1 


804 


MKPRTLVVSVTVLKDGVSRVC 

SFRCSDVSRISSFQWVRGLADF 

RNEATDPHGLLDDILTLRQDKG 

SFMICWLKGKAPPGDPAPPRITP 

TVRFSTMDLSAASHRIP\LSDGN 

SIP1IGLGTYSEPKSLWATNHVP 

EMVRPTLERTLRVLQLDYVDL 

YIIEVPM A FKPGDEI YPRDENG K 

WLYHKSNLCATW\EAM\EACK\ 

DAGLVKSLGVSNFNRRQLELIL 

NIsJ'OLtvnNj'VoNl^VcCHr Yr 1 

QPKLLKFCQQHDIVITAYSPLW 
TSTNP 


15630 


45998 


A 


15720 


476 


906 


WKQHSHHQTWYLLTSEACKD 
AGLVKSLGVSSFNSR\QLEL1QN 
NPGLKPKPVSNEVECHPYYTQP 
KLLKFRQQHD1VMIAYSPLGTT 

DTsJDTXX/TTVIlVyfCCl PCI VHAT 1 l/D 

ivIN r i W 1 INrvlodLroLIsJJALLIsJs 

CNKITAQVILRFNIQQGVVV1PK 

CFNPPKJK'PNI OA 
o r IN r H, is. i is. c IN L a 


1 jOj 1 


** jyyzt 


A 
A 


1 S77 1 
1 J /Z 1 


l JO 


717 
Zl / 


l\XlAr\^ V LUULoCU 1 VJVJfllNA^r A 

isvjn w 


i s/^7 

1 JOjZ 




D 


1 J /zz 


c 
o 


J / o 






HOUU 1 


A 
AY 


1 S77"? 

1 J / Zj 




10R7 
jVO / 




1 sT^zl 




A 
r\ 






77^7 
ZZJZ 




1 S'A'lS' 
1 jOJj 




A 
r\ 


1 ^77^ 




ZUoj 




1 Sttf, 
1 JOJO 




A 
r\ 


1 J /zo 




1517 

J J IZ 




1 jOj / 




A 
/\ 


1 ^777 
1 j / Z / 




17£fl 
1ZOU 




1 JO jo 




D 
D 


1 ^77R 
1 J/ zo 




714s" 
Z Inj 




1 DOOy 




A 
A 


1 ^770 
1 -> ;Z7 








J jOHU 


40UU0 


A 
A 






1 /H 1 




15641 


46009 


A 


15731 




1995 




I *>Ohz 


a An in 


R 


J J / JZ 




jhOh 






4601 1 




I S71^ 
i j / j j 


7 

Z 




ill w riL/rnnA\j i vj^k3J r v i_>r 

SWW*QNLSAFACL 


15644 


46012 


B 


15734 


90 


1247 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, V=possible nucleotide insertion) 


15645 


46013 


A 


15735 


I 


1698 


MELKAKAQELREECRSLRSRC 

NQLEESVSVMEDEMNEMKREG 

KFREKRJKRNEQSLQEIWDYVK 

RPNLRLTGVHESDGENGTKLEN 

TLQDIIQENFPNLARQANIQIQE1 

QRTPQRYSSRRATPRH11VRFTK 

VEMKEKMLRAAREKGWVTHK 

GKPIRLTVDLSAETLQARREWG 

PIFNILKEKNFQPRISYPAKLSFJ 

SEGEIKSFTDKQMLTDFVTTRP 

ALQELLKEALNMERKNRDTHR 

LKIKGWRKIYQANGKQKKAGV 

AILVSDKTDFKPTKILKDKEGH 

YIIVKGLIQQEELT1LNTYAPSTG 

APRF1KQVRSDLQRDLDSHTLI1 

GDFNTPLSTLDRSTRQKVNKDT 

QELNSALHQADLIDIYRTLHPK 

STEYTFFSAPH HT YSKIDH 1 VG S 

KALLSKCKRTE1ITNYLSDHSA1 

KLELR1 KKLTQNHSTTWTCLNNL 

LLND Y WVHNEMKAEI KMFFET 

NENKDTTYQNLWDTFKVVCTG 

KFIALNAHKRKQERSKIDTLTS 

QLKELEKQEQTHSKASRRQEIT 

KIRAELKE1ETQKTL/QKINESRS 

WFFERINK I DRPL 


15646 


46014 


A 


15736 


1043 


1536 


TSTELSTPNQQNIHFFQHHTTSI 

PKLTTYLEVKLSS*KKH*TWKG 

TTGTSCC/INH A KI VTHRL KI KG 

WRKIYQANGKQKKAGVANLV 

SDKTDFKPTKIKRDKEGHYIMV 

KGSIQQEELTTLNIYAPNTGAPR 

FIKQVLSDLQRDLDSHTLIMGD 

FNTPLLTLDRSTRQKVNKDTQE 

LNSALHQADL1DIYRTLHPKSTE 

YTFFSAPHHIYSKTDHILGSKAL 

LSKCKRTEIITNYLSDHSAIKLE 

LRIKNLTKNRSTTWKLNNLLLN 

DYWVHMEMKAEMKMFFETNE 

NKDTTYQNLWDTFKAMCRGK 

FIAVNAHKRKQERSKIDTLTSQ 

LKELEKQEQTHSKASRRQEITKI 


15647 


46015 


A 


15737 


1208 


1387 


KPWQKNYVTHAQASVADLIK 
WKKGYQ*LKfK*MK*SKKRSLE 
KKE* KETNKASKKYGT1 


15648 


46016 


A 


15738 


308 


487 


1CPWHKNYIMHAQASVANLINW 
K KG YQ* LKIK* VK* SEKRSLEK 
K E* KEMN KASKK YGTM 


15649 


46017 


A 


15739 


220 


1101 




15650 


46018 - 


A 


15740 


1 


1534 




15651 


46019 


B 


15741 


365 


3904 
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SKO ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


15652 


46020 


A 


15742 


79 


506 


EPSQRHSQDLQGWSQEHQVCL 
HRVGWGHCATCILPAATASHE 
GPEAW/TARLLVPQTAVG1CSA 
FSGLPTSTHEPTGMHFLPSEAHE 

EHVAGDNRERRQ 


15653 


46021 


A 


15743 


2 


71 


ELKF**FPILSPSRKTSPLRQGS 


15654 


46022 


A 


15744 


1 


627 


MKAEIKMFFETNENKDTTYQN 

LWNTFICAVRRGKF1ALNAHKR 

KQERSKIDTLTSQLKELEKQEQ 

THSQASRRLNQEEVESLNRPIT 

GSE1 EA1INSLPTKKRPGPDGFTA 

EFYQRYKEELPK/YLLKQLQQS 

LRJPNQCAKITSIPKHQ*QTNRE 

PMHP*xPiurMr , Pi^ rvM v i dd xt dtv 

KGREGPLQGELRTl AQRNKRG H 
KQMEEHSMLM 


15655 


46023 


A 


15746 


I 


3828 


MQLPVQTIAADGYVIKLQKRTT 

EDGHQSPERHQFPHLSSYSEQE 

TTRVPFAKAVASGFPGDTTLVF 

CASPQPSPQVHLPTQAVADIFSE 

FHEHYARISTAPSVTLSKANMM 

GSEFPTARLSNSKYPETLEVGES 

AQPVPMYTWKTVAQDRKDGV 

SPPLLEKQSITKSISNKPVELSSK 

VVEVDASKADHMKKMASMGL 

RNGCAIYRSEFISTDPSSWVVPR 
PRTNEENNGES 



onno 



WO 01/075067 PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


15656 


46024 


A 


15747 


1 


1639 


NCLSDHSAIKLELRJKXLTQNCS 

TTWKLhfNLLLNDYW\/HNEMK 

AEIKIFFETNENKDTTYQNLWD 

TFKAVCRGKFTALNAHKRKQE 

RSKIDTLTSQLKELEKQEQTHS 

KASRRQEITKIRAELKEIETQKT 

LQN1NESRSLFFEKINKIDRPLA 

RLIKKKREKDQIEAIKNDKGDIT 

TDPTE1QTTIREY\YKH\LYANKL 

EY\LEEM\DKF\LDTYTLPRLT\Q 

EE VESLN RPTTGS EI EA1INSLPT 

KK\SPGPDGFTAEFYQRYKEEL 

VPFLLKLFQS1EKEGILPNSFYE 

ASIILIPKPGRDTTKKENFRPISL 

MNIDAKILNK1LANRJQQHIKKL 

1HHDQVGFIPGMQGWFNIRKSI 

NVIQHINRAKDKNHMIIS1DAG 

KAFDKIQQSFMLKALNKLDIDG 

TAIRQEKE1KGIQLGKEEVKLSL 

FADDMIVYLENPIVSAQNLLKL1 

SNFSKVSGYKINVQKSQAFLYT 

NNROTFSOIMSFI PFTIASKRfK 

YI GIOI TRDVKDT FKFNYKPI 1 

KE1KEDINKWKNIPCSWVGRINI 


15657 


46025 


B 


15748 


1 


1563 




15658 


46026 


A 


15749 


I 


4332 





onno 
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SEQ I» 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


15659 


46027 


A 


15750 


1 


2319 


MRJDGAQELTLALPFASGVACR 

DVKPGPRRRPLRYRCFQKPSNR 

LGSASLGAGFWAGRRDAKSGH 

DDDPSGALFSVTMDRDLEQAL 

DRAENIIEIAQQRPPRRRYSPRA 

GKTLQEKLYDIYVEECGKEPED 

PQELRSN VNLLEKJL V RRESLPC 

LLVNLYPGNQGYSVMLQREDG 

SFAET1RLPYEERALLDYLDAEE 

LPPALGDVLDKASVNIFHSGCV 

IVEVRDYRQSSNMQPPGYQSRH 

ILLRPTMQTLAPEVKTMTRDGE 

KWSQEDKFPLESQLI LATAEPL 

CLDPSVAVACTANRLLYNKQK 

MMTDPMEQCLQRYSWPSVKPQ 

QEQSDCPPPPELRVSTSGQKEE 

RK VGQPCEUN ITKAGSC VDT W 

KGRPCDLAVPSEVDVEKLAKG 

YQSVTAADPQLPVWPAQEVED 

PFRH A WE AGCQ A WDTKPNI MQ 

SFNDPLLCGKIRPRKKARQKSQ 

KSPWQPFPDDHSAWLRPGSETD 

AGRAVSQAQESVQSKVKGPGK 

MSHSSSGPASVSQLSSWKTPEQ 

PDPVWVQSSVSGKGEJCHPPPRT 

QLPSSSGKISSGNSFPPQQAGSP 

LKRPFPAAAPAVAAAAPAPAPA 

PAAAPALAAAAVAAAAGGAAP 

SHSQKPSVPLIKASRRRPAAGRP 

i rvi v ix ir\r t\ j v ivivjo 1 vj Ltf i vj n. 

QRGGPSPGSPGISGSGLQSSGGP 
LPDARPGSSAGCPA PLCLG\QQP 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in tSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possible nucleotide 
deletion, V= possible nucleotide insertion) 


15660 


46028 


A 


15751 


409 


1874 


YDSYIVVIDDADITRGDDAVPR 

DHHSSTSMVVFRHIRLDVIVVD 

G DDQHRRM VGRRCRS A WFRR 

GSLDVDQVIGDTAAGRLNVMG 

D1TRDARRDKVKNERYGVAPS 

VAFGLGTANRLYLNYLHVTQH 

NTPDGGIPTIGLPGYSAPSAGTA 

ALNHSGKVDTHNFYGTDSDYD 

DSTTDTATMRFEHDINDNTTIR 

NTTRWSR/SAVTWSRTANTKDV 

SNKILTNQTNLTSTFYTGSIGHD 

VSTGVEFTRETQTNYGVNPVTL 

PAVNIYHPDSSIHPGGLTRNGA 

NANGQTDTFAIYAFDTLQITRD 

FELNGGIRLDNYHTEYDSATAC 

GGSGRGAITCPTGVAKGSPVTT 

VDTAKSGNLMNWKAGALYHL 

TENGNVYINYAVSQQPPGGNN 

FALAQSGSGNSANRTDFNPQK 

ANTSEIGTKWQVRGSSRVNVM 

l-l PTOTPHHrVR FR PA R^APHPr 
nc V IN J i nyv V iVT i\rAI\0/\rULL 

QSPCHRSGKHMQYGLSKCQPG 
QYNSVKSG ERVNG VTFQ 


15661 


46029 


A 


15752 


421 


441 


P'ARMPSPLGPPCLPVMDPETT 
LEEPETARLRFRGFCYQEVAGP 
REALARLRELCCQWLQPEAHS 

KFOM1 PMI VI FOFI fiTI PTFIH 

AWVRGQRPGSPEEAAALIEGLQ 
HDPGQLLG 


15662 


46030 


A 


15753 


1 


346 


PAFGGSAPSERLELHVDGPPPRP 

QAPGD/CGVGRSWRAEM/HDR 

ALRGTN PRRHLRSCC ARARRRP 

*RRSAPPGPRAN\PS*SSWGPSTP 

GNYRCRYRSWVPHTFKSELND 

PVELLVA 



WO 01/075067 PCT/US01/D8631 

f * 



SEQ ID 
NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15663 


46031 


A 


15754 


1 


2091 


MKPGLRRRRGRGLGCGLGPQL 

RATWSGAVLAGRDAVLRCEGP 

1PDVTFELLREGETKAVKTVRT 

PGAGAKLEL1FVGPQHAGNYRC 

RYRSLVAHTFESELSDPVELLV 

AVAATLNIHLRLVHMLHIPAAG 

EGSFREGTHFLKPSPVKMPLVF 

RVGRRRVLNQGPQGVPIPIPRSC 

EHLNWQKGLCGVTKCAAPLLR 

GPPCPAVLRKEIPFVSLKPGLMS 

SKASEAEPLGPRLGSHQSTAAA 

LGPRYNGSADAIRPHTAWAVIQ 

TT1SRFTWSLTQVNVPSRTVSLA 

VRRDRYMTSRTTTNPEEGCRG 

TFWARRMGCSPSACAVAEAAL 

EACLADVRYPVVALSCGRLQK 

RRDFRETNAAMSNKEKSLASA 

RFFVEVQVTLGALCTVQATGQ 

SMLVFSTTQMSSYSEKFLTSKH 

ASLSPRLQLADRWRDQGMKW 

QSPQWGELRPAASHTAEQEPGL 

AASKAFRDLQNLSNSAFLSLTS 

LSAGHQCISAIWMMSKKEITP 

QGQLAAASFGELQPVALKCPW 

LKSQHVESWURPEAHSKEQML 

EMLVLEQFLGTLPPEIQAWVRG 

QRPGSPEEAAALVEGLQHDPG 

QLLGWITAHVLKQEVLPAAQK 

TEEPLGSPHPSGTVESPGEGPQD 

1 KJt-Oo V^LoOov JvfccrfN VUU^ 

PASTSFHPPRIQVSSPKWEV 


15664 


46032 


A 


15755 


1 


208 




15665 


46033 


A 


15756 


3 


373 


EVAQMPRVSTPATLPSLPQPAL 
MAPWTVPYDQLMEEEKARAR 
YAGTIQKWTAAALQPLSRTSLK 

nQfiPPtTQIc' WOP QVnTTrkPl CPA 

WALQHG L ALTNTDL A 


15666 


46034 


A 


15757 


3 


266 




15667 


46035 


A 


15758 


3 


587 


YPASAGLMLQNFGVIGLRYHF 
AIHSPAAGGLLDGLHAVAAIQG 
ITKIETTPNHQRA PAH WTLLTQ 
QAHLQPSPLHFNLPLTLCLMHC 
PTA I PHCFADART WVN LPTSSLI 
GHKKENLKEFISGSLI VH E1LEE 

VLrV^Ac-OL'rl^rr 1 KV 1 Vn WUNu 
NDOTFRO! T rVTT^Fl Tl IPO DP 
KH H YGPP VKVG\A YG AQLL 


15668 


46036 - 


A 


15759 


I 


1566 





OHIO 



WO 01/075067 PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location of tasl 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


15669 


46037 


A 


15760 


1 


981 


MVA1AKVL1AYKEDSDSHNQPN 

TRMTVSKGPVSAVEGGRRGQD 

SDDCVEENDAVRTWPPSRILRT 

ESHPSPHTCSWRRHLLSSCPYT 

GMSFPIPSSGNISSTHAV1SFPPL 

SEEMNPMLPKATVMTSLEAAA 

RQNLKSRQAPRCEVESVTHEEV 

YYTRKELFEFSNLYRKKSGEQI 

REWILRKTDGSWRITVDYRKL 

NQMVTPIAAAVPDV/VVSLLEQ 

INTSPGTWXLCHNLIWRDLDCFL 

LPQNITLVHYTDDIMQIGSSEQE 

DRGRED*SLVHKWFCTICRHHP 
KVDSCSTTAPF*DIPEGQQL 


15670 


46038 


A 


15761 


349 


718 


AGPEGTTTAECP/I/CQQQRPILS 
LRYGTISWG/DQSATWWQVDY 
I RTLLS WKWQS AS A KTTIHG LT 

EVWQWYCFSHSQDSRVQESRG 
GIGSCTTHHHPCSFPN 


15671 


46039 


A 


15762 


143 


469 


ARIQ/GSRNQGVEVEVAPLTVT 
PSDPLANVLLPVPATLPSAGLE1 

L» V r JtLCOivLrrvJL/ 1 1 IVIIVIfJUN W IN 

i pi PHr;i-iFr;i t i pi wnnA^Kr; 

Li ivl< r n \j n r \j l. l* l» r l# in ivixvj 
VAVLGGVIALDCQDEISLLLYK 


15672 


46040 


A 


15763 


1 


2712 




15673 


46041 


A 


15764 


3 


578 


LKSRQAPRCEVESVTHEEVYYT 

RKELFEFSNLYRKKSGEQIREWI 

LRKTDGSWR1TVDYRKLNQMV 

TP1AAAVPDV/VVSLLEQINTSP 

GTWVLCHNLIWRDLDCFLLPQN 

ITLVHYTDDIMQIGSSEQEVAN 

RED*SLVHKWFCTICRHHPKVD 
SCSTTAPF*D1PEGQQL 


15674 


46042 


A 


15765 


1 


461 


MTVDYRKFNQVVTPMAA/AVP 
DAVSLLEQINTFPGTWYAAIDL 
ANAFFSIPVHEAHQKQFAF\LPQ 
GYINFPALCHNLIRRELDFFLLL 

MTI HI f IHKR^KFAFHTA A9P IR 

VSCLPEOKSHEOTLPWEOVP 


15675 


46043 


A 


15766 


1 


1371 




15676 


46044 


B 


15767 


54 


864 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


15677 


46045 


A 


15768 


2 


1148 


PRGRNRRRKTFQERRMTLNESP 

EKIGKWIECYGHPPASKLVE1YI 

HTVFVEDKLSIC1RSFNKKADGS 

WRMTVDYCKLNQVVTAIAAAI 

PVEWFHCLSKLIHLLIPGMQPLT 

WQ/HALFSIPVHKGY1NSLALC/ 

Q*CYLERT*LLFTSTRYHTGPLH 

**HYADWIQCARSRKQTGLTG 

K.GQRFVLTERDTYYYGFTYPAH 

NASAKTTIHGCTECLTHPHVIPH 

SIASEQDTHFTAKEVWQWAHG 

NGIHWSYHVPHHPEIARLIEWW 

NG LLKSQ VQCHLGDNTLQG W 

GKVLQKAVYALNQYPIYGTVS 

PIARIHGSRNQGVEVEVAPLTIT 

DCHD1 AVPI CDX/DI^TI A API r? 

roUrLAK.CLrrvrJs. 1 LCAACLb 
VLLPGGGMLPPGDTTTfPLNRK 
LRFPLEHFGLL 


15678 


46046 


A 


15769 


917 


2352 


DTISHQLEWRSLKSQETTGIAE1 

SATIKDLKGAGVVIPTTSLFNSS 

VWPVQKTDKSWRMTVDYCKL 

NQVLTPNAAAVPDVVPLLEQIM 

TSPGTWYAA1DLANAIFSIPVHK 

AQQKQFAFSWQGQQYTFTVLP 

QGY1SSLALCHNLIRRDLDGFLL 

LQNITLLVHYVDDIMLIGSSEQE 

VANALDLLVRHLCVRGWEISPT 

KIQGPSTLVKFLGVQWCGACR 

DILSKVKDKLLHLAPPTTKKEA 

QRLVGLFGFWRQH1PHLGGLLQ 

PLYLVIQKAAIFEWNPEPEKVL 

QKVQAAVQAALPLGPYDPTDPl 

MLEVLVADRDAVWSLWQALI 

GESQQRPVGFWSMALPSSADN 

YSPFERQLFACSWALVETECLT 

MGHQVTMQPELP1MNWMLSDP 

SSHKVVQAQQHXQEVAQMPRV 

CTDATI DC I DADAT KA A OU/T\/DV 

o 1 rA 1 LroLryrALIvlArW 1 VrY 
UyLIVibbbKAKAKY AO 1 iyK>W 1 

A A At /"*T>I CDXCI I/HCP cr.TCV\i/ 

AAALyrL/oK 1 oLIvUMjbO 1 oivw 


15679 


46047 


A 


15770 


1 


861 




1 ^Aftft 




A 

A 


I D / / 1 


c 
J 






1 ^Att t 
i J 05 1 




A 

A 




1 
1 




x A\/r\c A CIT\/ 1/^/^1 ACC A a v * A \a 

HWAGFSYLTKKSLNAN 


15682 


46050 


c 


15773 


1 


726 




1 

1 JOOJ 


^OUj 1 


A 


i ^n*7A 

iJf/H 


1(LA 




AKGAAKbMKH 1 £>ODbI 

r\*\/DI TPID ACDrr\/TI/C APDD 

L) T VKLl(jlKAS>KbbV 1 KbAOrK 


15684 


46052 


B 


15775 


1 


1056 




15685 


46053 - 


A 


15776 


1 


282 
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SEQID 
NO: 


SEQII>NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codoo for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


15686 


46054 


A 


15777 


167 


954 


KRVTSKLKSPRRGSPHCSRNPV 

LLRGIGRYSRSAMYSRKAMYKA 

RKYSAAKSKVEKKKXEKVLAT 

VTKPVGGDKNGGTRVVKLRX 

MPR Y Y PTED VPR KLLSHG K KAP 

FSQHVRKLRASITPGT1L11LTGR 

HRGKRVVFLKQLASGLLLVTG 

PLVLNRWPLRRTHQKFVIVATFT 

KIDISNWKIPKHLTDAYFKKKK 

1 RKPRHfYFnFIFnTFKFKYFITF 
QRKIDQKAVDSQILPKIKAIPQL 
QGYLRSVFALTNGIYPHKLVF 


15687 


46055 


A 


15778 


1054 


1403 


MVEGGILRVNTSVECKTGPFFF 
SPH 1 L WREPFCS VQ VG KKKKEK 
VL AT VTKPVGGDKNGGTRV V K 
1 RKMPRYYPTFDVPRKI 1 SHfi 
KKPF^OHVRKI RP^ITPHVTIT III 
TGXRHRG 


15688 


46056 


A 


15779 


1 


388 




15689 


46057 


A 


15780 


1 


456 


MKLPEEGSLSDICCSAIFAVLQP 
LLVIPRETGSGVDLQQTPTDLQ 
LRQTESQ1 MSELPFTV ASKRI K Y 
LG IQLTKD VKDLFKEI YKPL LS E 

I fx ELL/ 1 INIx W I\i5ir W l_»vJrvJiN 1 V Ix 

MAU PKVTYIF1MA TFHKI PMTF1 

EKTK\FIWNRICRACI 


15690 


46058 


A 


15781 


1 


504 




15691 


46059 


A 


15782 


I 


1836 





WO 01/075067 



PCT/US01/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


15692 


46060 


A 


15783 


285 


1949 


RGENfNSRGRNNLSllNKTDFPFl 

ALNAHKRJCHERSKIDTLTSQLK 

ELEKQEQTNSKASRSHE1TKIRA 

ELKEIETHNKPFKKISESR\SWFF 

IFYRER1NKIDRPLARLIKKKRE 

KMQ1DTIKNDKGDITTDPTEIQT 

TIREYYKHLYANKLENLEEMD 

KFLDTYTLPRLNQEEVESLNRP1 

TGSEIEAIINSLPTKRSPGPDGFT 

AEFYQRLKQCRKAHLDPVSLT 

HRSGPGAREDRLSDSGDASRGC 

WNLSQH A A VTSPESEERRI RTL 

SCRSVG VCRRSTPDPVCLG 1SSG 

G CRTVN 1 G EQQM LLPDRSSG SF 

VSEGYRPCEVSAPTGGCPPVRC 

LMINTVSLIGVKFTEVFDSINISE 

HLELACLQDHNSLLAREQNWT 

EDEFDELTEVGFRRWVITNSSE 

LKEEVQTHCKEVKNLETRLDE 

WLTRITN AEKSLKDLM ELKTM 

AGELRDACTRFSSRFNQLEERV 

TEI EDQMNEM KQEEKF REKRIK 

KJNC^oLyLlWUY V JVIvriNLM WL 
GVPESDRFNdTKLENTI ODITOF 
NFPNLARQTNIQ1QEMQRMP 


15693 


46061 


B 


15784 


596 


1414 





WO 01/075067 PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/546\2l7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15694 


46062 


A 


15785 


610 


2986 


QTERNSININRNGHQHQNPICRS 

PSSKTKGSIKPQRSGRNQSRKA 

ENSKDQRTSSPTKDCSSSPATE 

QRWMENDFDELTEV/VLQKPG 

RDTTVKQKEKFRPISLMNIDVKI 

LNKILANRJQQHIKKL1HHDQV 

GF1SGMQGWFN1CKSINVIHHIN 

RTNDKNHMIISIDAEKAFDKIQ 

QPFMLKTLKXLGIDGTYLKIIRA 

IYDKSTASIILNGQKJLEAFPLKD 

RTRQGCPLSPLLFNIALEVLARA 

JRQEKD1KCIQLGKEKVRLSLFA 

EDM I V Y LENP1 VS APNLFKLI SN 

FSKVSGYKINVQKSQVFLYINN 

RQRESQIMNEFPFTIARRRIKYL 

GIQLTRDVKDLFKENYKPLLKE 

IKEDTNKWKNMPCSWIGRJNIM 

KM A I L AK V I Y RFN A 1 PI KLPMTF 

FTELEK\TTLKCI*NQKRAHIAK 

PILSQKNKAGG1TLPDFKLHYK 

AAVTKTAWYWYQNRDIDQRN 

RTEPTEIMLHIYNHLIFDKPDKN 

KKWGNDSLFNKWCWENWLAI 

CRKLKRDPFLTPYTKINSRWI E 

DLN 1 RPETI KTLEEN LGNTIQD I A 

MGKDFMSKTPKAMATKAKIDK 

WDLIKLKNFCTAKETTIRVNRQ 

PTEWEKIFAIYSSDKG1ISRIYNE 

LKQIYKKK\NNPIKKWAKDINR 

HFSKEDIQAASKHVKKHSTSRIF 

MQI KTTLG YH LTP VRM ATIKKS 

KNNRCWCGCGEKGTLIHCW/M 


15695 


46063 


A 


15786 


1 


906 


MVNQKRYHIPGGTAEISGTIKK 

LKNAGVVIPTTSPLNSPIWPVQ 

KTDGSWRMTMDYHKLNQVVT 

PIAVAVPYVVALLEQINTFSCT 

WYAAIDLANTFFSFSVHKA/HK 

K* FA FSRQGQQYTFTVHP\YDN 

YSPFERQLLACYWASVETEHLT 

MGYQVTIQLELPIMNWVLSDPS 

SHKLGHAKQHSIIKWKWYIRD 

RARAG PEGTA Rl HRSRNQG VE V 

EVAPLTITPSDPLARFLLPVPTIL 

HSAGLEVLVPEGGTLPLGDTTT 

IPFNWKLRLPPGHFRLLLPLNQ 

QAKKGVTVFAGVIEAIKMK 



WO 01/075067 PCT/US01/08631 



SEO »> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in DSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


15696 


46064 


A 


15787 


1 


909 


MVLEVSVSDRDAVWRLWRAPI 

GESQQRSLGFWSKVLPYSADN 

YFPFERQLLACYWALLETDRLT 

VGHQVTLQPELPIMNWVLSDPS 

SRKVGHVHQHS11KWKWYIRD 

QTRAGPEGTTTPVITQ/WDAHE 

QSGLSGRDGXKGQRFVLTGVDT 

YSGYWFAYPAHNASAKTSIYG 

FTECLIHCHG 1 PHSI ASDQGTLFT 

AKEVWQWAHAHG1HWSYH1P 

HHPIAAGLIEWWNGLLKSQLQ 

pni /""irvxiTi rinu/nvhi rws a\a\j 
KsV^LAjiJVi 1 Ll^Vj WOl^L/LV^IvAfvI Y 

SLNQRLIYSTVSPISRIHGSRNQ 
RVEVEVAPLTITLSDPLAKFFFL 


15697 


46065 


A 


15788 


1 


754 


MQNNVDSFQEPPPTPLFSSRPIA 

RLKSKQAPRGEAESVTHEELESI 

RLRAKTSDKISSLTFRRGWGKV 

LQKAMYALNQHP1YGTVFPIPRJ 

DGSRNQGVEVKVAPLTITLSDP 

LAKFLLPVLSALHSAGLEVLVP 

EGGILPPGAGDMRMIQLNWKL 

SLPPGYFGLLLPLSQQTKKGVT 

DLGGVIDLDYQDEISLLFHIVKV 

\ip \y i r\/~\ r>x inno ttc /~* r>rvr»o/* > iv n 
NUKlAJvPNriJKl IbOrUrbOM 

KVWVTPPGK/EPQPAEGLAEGK 

GNTEWVVEE 


15698 


46066 


A 


15789 


686 


1506 


VETVHLMLQIGEFKKTDVS/WK 

TVDYHKLNQVVTPTAAAVPDV 

VSLLEQINTYPGTWYAVIDLEN 

AFFSVPVHNAHQKGFAFSWQG 

QQYTFTVLPQGYINSPTLCHNLI 

RRDPGHFSYPQDITLVHYIDDI 

MLIGSSEKEVANTLDLLPIYQV 

TLKAANYEWGPEQEKAVQQV 

QAAVQAALPLGQHNPADPTVL 

EVSVADRDA1WNLWQAPIARIH 
nQX}T\3r%n\fV\/v\f a di titdcpidi 

UolvINV^UVcVDvArLl 1 IrolJrL 

AKFLPPVPATFCSAGLEVLVPE 

nflAAl DDfiPICTIDI V 

uulvlLrrUtlLJ irLrK 


15699 


46067 


A 


15790 


422 


537 


VNOFGVlFCAA[IN*YFn KCKF 
KTQTDYFPSPLNTSQ 


15700 


46068 


B 


15791 


1 


519 





WO 01/075067 PCT/US01/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
bod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence ~ 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


15701 


46069 


A 


15792 


53 


753 


SLGTGTLRVLLGTAEAQMLQFS 

HLYADYGGKPALEDINLTLESG 

ELLVVLG/PSGCGKTTLLNLIAG 

FVPYQHGSIQLAGKRIEGPGAE 

RGWFQNEGLLPWRNVQDTVA 

FGLQLAGIKKMQRLKFAHQML 

KKVGLEGADKRYIWQLSGGQR 

QR VG1 A RALA AN PQLLLLDEPF 

GAI DAFTRDOMOTI 1 1 Nl WOF 

TGKQVLLITHDIEEAVFMATEL 

VLLSS APXGRVLERLPH 1 


15702 


46070 


A 


15793 


2348 


2760 


LWLVC1NCFIPAFLLMLRWLPR 
LKPLSQLSVPTYRLPSVPFLKPT 
GMESPEAISRVSGKGIL*RDSDA 

YSV^I SYHYPHRHP^^flVDHR*; 
i o v ol>o i ii i r ni\nr 0011 v i/n i\o 

SIDP*P1VDHSSSIAKRSGTFPLG 
YWEVFVQLTFGQQRQASGILQ 


15703 


46071 


A 


15794 


2 


415 


HPGLETTDLLSPLPAALEPQGQ 
GRPSIQGAPRGSFTRIEAGTPHV 
PAPCPAAQRNQGWGLVGAWL 
GFM AP*EQSVASS WK* PLMKS 
OY^RFVKHI PI VPMOnCiRPVM 

TQSMWGWLVWFPALFLVQIGH 
LVMSSGHS 


15704 


46072 


A 


15795 


428 


885 


GISMKLSRJSAI/NWNKISDDKD 
LEVWNR/LTSNFWLPEKVPLSN 
D1GAWQTLTVVEQQLTMRVFT 
GLTLVDTLQNVIGAPSLMPDAL 
TPHEEAGLSNISFMEAGHARSY 
SSIFSTLCOTKDVDAAYAWSFF 
NAPLORKAOIIOOHYRGDDPLK 
K 


15705 


46073 


A 


15796 


1 


1125 




15706 


46074 


A 


15797 


57 


303 


SHKHYADALLYPAPDVCTAC* 
LLRGNRRDOSKSVTAKRHI TAA 
HFRPVRMVRHGNH/SRLRPD^F 
R* PVSPDR* PPLRA AH FR 


15707 


46075 


A 


15798 


3 


430 




15708 


46076 


B 


15799 


1 


1338 




15709 


46077 


A 


15800 


380 


1043 


WTRWRAS AADN L AHGRWG EQ 

KLVVTTGASGAPDRQAARCGC 

IWRKISWYRSKGSKHPLTPKEV 

EKTGWGLKIRGMGKQQIA\ERV 

KEAARILELDGLLKRRPRELSG 

GQRQRVAMARAIVRDPAVFLF 

DEPLSNLDAKLRVQMRLELQQ 

LHRRDQVEAMTLAQRVMVMN 

GGVAEQIGTPVEVDGDDTLE1L 

GADNLAHDAGRAEAGGDWR1 

RSARRSSTCAH 



OHIO 



WO 01/075067 PCT/US01/08631 



SEQII) 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X~Vn known, 
*=Stop codon, /= possible nucleotide 
deletion, V=possible nucleotide insertion) 


15710 


46078 


A 


15801 


1 


900 


MAAIAFLITWFLSHDKKRJRJLK 

RLSGGGNMADEFPGGAVVFTV 

LNLTHWLEDWGLPVHWRSSC 

MPSGLEYLIVL1FKGVIVAVHLL 

IVDALNLIRRIHAV/QGSPCVET 

CQHALDQL1MHSQPTHAVAVF 

DDENRSSGWRHQGLPDYKAGR 

PPMPEELHDEMPALRAAFE\QR 

G VPC WSTSGN E ADDL A ATLA V 

KVTQAGHQAT1VSTDKGYCQL 

LSPTLRIRDYFQKRWLDAPFID 

VPFr.unDnni Dnvu/rF Anccc 
JvcxU Vl^rV^v^Lr U T WuLAulooo 

V \IViC \1 \ CWn DI/ C A TVM T 1 /T?I?/~\C , 

K VrU VALilOrRoA 1 vLbvbryo 
LLMj 1 Y b N L.\L>\A V AbK. W KH KL 


15711 


46079 


A 


15802 


1 


1350 




15712 


46080 


A 


15803 


1618 


2082 




15713 


46081 


A 


15804 


1 


803 


MINLIGSDVNYDWLKLPLVHL 

HWYDKEVRPGRKVGHLNLTDS 

DTSRLTATLEALIPLLPPEYASG 

VIWAQSLIRCVKHRIRHCAPIAG 

CGTGCRPDKTRQASHQAQMSN 

AYDYSEIQGIGKQKAANRVAEP 

RTYHSFASITDRRADLLKPGNH 

AQDGRLTAARRADKHDELFIG 

NFQKADNRGQVSDSVEGNSNC 

APVKPAPIPTERJPLALMASMPA 

CASSMPIHACGGTPSPAQAARK 

ISGSGFEFLSWEASAQKVKNSR 

SSSAAKIVGAFRETEASPTEICC 

ARRSASKERMPG*ARADPHRA 

RRHAQPCTGGEKDFRVRFRVF 
KLG SIRAEG EKL AQLQRR 



onon 



WO 01/075067 PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=pussible nucleotide 
deletion, \=possible nucleotide insertion) 


15714 


46082 


A 


15805 


1 


1655 


MRG KN WI DMDQ A RQQSTPHT 

DRK1CHKNDRPRTTPLRK1DAH 

PHTLIILPAESTLSTTKYKLRaL 

LVENTNKDKSAVSVVFRGSVL 

HQQAANFPNLMLCFQLKNGVN 

ACNDF1MLFVDDNAAGSIERAA 

SPCINEKQHAFSESVPAIAAVRG 

LGSMIAVEFNDPQTGEPSAAIA 

QKIQQRALAQGLLLLTCGAYG 

NACKRRJDYVCRJKHSRRJRQV 

VLLNFAKSGAFSTTRGTDDKLT 

PVIQPRASGEYNEEFSLLPVVN 

YLKDKLSNPVRLVKDYLDGVD 

VAEGELVVLENVRFNKGEKKJD 

DETLSKKYAALCDVFVMDAFG 

TAHLRAGFLLTGI\GKLRCSLRC 

AGPLLAAELDALGKALKEPARP 

MVA1VGGSKVSTKLTVLDSLSK 

IADQLIVGGGIANTFIAAQGHD 

VGKSLYEADLVDEAKRLLTTC 

NIPVPSDVRVATEFSETAPANL 

KSVNDVKADEQILDIVRDLDAA 

IN V V UNA. Vro i V I IN V WO WArC 

w i ivi v v ivii_,r vj wrwLvrur i r\r\. 

rvrvLvvJ INCr rc.ro I no Wlr 1 VI IVI r rV L 


15715 


46083 


A 


15806 


1 


1359 




15716 


46084 


A 


15807 


670 


1008 




15717 


46085 


A 


15808 


455 


1137 


GTKPRDI DH ILGTFITPGMPKGG 
KLDVYAAPELPLKLLGRPTEGE 
YNEEF/SLLPVVNYLKDKLSNP 
V/RLDGVDVAEGEL/VVLENVR 
FNKGEKKDDE/HRAQASTHGIG 
K/FADVACAGPLLA/AVLDSLSK 
/I ADQLI VGGG I ANTFI/AAQGHD 
VG KSLY E ADL V/DEAKRLLTTC 

NIPVP^D/VR VATFF^PTAPATI 

KSVRHSDKISYISTGGGAFLEL 
WKVKYLPAVAMLEERG 


15718 


46086 


A 


15809 


465 


888 


RGLVALSSERRCRLRRRNHPES 
GTRSPDPAGAASLSRRFFYAPP 
GTPETGCGYSSRSRSQRKR/LST 
WRCNS*ETPKSPPKACCRPARIP 

APR ^^VWIf A^APfJPA AVMIC If 

RCRKASITPISKITCAIHRMRRW 
TCTKRAAF 


15719 


46087 


A 


15810 


417 


707 


IQIHERSWRYLHWWSSVRRRA 
A*YGAPL*RDGIQRGTRRISQV 

vn*QQVRni RRnA<iAc:n^APRV 

T JO V rvv^Lr\Jxl^/A3/\oVJ»3/Ar IV V 

CREYAAACYLRHEHWSCDAVS 
PTPRMLKSFV 


15720 


46088 


B 


15811 


1 


4350 





WO 01/075067 PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
bod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


15721 


46089 


B 


15812 


1 


2862 




15722 


46090 


A 


15813 


1 


1471 


MLHSRGFLAEVFGILARH1M1SV 

DLITTSEVSVALTLDTTGSTSTG 

DTLLTQSLLMELSALCRVEVEE 

GLALVALIGNDLSKACGVGKE 

VFGVLEPFNIRM1CYGASSHNL 

CFLVPGEDAEQDGTGTSGIGAQ 

KKKM Y ANNG A I DRKLLFEATF 

VTIEKCCDTNQKGDDTHALGQ 

PIRGHDKSLAGSFCYACRSEEG 

LSQYRAYDSRGQL1AVKDTQG 

HETRYEYNIAGDLTAVIAPDGS 

RNGTQYDAWGKAVRTTQGG\L 

TRSMEYD\AAGRVIRLTSENGS 

HTTFRYDVLDRLIQETGFDGRT 

QRYHHDLTGKL1RSEDEGLVTH 

WHYDEADRLTHRTVKGETAER 

WQ YDERG WLTDISH 1 SEGHR V 

AVHYRYDEKGRLTGERQTVHH 

PQTEALLWQHETRHAYNAQGL 

ANRCIPDSLPAVEWLTYGSGYL 

AGMK.LGDTPLVEYTRDRLHRE 

TLRSFG RYELTTA YTPAGQLQS 

QHLNSLLTYRHANFAL 


15723 


46091 


A 


15814 


1 


1367 


MSKLLERFRYFKQKGETFADG 

HGQVMHSNRDWEDSYRQRWQ 

FDKIVRSTHGVNCTGSCSWKIY 

VKNGLVTWEIQQTDYPRTRPD 

LPNHEPRGCPRGASYSWYLYSA 

NRLKYPLI RKRLIEL WREALKQ 

HSDPAADNDLIARFQSFTNQPFI 

ANRLTGNDRARFNLTFIVNNQH 

ATAITTTGTFLPE WSTTFI ITLIL 

QSKVQAIDLTKEA1VTVGCNT1S 

TTVHEVVSASIGIATKFWQHIGP 

CFYVIYDTVVTTIVESRTTEYSP 

DVVTGLITRITTPDGRASAFYM 

NHHSQLTSATGPDGLEIRREYD 

EWGRLIQETAPDGDITRYRYDN 

PHSDLPCATEDATGSRKTMTW 

SRYGQLLSFTDCSGYVTRYDH 

DRFGQVTAVHREEGLSQYRAY 

NAA/GDIRQCESDLQSPSCSQYR 
AIDGESLSETARYSVHQ 



onoo 



WO 01/075067 PCT/US01/08631 

* i 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
io USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


15724 


46092 


A 


15815 


357 


1733 


TADSPETLRCQTSGENARGAGT 

VERAGKSLWRSLR*SHRP*STR 

TGDIHCQIQTNFSLFN*QHPGQH 

RWGSGTAIINQSLITHDPEYPEN 

LPAAPLVRYGWTPRGELAVVY 

DRSG KQ VRSFTYD DK YRGRM V 

A HRHTG RPEI R YR Y DSDG R VTE 

QLNPAGLSYTYQYEKDRITITD 

SLDRREVLHTQGEAGLKRVVK 

KEHADGSVTQSQFDAVGRLRA 

QTDAAGRTTEYSPDVVTGLITR 

ITTPDGRASAFYY1MHHNQLTSA 

TGPDGLELRREYDELGRLIQET 

APDGD1TRYRYDNPHSDLPCAT 

EDATGSRKTMTWSRYGQLLSF 

TDCSGYVTRYDHDRFGQMTAV 

HREERLSQYRAFDRRGTVIAVK 

ETQGLETGFEYHFPVPDGVIAP 

/c oxi/^ \IC/"^\C w/~* I'D dctc n\i r> 
ItO/oKINONoyoVORKKb 1 hDIK 

G'TRWRGYTADRRAAKTHARV 

E* HLRA RPRVC ALFFPKQCERH 


15725 


46093 


A 


15816 


1595 


3228 


DNNAKLFRAGQMKVLKPYVDS 

G KIK.V VGDQ WVDG WLPEN AL 

KIMENALTANNNKIDAVVASN 

DATAGGAIQALSAQGLSGKVAl 

SGQDADLAGIKRIAAGTQTMT 

VYKPITLLANTAAEIAVELGNG 

QEPKADTTLNNGLKDVPSRLLT 

PIDVNKNNIKDTNLPAAPLVRY 

GWTPRGELAVVYDRSGKQVRT 

FTYDDKYRGRM VAHRHTG RPE 

IRYRYDSDGRVTEQLNPAGLSY 

TYQYEKDRITITDSLDRREVLH 

TQGEAGLKRVVKKEHADGSVT 

QSQFDAVGRLRAQTDAAGRTT 

EYSPDVVTGLITRJTTPDGRASA 

FYYNHHNQLTSATGPDGLELR 

REYDELGRLIQETAPDGDITRY 

RYDNPHSDLPCATEDATGSRKT 

MTWSRYGQLLSFTDCSGYVTR 

YDH DRFGQMTA VHR\EEG L\SQ 

YRAYDSRGQLIAVKDTQGHET 

RYEYNIAGDLTAVIAPDGSRNG 
Tnvn a u/r.i^ a \/PTTnr.r.i tdc 

lyi UAWUIWWKl IvJvjULIIO 
rnc. T UAAOKVIK-L I ocNUon I lr 
RYDVI FOYCfiOVIKAHAVSRF 


15726 


46094 


A 


15817 


1 


627 




15727 


46095 




15818 


701 


895 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


15728 


46096 


A 


15819 


1412 


1705 


LASISTSCAPPKVNCGVMA1FLA 
SDSRLWSGLRAQATSRSTLSLM 

Tpcoi \\fi Air^*xrAi Dcun A cue 
I KouLWLAIv^ T lNALKoWLAont 

Twddpcti r:r:xiT\/DC* a i dt /"mi 
1 ISJvrro I LUUN 1 Vri> T AL.KlAjiL 


15729 


46097 


A 


15820 


344 


547 




15730 


46098 


A 


15821 


1 


1518 




15731 


46099 


A 


15822 


1693 




2455 


VLAAFTRSKQRYGAPRLTDELR 

AQG Y PFN VKTV A ASMRRQG LR 

AKASRKFSPVSYRAHGLPVSEN 

LLEQDFYASSPNQKWAGDITYL 

RTDEGWLYLAVVIDLWSRAMA 

LLRRKSPGNVIVHTDRGGQYCS 

ADYQAQLKRHNLRGSMSAKG 

CCYDNACVESFFHSLKVEC1HG 

EHFISRE1MRATVFMISNVITIGG 

uu 1 VAAKuuVr'AVRbNVNUV 

KKN A KooN N u W 1 r r r V V V N O 
\\i \> r\r\ a i T"i\/ a ii^r* 


1 ^779 


*\K> I UU 




1 doZj 





\A A7 




1 ^111 
1 j/jj 


**(> 1 U 1 


A 

A 


1 <StOA 








1 ^TXA 
1 J / 


HO IUZ 


A 
A 


1 JO ZD 


1 






15735 


46103 


B 


15826 




2802 




15736 


46104 


A 


15827 


1715 


1824 




15737 


46105 


A 


15828 


410 


720 


PGSRAVIGWSMSPRMTAHWPA 
MPCRWRCGGVRTYAPEPTG*R 

Dlin fXKIfO A /*»CC*#I Dl/TOD I/VID 

KWLyNCoACoa**LKK.lbK.K.NK 
TT* RTPA RSSS APPLMLKQPFTR 
QWPLNTPWKPPRLSPS 


15738 


46106 


A 


15829 


905 


1008 


SCDSYRLSSRAAAVTPMRSASF 
RASGFLLVILFVCRVSVVGCRV 
LAWSGGSVFRRGVPLAWTVLR 
WVRRRCGCGVGRCRGLSAVV 

iroOU I VlJoAKo WtvJiVlVJKoO or 
LAW VuLAULWo^rKL 1 L/Aro 

KLQGFRVFTGDT1CM 


15739 


46107 


B 


15830 


I 


3148 




15740 


46108 


A 


15831 


1896 


2062 


S VC YPC5RN * 1 PSG *N * PR 1 WSDP 
VQRRERAGKKWLHENPGWRK 
**PDYHYRSEAD 



oc\oa 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15741 


46109 


A 


15832 


1 


1456 


MSTEIARLKRQLADGMKSWLS 

SKRPRHTSRAPEMKYVFIEK.HQ 

AEFASKQCAACSGWPATAGNV 

VSAADKDKHASAVPPHCDSVV 

LAAFTRSKQRLPLNVKTVAASL 

RRQGLRARPPGSSARSATAHTA 

CL VRKS VG AG FLRQ WPEPK WA 

GDITYLRTDEGWLYLAVV1DL 

WSRAVIGWSMSPRMTAQLACD 

ALQMALWRRKKPRNVIVHTDR 

GGQFGDRWK/ALANALN1PLDQ 

LSARJS AN PKGG RI YL ARE VNP 

DMADYIKKLKLPG1HVREESRR 

YYPSGEVTAHLIGFTNVDSQGI 

EGVEKSFDKWLTGQPGERIVRK 

DRYGRVIEDISSTDSQAAHNLA 

LSIDERLQALVYRELNNAVAFN 

KAESGSAVLVDVNTGEVLAMA 

NSPSYNPNNLSGTPKJEAMRNRT 

ITDVFEPGSTVKPMVVMTALQR 

r.VVDCXICVI XTTIDVD IXI/^lJTCTl/r^ 

UVVKtlNoVLlN 1 IrYKJNOHblKL) 

\/AD ITTCC rMTKIU A C A A DC\/r» A A 

VAKJ I J tbUriNHAoAAKrVCAA 

A CD A I LI LI 


15742 


461 10 


A 


i con 


*•> 






15743 


46111 


A 


15834 


1 


472 




15744 


46112 


A 


15835 


1 


513 




15745 


46113 


A 


15836 


1 


254 


CDNLKTCHTSHGSVMAETAVI 
in n r\. rvJNJV in o r iv i v v^oinl/L/ i \jt\f\ 

YSLSRDQKRV/LRYEPVSQFRLS 
ETQKHQSVCHAFIRJPVSVS 
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SEQID 

NO: 


SEQ ID NO: 
Of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*-Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


15746 


46114 


A 


15837 


145 


1929 


VSGVIEIADGSRRRKAAALTES 

DYRVLVGELDDEQMAALSRLG 

NDYRPTSAYERGQRYASRLQN 

EFAGNISALADAECDNLKTCHT 

SHGSVMAETAVINHKKRKNSP 

RIVQSNDLTEAAYSLSRDQKRM 

LYLFVDQIRKSDGTLQEHDGIC 

EIHVAKYAE1FGLTSAEASKDIR 

QALKSFAGKEVVFYRPEEDAG 

DEKG YESFPWFIK/RPSRG L YS V 

HINPYLIPFFIG\LQNRFTQFRLS 

ETKEITNPYAMRLYESLCQYRK 

PDGSGIVSLKIDWIIERYQLPQS 

YQRMPDFRRRFLQGFCRFRNH 

HQTGFSPAGANQRGPLAATLSG 

PGG EG QS A V A RLTG E KKNHPG 

AQYANRLSPRVGRFINAAGTTG 

FPTWKAGSERNAINDDVTYA1K 

PTCWPGLDIIPSCLALHRIETEL 

MGKFDEGKLPTDPHLMLRLA1E 

TVAHDYDVIVIDSAPNLGIGT1N 

VVCAADVLIVPTPAELFDYTSA 

LQFFDMLRDLLKNVDLKGNSN 

GSQSPWMEEQIRDAWGSMVLK 

NVVRETDEVGKGQ1RMRTVFE 

Q Al DQRSSTG AWRN A LSI WEPE 

CNEISIGVSLDQDGGSNSVLRK 


15747 


A £. 1 1 C 

461 15 


B 


158^8 


1 


1734 




1 CI AO 

15748 


461 16 


A 

A 


158j9 


1 


ATI 

971 




1574V 


46 117 


A 


15840 


i 
1 


1 143 




15750 


46118 


A 


15841 


1 


556 , 




15751 


46119 


B 


15842 


8 


1000 




15752 


46120 


A 


15843 


1 


1169 


MLTLILLDLQFMAQLAGYQMS 

FNSTKSKQTKNNFAVGYRTGD 

FQLHTNVNDGAEFGGSVYQKV 

CEELDALINLAWTSSTSCTRFG 

LAAKFQLKPIAFISTKVNHWLT 

GVSYTPPLEAGVKLNLSALCDN 

LKTCHTSHGSVMAETAVINHK 

KRKNSPRJVQSNDLTEAAYSLS 

RDQKRMLYLFVDQ1RKSDGTL 

QEHDGICEIHVAKYAEIFGLTSA 

EASKDIRQALKSFAGKEVVFYR 

PEEDAGDEKGYESFPWFIKRAH 

SPSRGLYSVHINPYLIPFFIGLQN 

RFTQFRLSETKEITNPYAMRLY 

ESLCQYRKP\DGSGIVSLKIDWII 

E R YQLPQ/TY QRM PDFRRRr LQ 

CCCCQT XIPrMT^QPIV A X/IIXIQT QT 
DCr coLlNKV^l 1 Uocl V AivllINoLo 1 

KKSPGPDGFTAEFYQ 


15753 


46121 


A 


15844 


1 


1509 
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SEQ ID 

NO: 


SEQ 10 NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X*=Unknown, 
*=Stop codon* /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


1 ^7^4 

1 J fJH 


HO 1 


A 


1 JO^J 


1 


J Jo 




15755 


46123 


A 


15846 


1 


1773 




15756 


46124 


A 


15847 


1 


2256 




15757 


46125 


A 


15848 


1 


812 


M E V L A S W ATFTLGQTEQH V D 

WISAGAAPQGP1VKQLPSPVPPT 

EQLEQEKPVTIGSAPSTPNKLLL 

SHSNCQLPRPLRSITNISACFSLE 

LAIDHRGFPHSPGARSLYSNSVF 

GTYQLCDLCDNLKTCHTSHGS 

VMAETAV1MHKKRKNSPL1VQS 

NDLTEAAYSLSRDQKRMLYLF 

V DQ1 RKSDGTLQEHDG ICEIH V 

AKYAE1FGLTSAEASKDIRQAL 

nVPQFPU//PTlcTP^PP*RPnk r PPFT 
vj I cor r w/rii\i\orc ivivUKrrr l 


15758 


46126 


A 


15849 


1 


1773 




15759 


46127 


B 


15850 


1 


1755 




15760 


46128 


A 


15851 


1 


726 


MPASGNENDLNMPSGTIEIFVR 

CYVEVERIMSAWTEQPNEHRT 

MMWSVLLQPCDNLKTCHTSHG 

SVMAETAVINHKKRKNSPRIVQ 

SNDLTEAAYSLSRDQKRMLYL 

FVDQIRKSDGTLQEHDGICE1HV 

AKYAEIFGLTSAEASKD1RQAL 

KSFAGKEVVFYRPEEDAGDEK 

kj i cor r w r iivivrt. n oroivvj/ liov 

HIWPVI IPPPTfSI OXJP PTY^PR 1 CP 

Tk'PlTTMPVAMRT VPQI mVRI^^ 
I rvIU ilNr I rVlVliVL, I COLA^V^ I rvrwO 


1 ^7A1 


4.A170 


D 
D 






£71 
O / 1 




15762 


46130 


A 


15853 


1 


2121 




15763 


46131 


B 


15854 


721 


2739 




15764 


46132 


A 


15855 


1 


5828 


MQEQQQASSLIRSGNGRLPGSG 

AQRTPCHIRRDGSQRRVCDDCK 

QQWWKAKYN1PSGLHACTATL 

EETHILDSGAHVQVFYKGQLH 

VMRVPCTDYFDTQKNPNLSH L 

HGSVMAETAVINHKKRKNSPRI 

VQSNDLTEAAYSLSRDQKRML 

YLF VDQIRKSDGTLQEH DG 1 CE1 

HVAKYAEIFGLTSAEASKDIRQ 

/A 1_* rv J r r\ \J Ix C V vr I Ivr CCUfWJU 
c ivvj i cor i w r i iv iv/\ nor oiwjl i 
SVHrMPVl IPFFIfil ON 


1 S765 


46 IT? 


B 


15856 


537 


1318 




15766 


46134 


B 


15857 


1 


411 




15767 


46135 


A 


15858 


1 


1356 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15768 


46136 


A 


15859 


1 


1215 


MPYDRPFTVMAAFPLCPACDK 

EYRDPLDRRFHAQPVACPECGP 

HLEWLKMGKIVAIKGIGGFHLA 

CDARNSNAVATLRARJCHRPAK 

PLAVMLPVADGLPDAARQLLT 

TPAAPIVLVDKKYVPELCDDIA 

PDLNEVGVMLPANPLQHLLLQ 

ELQCPLVMTSGNLSGKPPAISN 

EQALADLQGIADGFLIHNRDIV 

QRMDDSVVRE\RRNAAPF/AGA 

VLSQHLGDLSDDGIQMQWRER 

YSLMQNIYDFTPQYVVHDAHP 

G Y VSSQ W A REMNLPTQT VLHH 

H A H A A ACLA EHQ WPLDGG D VI 

ALTLDGIAQPDERSRSEDVDRA 

HQRGHERDRRRRRSGTSHLTR 

VDLiCEDGKGLKIVRQSLPYGTA 

s>\s I HOLYrCAYCARLHNIEQQL 

LSMFGDTDGKRDAMLRSPNR 


15769 


46137 


B 


15860 


74 


2050 




15770 


46138 


A 


15861 


2 


703 


LQARFPLSWRNFPITFACYAGL 

FCLSASIIYP/DHLCPVSVPRAFA 

GPRHRRHLLVLHRGCGLRH/TK 

RPGPGPGPARALAIWPPDPGC* 

RCRRPSLPASSLRSSATPTCTST 

QPALEWCVAVYAICFILAAIAIL 

LNLGECTNVLPIPFPSFLSALAL 

LSVLLYATALVLWPLYQFDEK 

YOuQPRRSKI>VSCSRRHAYYV 

GAWDRRLAEAILTAINLLTYVA 

DLMHSAHLDFSKV 


15771 


46139 


A 


15862 


1 


849 


MAQPLAKQWTPVSPRALLVSIS 

SMPPRPAADVTVCRHRNCTLRE 

LLYGFAYAAAQQLNLHGDVCN 

DGDG/VEVRLREDPETFLVQLY/ 

QHCPPLA\RTGGTMNTQIVPDA 

ATCPASLSEMNTPGERRYRYPF 

INCTH YGPSFPIIRAM PYDRPFT 

VMAAFPLCPAC/DKEYRDPLDR 

RFHAQP/VACPECGPHLE/WGIG 

GFHLAC/DARNSNAVATLRARK 

H/RPAKPLAVMLPVADGLPD/A 

ARQLLI 1PAOAGLWLGONOYP 

RAPDNANSTAMSCASHAHbrG 

vj vj n r ix vj IV 


15772 


46140 


B 


15863 


1 


2688 




15773 


46141 


A 


15864 


1 


1578 





WO 01/075067 PCT/US01/08631 



SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540*217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=pos.sib!e nucleotide insertion) 


15774 


46142 


A 


15865 


1 


877 


MQAAHRLRPAYRIKTGKPPAL 

ADYHPAYQEMLSRKQDRVIDQ 

IDFGIKDTVEILHMGQIQSMGRE 

FALSLRFSIHGHNVHGNESPEM 

GPERRSGFYDEWSPERJ1QYYRP 

AREQLMMELVQILKNTRQHLM 

TGVSHMIPFVVSGGILLAVSVM 

LYGKGAVPDAVADPNLKKLFD 

I\GVAGLTLMVPFLAAY1GYS1A 

ERSA L APC A IG A W VGNSFG AG F 

FGALIDAFPRLSEEINPALPEAK 

V JVl/\\^JL»CrY V f\t\\£LJVy V Ujr v<CL»" 
PTP1 FA^ftPlTRl lfQWWApnnp 

VESGTHKK 


15775 


46143 


A 


15866 




423 






Af\\AA 


A 

r\ 


i CCA7 
J joO / 




77 1 
/ / 1 


IN IN Kortr /\1A> 1 IN KrrK 1 tvL V r Y r 
i i a pxj a * i aai r\v nwi a vr. AT.U 

NA 


15777 


46145 


A 


15868 


i 


4014 




1 S77£ 




A 
AY 


i jooy 


i 
I 


ISA 


LILWANREI1HSVP*RY*HDAN1 
QCFVVISSFVRSQQ 


15779 


46147 


A 


15870 


815 


1905 


IFQEHIMDHLPMPKFGPLAGLR 

VVFSEM/WRAEVIWIENVAWA 

DTIRVQPNYPQLSRRNLHALSL 

NIFKDEGREAFLKLMETTDJFIE 

ASKGPAFARRGITDEVLWEDKP 

KLVIGHLSGFAHQVSQISTHQG 

SSNWVSPDQLQCNTQTNSPKQ 

LFSTHCMQCRPNSTTNSRQFQS 

NPVNHALNHQSKPHHPLVYAQ 

HKAKRAHRAKSITASRKQATTF 

QQVGAPAGGHTHTSSSHPQTT 

KALEQVKHLTTRQAILSKAKPQ 

ATSP1 PRDTGPLRGRQFH ALNPS 

TTVIGQPANQRIGQHG HPQ FKP 

KTPFWPOPJf FlfVPNIR DPTQI^TV 
iv i rr w i yr rvijiN. v i i *i ivv^jv-> i o ix i i 

SNGEQN I PQTYAIRTKNRSTYPR 

NLKQQPLNPGKAKT 


15780 


46148 


A 


15871 


1 


361 


QTTG ISFQG RGGAGPGV PTRTQ/ 
CLRCHGGRHG/HPSHLCKPNKG 
DPRKIRLKMSWR*PWFAIGPRD 

WC^RPKPT^PPn^PRQpfp A 01/ 

MSAPVVWSTKTHSSRSMLSFSL 
MEDFVTALSIL 


15781 


46149 


A 


15872 


I 


447 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


15782 


46150 


A 


15873 


1 


1424 


MLLEQLSQHKLDMIISDCPIDST 

QQEGLFS V RIGECG VSF WCTN P 

PPEKPFPACLEERRLLIPGRRSM 

LGRKLLNWFNSQGLNVEILGEF 

DDAALMKAFGAMHNAIFVAPT 

LYAYDFYADKTVVEIGRVENV 

MEEYHAIFAERM1QHPAVQRIC 

NTD YS ALFSPAKLRRA L Y H PAS 

TELHPACGKDFRQLYRRIQNQI 

QRHALWHKIFDVEIPHPILIIAR 

VSANMPHTGCRJAIEWPGKVVE 

AILRLTNDAPEYLPIGFNHKSK 

MRSEGMNPYQRQFMELALSNQ 

VLKCGEFTLNRGRKSPYFFNAG 

LFNTGRDLALLARFYAEALVDS 

GIEFDLLLAPAYKGIPIATTTAV 

ALAEHHDLDLPYCFNRKEAKD 

HGEGGNLVGSALQGRVMLVD 

DVITAGTAIRESMEI1QANGATL 

AGVLISLDRQERGR*CDHRRNG 

DSRVDGDYSGQWRDACWRVD 

FARSSGTRARRDFGDSGS*A*L 

QLQSDLYHHPERPDCLPGREAG 

NGGTSGGG 


15783 


46151 


B 


15874 


I 


1086 




15784 


46152 


A 


15875 


484 


729 


CTQFRKTCFTCKASNGFC FATS 
CNLiYTSEIICRGPTG'HNLIASL 
LQRIDNLRKFIVIPTLKYLTRCR 
LDDNIMIFYAQGI 


15785 


46153 


A 


15876 


1717 


1971 


PANAWAEMWEYSAWQRRMYS 
MG*TSKVVVHPGATDRW*NTN 

/~» /^»"V/r> ¥1711 Mil T>T^\ /¥"> A A % ft I fOVfll 

GCYRIF W I AAPFVPA A VIHGNIL 
PTHGACVHKGFGRAPAGAAVE 


15786 


46154 


B 


15877 


I 


765 




15787 


46155 


A 


15878 


103 


823 


VPACAGLKKEARSLLASPPRLL 

NTKLQASCRALFSPPIQSRQTTG 

ISFQGRGGAGPGVPTRTQ/CLRC 

HGGRHG/HPSHLCKPNKGDPRK 

IRLKMSWR*PWFA1GPRDWSSS 

RPRPTSPRGSCRSFIEASKMSAP 

VVWSTKTHSSRSMLSFSLMEM 

PA RMPITSSMPSTPLRQGS VKFE 

ur V 1 ALollXKU I VtibivLK W 1 r 

NLYDINKDGY1NQEEMMDIVK 

A 1 YDMMG K YTYPVLKEDTPRQ 



onon 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15788 


46156 


A 


15879 


1 


2926 


MVKDASQSQASLGLDAFLPAS 

GVQYTHERSPDSPLKSQECPSG 

VVNEDTFKQIYAQFFPHGGLMS 

ENGTGKKASVFGSTGSGALLLE 

EGERRREQPLIEMRKPPHVLIN 

YQAKVGGNSIPSPSLCKPAFPPL 

PSWAVDLASARQKEDASRSLQ 

NKEEDFYTSQPGFPALALGCCL 

RVNLLLGHRGISAGSSYRPITST 

PCHLCKLGOEVFAKP1 Nl ODO 

COONLVMOVLKLVLNCL NFDF 

IGSSADESADDLCTV 


15789 


46157 


A 


15880 


1 


1521 




15790 


46158 


A 


15881 


1 


1182 


MDKFLDTYTLPRLNQEEVESLN 

RPITGSEIVA1INSLPTKKSPGPD 

GFTAEFYQRYKEELVPFLLKLF 

QSIEKEGILPNSFYEASIILIPKPG 

RDTTKKENFRPISLMNIDAKILY 

K1LAKR1QQHIKKLIHHDQVGFI 

PGMQGWFNIRKSrNVIQHINRA 

KDKNHMIISIDAEKAFDKIQQPF 

MLKTLNKLAQNLLKLJSNFNK.V 

SGYKINVQKSQAFLYTSNRQTE 

SQIMSELPFT1ASKJUKYLGIQLT 

RDVKDLFKENYKPLLKEIKEDT 

NKWKNIPCSWVGRINIVKMAIL 

PKV1YRFNAIPIKLPMTFFTELE 

KTTLKF1WNQK.RAHIAKSILSQ 

KNKAGGITLPDFKLYYKATVT 

KTA WYC YON RH IDO Wlsl R\PSF I 

TPHIYNYLIF 

1 I III 1 J. 1 ! 1 Lsil 


15791 


46159 


A 


15882 


-j 


690 




15792 


46160 


B 


15883 


-j 


458 




15793 


46161 


A 


15884 


"j 


719 




15794 


46162 


B 


15885 


"j 


3552 




15795 


46163 


A 


15886 


-j 


321 




15796 


46164 


A 


15887 


j 


362 




15797 


46165 


B 


15888 




489 




15798 


46166 


B 


15889 




1660 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
cod on Tor peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, V=possibIe nucleotide insertion) 


15799 


46167 


A 


15890 


1 


1593 


MGKKQNRKTGNSKKQSTSPPP 

KERSSSPAMEQSWMENDFVEL 

REEGFRRSNYSELQEDIQTKGK 

EVENFEKNLEECMTRITNTEKC 

LKELMELKTKARELHEECRSLR 

SRCDQLEERVSAMEDEMNEMK 

REGKFREKRIKRNEQSLQEIWD 

YVKRPNLHLMGVPESDGENGS 

KLENTLQDIIQENFPNLARINKI 

DRPLA RLIKKKREKNQ1DTIKN 

DKGDITTN PTEIQTTI REYYKHL 

YANKLENLEEMDTFLDTYTLPR 

LNQEEVESLNRPITGAEIVAIINS 

LPTKKSPGPDGS1AEFYQRYKE 

E/PADKQLQQSLSIQNQCTKITSI 

LIHQQQTNREPNHE*TPIHNCFK 

ENKIPRNPTYKGCEGLLPGELQ 

TTAQGNKRGYKQTEEHSMLM 

GRKNQYRENGHTAQGNF*IQC 

HPHQATNAFLHRIGKNYFKVH 

MEPKKSPHRQVNPKPKEQSWR 

HHTT*LQTILQGYSNQNSMVLV 

PKQGYRSMEQNRALRNNAAYL 

QLSDL*QT*EKHAMGK/EFPI* * 


15800 


46168 


A 


15891 


1 


1 177 




15801 


46169 


A 


15892 


1 


3663 




15802 


46170 


A 


15893 


1 


1995 




15803 


46171 


A 


15894 


1 


4191 


MVKGSIQQEELTI LNTY AAHTG 

APRLIKQVLSDLQRDLDSHTIIM 

GDFNTPLSTLDRSTRQKVNKDT 

QELKSALHQADLTDIYRTLHHK 

STEYTFFSAPHHIYSKIDHILGSK 

ALLSKCKRTEIITNYLSDHSA1K 

LELWIKNLTQNHSTTWELNNLL 

LNDY WVHNEM KA EIKMFFETN 

ENKDTTYHNL WDTFKA VCRG K 

KELEKQEQTHSKASRRQEITKIR 
AELKEIETQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


15804 


46172 


A 


15895 


1 


1659 


MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADLID1YRSLH 

AKSTEYTFFSAPHHTYSKJDH1L 

GSKALLSKCKRTEIITNYLSDHS 

A I KLELRJ KN LTQNRSTT WKLN 

NLLLNDYWIHDEMKAEIKMFF 

ETNEN KDTTYQN L WD A FKATA 

SKTNKEKEKNQIDT1KNDKGDI 

TTDPTEIQTTIREYYKHLYANK 

LENLEEMDKFLDTYTLPRLNQE 

EVESLNRPITGAEIVAIINSLPTK 

KSPGPDGFTAEFYQRYKEELHI 

NRAKDKNHMIISIDAEKAFDKI 

QQPFMLKTLNKLG1DGTYFKIJR 

AIYDKPTANIILNGQKLEAFPLK 

TGTRQGCPLSPLLFNIVLEVLAR 

AIRQEKEIKGIQLGKEEVKLSLF 

A DDMTV Y LENPI VS AQNLLKL I 

SNFSKVSGYKINVQKSQAFLYT 

NNRQTESQ1MSELPFTIASKRIK 

YLGIQLTRDVKDLFKENYKPLL 

KEIKEDTNKWJCNIPCSWVGRTN 

IMKMAILPKV1YRFNAIPIKLPM 

TFFTELEKTTLKFIWNOKNRARI 

AKAILSOKNEAGGITLP 


15805 


46173 


A 


15896 


1 


1740 




15806 


46174 


A 


15897 


1 


880 




15807 


46175 


A 


15898 


I 


2777 


MGKKQNRKTGNSKKQSTSPPP 

KERSSSPAMEQSWMENDFVEL 

REEGFRRSNYSELQEDIQTKGK 

EVENFEKNLEECMTRITNTEKC 

LKELMELKTKARELHEECRSLR 

SRCDQLEERVSAMEDEMNEMK 

REGKFREKRJKRNEQSLQEIWD 

Y VKRPNLHLMG V PESDGENG S 

KLENTLQD1 IQENFPNLASTLSD 

HSGIKLEINSKRNPQNHANTWK 

LSNLLLNAHWVNNEIKMKVKN 

FFELN DNSDTI YQNFSD 


15808 


46176 


A 


15899 


326 


3096 


QTERTSTPKTHLY VTIIKDQK* I 

KPQRRGKNRGEKLETLKSRAP 

VLLQRNAVPQQQRNKAGRRM 

TLTS* EKKSSDNQTTPSYRRKF 

KPMAKKLKTL/RKKLDECITRIT 

NAEKCLMELMELKAKARELRE 

ECKSLRSQCNQLEERUNKIDRP 

LARLIKRKREKNQIDA1KIDKGD 

ITTDPTEIQTTIREYYKHLYANK 

LENLEEMDKFLDTYTLPRLNQE 

EVESLNRPITGAEIVAIINSLPTK 

KSPGPDGFTA 



WO 01/075067 PCT/USO 1/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


15809 


46177 


A 


15900 


1 


2047 


MENDFEELREEGFRRSNYSELR 

EDIQTfCGKEVENFEKNLEEClfR 

ITNTQKCLKELMELKTKARELR 

EECRSLRSRCDQLEERVSAMED 

EMNEMKREGKFREKR1QRNEQ 

SLQE1WDYVKRPNLRLIGVPET 

LH PRDE AH L KN LI DA I KN DKGD 

ITTDPTEIQTTIREYYKHLYANK 

LENLEETDKFLDTYTLPRLNQE 

EVESLNRPITGSE1VAI1NSLPTK 

KSPGPDGFTAEFYQRYKEEL/PD 

KQLQQSLRIQNQCTKITSIL1HQ 

QQTNREPNHE*TP1HNCFKENKI 

PRNPTYKGCEGPLQGELQTTAQ 

GNKRGYKQMEEHSMLMGRKN 

Q YHENG HTAQGN LQIQCHPH * 

ATNAFLHR1GKNYFKVHMEPK 

KSPHRQVNPKPKEQSWRHHTT 

♦LQTILQGYSNQNSMVLVPKQR 

YRSMEQNRALRNNAAYLQLSD 

L*QT*EKQEMGKGFP1**MVLG 

KLASHM*KAETGSLPYTLYKN 

QFKMD*RLKR*T*NHKNPRRKP 

RHYHSGHRHGQGLHV*NTKSN 

GNKSQN*QMGSN*TXELLHSK 

KKKNY*QTEQATCKMGENFHN 

LLI*QRANIQNLQ*TQTNLQEKN 

KQPHQKVGKGHEQTLLKRRHL 

CSQK\N HEKMVTITGHQRN AN 

QNHNElPSHAS*NGNH*KVRKQ 

VLfCKlVICKNKJN J r 1 LLVuL 1 oo 


15810 


46178 


A 


15901 


1 


3285 




15811 


46179 


A 


15902 


1 


3681 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cotion for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


15812 


46180 


A 


15903 


1 


1854 


MKAEIKTFFETNENKDTTYQNL 

WDAFKAVCRGJCFTALNAHKR 

KQERSKIDTLTSQLKELEKQEQ 

THSKASRRQEITKIRAELKEIET 

QKALQKINESRSWCFEKIHK1D 

RPLARLIKKKREKNQIDA1KND 

KGD1TTDPTEIQTTIREYYKHLY 

ANKLENLEEMDKFLDTYTLPRL 

NQEEVESLNRPITGSE1VAI1NSL 

PTKNSPGPDGFTAEFYQRYKEE/ 

RENKIPRNPTYKGCEGPLQGEL 

QTTAQGNKRGYKQMEEHSML 

MGRKNQYRENGHTAQGNLQ1Q 

CHPHQATNDFLHR1GKNYFKV 

HMEPKKSPHRQVNPKPKEQSW 

RHHTT* LQTI LQG Y SNQNSM V L 

VPKQRYRSTEQNRALRNNATY 

LQLSDL*QT* EKQ A M EKGFPI * * 

MVLGKLASHM*KAETGSLPYT 

LYKNQFKMD*RLKR*T*NHKN 

PRRKPRHYHSGHRHGQGLHV* 

NTKSNGN KSQN * QMGSN * TKE 

LLHSKRNYHQSEQATYKMGEN 

FRNLLI*QRANIQNLQ*TQTNLQ 

EKNKPPHQKVDEGHEQTLLKR 

RHLCSQKTHEKMLIITGHQRNA 

iNV^iNrKNtlrotl 1 o INUNH KVKK 

V^V^VLtKIVl WKjNKJN 1 r 1 LbVUL* 

TSSTIVEVSVV 


15813 


46181 


B 


15904 


1 


2718 




15814 


46182 


A 


15905 


1896 


5031 


TWKGTTSTSRCKIMPKYRSTRQ 

KVNKDTQELNSALHQADLID1Y 

RTLHTKSTEYTFFSAPHHTYSK 

TDHIVGSKALLSKCKRTE1ITNY 

LSDHS Al KLELR1 KNPTQSRSTT 

WKLNNLLLNDYWVHNEMKAE 

IKMFFETNENKDTTYQNLWDT 

FKAVCRGKFIALYAHKRKQERS 

KIDTLTSQLKELEKQAQTHSKA 

oI\i\\jcl 1 KlKAcLrvblc, 1 V^tV 1 LAV; 
KINE\SRSWFF\FRriMKlDRPl AR 
LIKKKREKNQ 


15815 


46183 


A 


15906 


4 


133 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15816 


46184 


A 


15907 


95 


1875 


PFFGRKNYRLPSKNMPRRCRSS 

PLPCSMKMT1*CVLTSTATITRL 

PA A S AQ W* LDGRTL VTKN SFR 

YLHTLHTMGPAPEPNLTILWSE 

ELPIAFKKYAAQVSIVTSSLQYE 

NDDLMRTDFNSDDYAIACCVS 

PM V 1GKQMQFFG ARANL AKTL 

LYAINGGVDEKLKIQVGPKTAP 

LMDDV LD YDKVM DSLDHFMD 

WLAVQYISALNIIHYMHDKYSY 

EASLMALH DRDVYRTM ACG1 A 

GLSVATDSLSAIKYARVKP1RD 

ENGLAKDIQGTTEPQFRNSHSR 

TSGTVTLYLPVSTFVGTGFF1RV 

DPPKKPLK1RK1EFVE1YEPFSEG 

QAKAQADRCLSCGNPYCEWKC 

PVHN YI PN WLKL AN EGRI FE A A 

ELSHQTNTLPEVCGRVCPQDRL 

CEGSCTLNDEFGAVT1GNIERY1 

NDKAFEMGWRPDMSGVKQTG 

KKVAIIGAGPAGLACADVLTRN 

GVKAVVFDRHPEIGGLLTFGIP 

AFKLEKEVMTRRREIFTGMGIE 

FKL1MTEVGRDPRASSFYEEKQL 

IARKALPFIDNKTTMAADSSST 

VMELLKLLQDRSGLTLLTNSAE 

AIHVLAQSEIKVVSTGGELNKN 

TLSLQGRITKEHRRYHVDIMWL 

rUbLKVbKurorUI LKXLbAKO 

fW/' \/ A T I/'C A K>l/^*CXi^lCIK.il\//^13r\C 

yivV ALKiiAMOo 1 l^olM VOrDb 
KK 1 Or oYLKYyNLMlKVKJ* 


15817 


46185 


B 


15908 


271 


2118 




15818 


46186 


A 


15909 


597 


743 




15819 


46187 


A 


15910 


573 


1066 


IRAQNGSPWLSFLVDSVCVLKA 

CVDAVMRAGICSVSNYWQYQS 

GVGANSSALSGFSQGAIMMLES 

IKAEPGLASRV1AFNGRYSSLPE 

TASTATTIHLIHGGEDPVIDLAH 

A\/A AACAT TO A C C > Y\\1 r T\ niVCH 

AVAAV^bALioAUUUV ILLHVfcU 

I ^UAl rVkTD C \ACXC A 1 I"YLII DVTID 

KHYFHFAI <ZG 

Mi I i L/C/A L/ljVJ 


15820 


46188 


A 


15911 


1 


2652 




15821 


46189 


B 


15912 


1 


1494 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Ln known, 
*=Stop codon, /^possible nucleotide 
deletion, Y=possible nucleotide insertion) 


15822 


46190 


A 


15913 


1 


1733 


MGVGSKGTIFGSTTTQHGSF1PY 

LTGYLTYTHGHSPAN'PKPAVG 

GQILTAVLPAHDGYVSRIMTM 

NTQLTTPLTTATHTARQTASLIS 

VIGRQLRCFRHSSQPSVLTHVR 

DDSTQYAQLDMANGQPTSHGY 

EHWAQLMYATDRRYGRHMSD 

AARQGCSDTGIVKFSHPEPEMS 

VRKFTSARSGCVRSGAWNVTV 

SAQTRVSQALTTLLRRVHKSPM 

NALTVPAVMAEAPSQAHGRRQ 

TRRLSLHQTLRLLLTTPDWVGV 

IRRCVPVVWGCLEHLDTAGFPL 

PNSHTMPLPIGWNDTRKRLHHS 

AHNGQHDVAQGRRVLGRKVG 

LTHPKVQQQLGVDGLSLFCVY 

LVWYIGLHLRRPFRLAYTICPSL 

VYGADLRVIVRLFSDSHHFMAF 

GNPQPKHLDCQEYALFLLNSM 

PDNTAEHYRNK1AIYLHCLPED 

DR1KAINEIRMAIHQVSPFREEP 

VDCVLWVKYSQLMPNDYNPN 

NVAPPEKKLLQKSIEIDGFTQPI 

VVTHTDKNAMEIVDGFHRHEI 

ri/P/OUACI V I DT Dr"VI DX/TYM 
CPTDXIAD 1 A A TTICUXTD A DPDUU 

bO 1 KJNvJKI AA 1 l^HNKAKUKriH 
1 1 AMdev I rcLKLLUW 


15823 


46191 


B 


15914 


1 


273 




15824 


46192 


B 


15915 


169 


292 




15825 


46193 


A 


15916 


2 


844 


KGGVYKTSVSVHLAQDLALKG 

LRCLLWKGTVPPQGTPSMVSRE 

GDPALHN*CKTQLLCLSYLGEK 

DDVTYAIKPTCWPGLDIIPFCLA 

LDRIETEL\MGKFDEGKLPTDPH 

LMLRLAIETVAHDYDVIVI\DSA 

HNRGUGTINVVCAADVLIVPTP 

VEVMFDYTSALQFFDMLRDLLK 

NAXDLKGFEPDVRIFVTKYSNSN 

GSQFP\WMEEPIPECLPKHGSKK 

NNVRNANEVGKGOIRMRTVVFE 

QAI DQRSSTG A WRNALSI WEPV 

CN\EI FDRLIKPR WEIR 
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SKQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
cudon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \= Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possit>lc nucleotide insertion) 


15826 


46194 


A 


15917 


1 


681 


MSIGGSGNSLCTRPKQQQGGTG 

LKQYEVSVPGTLRCLACPQACT 

LRKEHWIHFAPKSNYDSCRYIE 

EYFAYEASFMSVQLTELVIKSL 

EDLASLFMIHKXNPVSIPHTVW 

YADDIRRGEREAADVLGLTLYE 

LMLRAGEAAFQVCRSAYPDTR 

HWLVLCGHGNNGGDGYVVAR 

LAKAVGIDDTLLAQESDKPLPE 

EAPLA H EA WVN AGGEIHALNI 

GW\PESEHLIV 


15827 


46195 


A 


15918 


3 


774 


VKCSEKCLFLPLGQFSQFIQKLR 

WIFLDPLFIRKGQGVTPTAFAM 

HLHEYISQGLESILGALDIEGSY 

DKQRTITIATTPSVGALVLPVIY 

RAIKTHYPQLLLRNPPISDAENQ 

LSQFQTDLIIDNMFCTNRTVQH 

HGLFAANMVLICREGNPLLSLE 

DDREAIANAAHVLLLPEEQNFS 

GLRQRVQEMFPGRQINFTSYNI 

LTIAALVAN SDML A 1 1 PSRL YN L 

FSRCWPLEKLPHPSLNEEQIDFS 

IHYNKFSLR 


15828 


46196 


A 


15919 


1 


741 


MITVLLIATQFAPYFTEMALKG 

GFSFAGESAQISALSVGNMFGW 

SISELMSLGHGVVVAVGIVASV 

VLFLRVLSMSWLKEVIGTEKAV 

IAMCHLRALPGDPSFDAQLGM 

NWVIDKAWDDLMALQNGGVD 

A VMFSN EFSLPYLTKGL VPA L V 

A REI L V RG M YVRG RKM V AFL V 

CCVALAISAMYELIEWWAALA 

MGQGADDFLGTQGDQWDTQS/ 

GYVLRAAWRINDGDIPRSLSLP 

PATALWLDNRI 


15829 


46197 


A 


15920 


1 


678 


MCHLRA LPG DPSFDAQLG MN 

WVfDKAWDDLMALQNGGVDA 

VMFSNEFSLPYLTKVRPETTAA 

MARJIGQLMSDIRIPFGVNVLW 

DPVASFDLAMATGAKFIREIFT 

GAYASDFGVWDTNVGETI RHQ 

HRIGAGEVKTLFNIVPEAAVYL 

GN RDICSIAKSTVFNNHPDALC 

VSGLTAGTRTDSALLKRVKETV 

PDTWVLANTGVCLENVEEQLSI 

AUOC.V 1 A 1 1 r 


15830 


46198 


A 


15921 


624 


734 


TRTLRQIVDSRA1PFT*ERLHSPI 
NQPKNPYPPESV 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lust 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


15831 


46199 


A 


15922 


1 


1923 


MPFALGGG DLE ETPRSDPG VTF 

ACSLAQPMRKPTGVLGNRFHD 

TQEPPVPGGPGLRGFHLWUAPP 

LDRPAQF A A 1 RTDSELM SSANP 

KSFTASPLMTFTPARSRTNYRY 

YPAGTRAKGENEAAFAARJHSF 

LPYRRPVFWATTMGQAKSAIK 

PMSTAVTRDASVFQTEYERSRF 

GARP\VPLRKAPEAMGRGFHEI 

G VQC E APTAN TLEPSRRG A V M 

AAGLSFQRTPWREVLGRGEGSF 

LGAGSDPVLRALSLASTPFPGE 

KHVGSWGMGRIVLRSFALASSS 

LRHSGER1PGTVLPCDDIFACHQ 

RN Y AE VFG 1 WRTTSS VLQPI EPV 

EPKCISQFLYIVLERRSSSSL1SLS 

FNSASLCRSRHDARYVLQHALF 

CFTTNDFGQIFTTFFVSGGSGTR 

MSLPAEFGVIAQSDQKVLFIDA 

DLAVV1RITCLPSTSMSWLKEVI 

GTEKAVJ/AMCHLRALPGDPSF 

DAQ/LGMNWV1DKAWDDLMA 

LKMVRPETTAAMARI/IGQLMS 

DIRIPFGVMV/LWDPVASFDLA 

MATGAK/FIREIFTGAYASDFGV 

/WDTNVARSRR1RASTVFRLAQ 

RCQPDASEYGFRMIARVFVDVR 

finoi\KPA<ii Rvn c ^n?f;pi?Tr , AP 

vJU/v^iNoCtAVoijix v vjovj i vj r i\. i \^j-\r 

VAWQSRRFPRLLDRSDDVKRF 
QADTDSLVLH 


15832 


46200 


A 


15923 


480 


900 


KTRYSCRGETWSNPQSSQLSAL 
IAAVRHPATSNAVCRSARSCCIL 
RALRAIQFHTGCSAGNVAPEW 
CQFAPCWRKPLJttEESDSVFMR 
VIKF<?I WOFI ADITOKTni PWR 

EVFQDLNHHGVYHSGEVVGLG 
NLVCEKCHFH 


15833 


46201 


A 


15924 


1 


431 


SKVFAVAGCVVLMTTMPDSCN 

SWQKCRNKTMNKKIHSLALLV 

NLGIYGVAQAQEPTDTQAPGVS 

TITADE1RKNPVARDVSKIIRTM 

PGVN1 TGNST^GORGNNROIDI 

RGMGPENTLIL/IDGKPVSSRNS 

VRQGYRLECGDG 


15834 


46202 


B 


15925 


1 


1352 





OAOft 
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si:q id 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


15835 


46203 


A 


15926 


31 


546 


CYCILFVSFPSNRPLCCRSAGVC 

QRYTPDPFCLGITSRGCRRAKIT 

ACSFLWKLHPRGALARCQPELS 

C WRCLSTNLLEG VSPSGGTG VR 

DPYEEAVCPLAELKCCAGRSA 

VLFRAGRQGRLSLLKLFPQLPF 

SPCVLCLSKLVPVSPNSTRTSKL 

LSIPYSRGPALLEVLS 


15836 


46204 


A 


15927 


2 


479 




15837 


46205 


A 


15928 


1082 


1386 


ADPFQEREAEKYANPIPSREFIL 
EHLTKREKPASRDELAVELHIE 

GEEQLEGLRR/RQCYALPERLD 
LVKGTVIGHRDGYGFLRVEGR 
KDDL Y LS\SEQM KTC 


15838 


46206 


A 


15929 


3 


401 




15839 


46207 


B 


15930 


1 


3675 




15840 


46208 


A 


15931 


1749 


1941 


SQIPTSEAQVMSNLMGTNGVLR 

PARAYRNEAVLS*ALVSAMYS 

QTFRNASFGVPQMFSTTSGV 


15841 


46209 


A 


15932 


5 


1465 


KRSTTAQIRW1SPLTSLKPRSKR 

QSKSCATKPKKWYVAAPCCWC 

SPTG1SLKTRLPVPAPMAVGA1Q 

TRLVDQSLRCDANIIVETASAR 

DPH H FA VLLG FG ATA I YP Y LAY 

ETLGRLVDTHAIAKDYRTVML 

NYRNG1NKGLYK1MSKMGISTI 

ASYRCSKLFEAVGLHDDVVGL 

CFQGAVSRIGGASFEDFQQDLL 

NLSKRA W WRCRLS ATIGCCDC 

TRGYLGGAR1TGQISSITVWGVI 

I PV VGLCIIG WF WFSPTLYVDS 

WN PHH APFFSA VGSSI AMTL W 

AFLGLESACANTDVVENPERN 

VPIAVLGGTLGAAVIYIVSTNV1 

AGIVPNMELANSTAPFGLAFAQ 

MFTPEVGKVIMANLMEMSCAGS 

ILGGKFTIAQVFKSSSDEGYFLT 

IFSRVTKVDAPVQGMLTIVIIQS 

ELA LMT1SPSLNSQLKEM VNLA 

\/\/T"MIIDVIl Q\A A A 1 \/I I/^il/" \/ A XI 

V V 1 INllr YILoIVIAALVIlV^iS. VAN 

VPPSKAKVANFVAFVGARNSF 


15842 


46210 


A 


15933 


1 


3666 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


15843 


46211 


A 


15934 


979 


1626 


FSATITPPFIALQRVRFHPLDAL 

LLFViSLWLQLGLPDELSRFTPF 

CLALP1IALAWHYGWQGALIAT 

LMNAIALIASQTGLLLGAGIQR 

LRELNQSLQKELARNQHLAERL 

LETEESVRRDVARELHDDIGQT 

ITAIRTQAG1VQRPGAGHPLTDA 

Pur; A /■"•!> A D VrriDCD KA A KID tic 

VfvXKV VfcHKCr VL/r 1 r 1 NDLKi 
AVNVDRRAVRGVFIAAS 


15844 


46212 


C 


15935 


1 


666 




15845 


46213 


A 


15936 


1 


1137 


MGKFGHTEIGEVDVRDWSDAL 

QAKELQKLPGHSRKLEDPPTSL 

FMLLNPH SDQFSSN A HHHLH A 

TAIDDDYTDPTKSTYALGLNWS 

NSILGGFNISGYKTYSYDGDND 

SSNLN1NWNKAFKHATVSVNW 

QHQLSASENNEDDGDLFYVNIS 

IPFGRSNTATLYTRHDDHKTHY 

GTGVMGVVSDEMSYYVNAER 

DHDEPTLPAQNKAQEVLLDVV 

LDEAKIGVASMLGSRVRVKTW 

SWFADDKQEIRQGGFAGWLTD 

GTPLWVTGSGTSKTVLTRYAT 

VLNRVLPVPTQVASGQCVEVE 

LFARYPLKKITAEKSTTAVNPG 

VLNuRYKV 1 r J NONHI 1 r VbriO 

ETTLLSEKGKLKLQSHLDREEY 
VARVLDREAK\STPP 


15846 


46214 


A 


15937 


323 


695 


FTGPRRSLEIEVAELKQRLDSLL 
AIGAGGSVCWTLQGAWSPTRA 
ICAGELKTQLATAASLR/MDKH 

D CKTC\//"2 DLirM VCTI 1 r\r\VT U\/ 
KolNo VOr rlJL/Lr I r 1 LLUU I LrlV 

\/rvr a f w/i cr.nvACi nr:riTi f t 

VUl AL W LOUUlVAoLUuu 1 I 

N DAGEMLFAEHHFSAGPL 


15847 


46215 


A 


15938 


1 


235 




15848 


46216 


A 


15939 


98 


593 


MSKVRLMRNLSPAPPNAVAK.G 
ESK.PGIMSGWVF*AEWAYLITG 
♦AKKKVYGSS/ARIHLRALRYY 
SNWRQYFAGYTFGRQYWQSPE 

DDHLPLLREFLARHEYMQKYL 

i r.Tccr.iAr.nni <^ACrv^ivDccv 
L/O 1 DoOlvuccLOAoLAJlIvrfcfcV 

EWQTAAIEGKLDLLVTLDFRM 
SSTCLFSDIVLPTAT 


15849 


46217 


A 


15940 


367 


677 


LSSCLRATQSAPAVRNWKARFL 
RCTVVVWQKRSSTGRNMYLPV 

Ixx J 1 L*r\. L< IVl 1 W n V 1 VV L*OVJ /AOL/ 

RNWVHCCTRKKKVKCSSAVA* 
RKRNICPMKLHVSSTRK 
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SKQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
'-Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


15850 


46218 


A 


15941 


I 


921 


MEMSSLEFLHSICSHLKCHLLY 

YIASAYNYDWYTQPAKLSFISE 

GEIKYFTDKQMLRDFVTTRPAL 

KELLKEAV1MMERRNRWVDJGP 

GTELDCISQAYAQFVASTAECC 

GEG G I KA WD Y VRMG FLS RMG 

VLNNWLTRRRKLLWSARSRIH 

LRALRYYSNWRQYFAGYTFGR 

QYWQSPEDDHLPLLREFLARYE 

1> TYKA I A PDCC1 A II A CDPUHA 

KrJVI K K L AO K!>5> 1A 1 L A r ROH DQ 
RDYEFPSKSALN1N*LRWALAS 
VK. ¥ 1 1 ACATOVFPVSVTGARRF 


1 COC 1 

15851 


46219 


A 


15942 


53 1 


£.11 

oil 


OICA DI XI A CDDPiTC A I VAI 1 \/T> 

blr AKLNAoKKC* IbALYALLVR 
LPHQITAKGIL 


15852 


46220 


B 


15943 


120 


881 




15853 


46221 


A 


15944 


1 


1583 


MADRVDSKCSRSRPGAVAHNY 

NPSTLGGRGGR1TFWLLSANPSI 

NRGTLEKESRTVAQRLSVLHGI 

NAPEFFDKAVFSSLVLTLRDEG 

YISDSGD A EPA ETMK V YQLLAE 

LITSDLMIFNISATVLYITAFIAC 

SAAVDLTSLRGTRPYNQRAAA 

SKEIEDLKKKLTEGEEISGCDVS 

GSDGDDNEEG KIGEDEEKRNT 

GGN K VFPERT V ETP ATA DA ER 

KALETKLDVEEETRLQLNSRNR 

KKDLKTRQEHQSLPEKFSGLQK 

NVLLEAVIDPALIAQLRQAYEE 

AIARIAQAPAKSVWQPEEYEEA 

EHE1LLAFRALLASDSERFLPSA 

WQRFIQQLNYCSMEE1DELRWS 

LCT1AMNTAHLSFECVVLLAER 

LRWLQEENTGEIDEEELESFLY 

AIAKGNVFNFQTILHLPVAVQN 

DTIDFYQMFARJWLPGAPGAYC 

DGLHTSKRTTCTTSTHQRQRKD 

TPPAI NPHTATPTPPWTWI fiAP 
1 rrnLlirn 1 n 1 \* 1 rrn 1 W LtVJnt 

PPASMRSGPHNAPTPPFTGSTPR 
HTHDHTNITNANIPHNVNSN 
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SEQID 
NO: 


SEQID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, ^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


15854 


46222 


A 


15945 


I 


1228 


MGVLNNWLSEEESLWIQSRIHL 

RALRYYSNWRQYFAGYTFGRQ 

YWQSPEDDHLPLLREFLARYER 

PMKNCWKILDIEETTDVDIIRRA 

YLALLPSFHPETDPQDFKQLRQ 

AYEEALRIUQSPAKSVWQPEE 

YEVAEHEILALAYRALLASDSER 

FLPSAWQRFIQQLNYCSMEEID 

ELRWSLCTIAMNTAHLSFECVV 

LLAERLRWLQEENTGEIDEEEL 

GSFLYAIAKGNVFNFQTILHLPV 

ARRPDICTQHNDQSRCEGYQ1L 

SDKRGHQHGGGITALYQCGNA 

DPRAKGERLFFDAPA KDSTQTR 

AEDAHYAGSNNMSPPDQQGDG 

RKQIWESVRVHTPVRCQQRSLP 

V 1 5>YLNOOblrNLICjLICK I KKIA 

ARWVKSHRNRA RSFECLKRH R 

F V V A FN RRKPGL V 


15855 


46223 


A 


15946 


71 


323 


A AG A V VS AM PKA KG KTRRQK 
r O Y 5 V N KKJ<LN KN A KKRA A\R 
GSNDLEAEASLPEKJCGNTLSRD 
LIDYVRYMVENHGEDYKVSGS 


15856 


46224 


A 


15947 


48 


627 


AAGAVVSAMPKAKGKTRRQK\ 

FGYSVNRKR\MSRNAKRKAAR\ 

GLECSHIRHAWDHAKSVRQNL 

AEMGLAWDPNRAWPSRKRKV 

KAME\VDIEEEA*KNLYRKPYV 

LNDLEAEASLSEKKGNTL\SRD 

LHLTMYRYMV\ENHGE\DYKAI 

A\D r\\ ET VX[ AHTDf r\\\ D C\ 1/ IXI 

A\KD\bK.N Y YxV^U 1 rls.yi\Ko\K.lN 
VYKRFYPAEWQDFLDSLQKRK 
MEVE 


15857 


46225 


A 


15948 


796 


1301 


LTKKDYISPNARKAFVQRLPER 
NLLTRGLKRQRQPCLSCWCGG 
QARMPKAKG\KTRRQKFGYSV 
NRKRLNRNARRKAAPRJE/CVR 
GLGFRV A VGLGRDG PRDDGSA 

Kj4CI ca/^ccuidu awhlj a i/cwd 
MbLr AUbbHIKHA WUrfARoVK 

QNLAEMGLAVDPNMAVPLRK 
RKVLTWQGLGPCLLYSSPAILT 


1 COCO 

15555 


4oz^o 


A 

A 


I5y4y 


C 1 o 
5 \L 


£*7C 


M^Dr UrroAA r or ou IV1 rvrO rou 

vOOnivyyDL/rrL/unnnrruriUL 

RPGRLQELLV 


15859 


46227 


B 


15950 


1 


717 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15860 


46228 


A 


15951 


587 


1387 


RARSRJLGNPLRPLAPAPSMDV 

GVQRAVFRPIRCRKAQPVPGSV 

ANRRRLRQHTRPDPLGTNRSEP 

GWWDRSWSPDQARSGQSCVA 

KIKNKNHMIISTDSEKAFDKIQH 

RFMIKTLSKISIQGTHRKIIKAIC 

DKLTANIILNGEKLKAFPLRTE 

MRQGCPRLSLLFNIVLEVLAKA 

1RQEKEIKD1QIAKEEVRLSLFA 

DDMIVYLENPKDSFRKLLELIK 

EFSKVSGYKIKNQYCENDHTA 

VSGVGSFQWICGLADVKNEAA 


1 586 1 


46229 


A 


15952 


3 


3201 


SERGFRAGDLRYPTHFLSTNSV. 

LASVTASLKEHPRGTLLSDGSP 

ALSRNVGMTVSQKGGPQPTPSP 

AGPGTQLGPITGEMDEADSAFL 

KFKQTADDSLSLTSPNTESIFVE 

DPYTASLRSEIESDGHEFEAES 

WSLAVDAAYAKKQKREVVKR 

QDVLYELMQTEVHHVRTLKIM 

LKVYSRALQEVL\QF1STAIGRL 

FPCADDLLETHSHFLARLKERR 

QESLEEGSDRNYVIQKIGDLLV 

QQFSGENGDRL1EK 


15862 


46230 


B 


15953 


83 


1969 




15863 


46231 


A 


15954 


1 


444 


SSESAVEFSEPASGSSPSWELGS 

EGAIRDKKTSLGAHVGLSALGR 

ALENTIAFQGKETDVQKSYDSP 

QGDCL\QDVKGKRPTLE*PSLE 

N PETRRFLDAS Y A WRESCLS W 

HHHTAHDIFAGKPVDPLPGSTR 

GQDSAVCSQGQFLIVR 


15864 


46232 


A 


15955 


2 


236 


SEGAKRDKKTSLGAHVVLSAL 
GRALEKTIAFQGSS/APSKGRKL 
RSRKVMTRPKGIAWQDVKGKR 
PTLE*PSLENPEVR 


15865 


46233 


A 


15956 


1 


459 


KKVGNYYTTPIYRFRMKCHLC 
VN Y I EMQTD P ANCD Y V 1 V SG A 
QRKEERWDMADNEQVLTTGE 
RHPLTCLGAL/DPESALGPPKPS 
RALIVAEHEKKQKLETDAMFR 
LEHG EADRSTLKKAL A HTVDH I 
QEAQSAWKDDFALNSMLRRRF 
REKKKA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
io USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of lasl 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possib1e nucleotide insertion) 


15866 


46234 


A 


15957 


564 


1189 


AAPKMGERKGVNKYYPPDFNP 

EEAWLSSTDYHMSHPFRERASG 

SCSQG INLIIRFEMPYN 1 WCEG\C 

RTNFGMGVRYNAEKKKVGNY 

YTTPIYRFRMKCHLCVNYIEMQ 

TDPANXFDYVIVSGAQRKEERL 

GHWRTMNRLLTHRGIEEEAEA 

WKTDAMFRAGTMGRPTAAHF 

KKALPKLEPHSGRPRAPWKDD 

F A LN SM L RRRFRV PSKP 


15867 


46235 


A 


15958 


2 


1047 


FVDGKLHGRGSTDDIGPVAGWI 

NALEAYQKTGQETPVNVRFCL 

EGMEESGSEGLDELJFARKDTF 

FKJDVDCVCISDNYWLGKKKPCI 

TYGLRGICYFFIEVECSNKDLHS 

GVYGGSVHEAMTDLILLMGSL 

V DKRGN 1 LI PG INE A V A A VTEE E 

H KLYDDI DFDIKEFAKD VG AQ1 

LLHSHKKD1 LMHR WRYPSLSLH 

G I EG AFSGSG AKTVIPRKV VGK 

FS1RLVPNMTPEVVGEQVTSYL 

TKKFAELRSPNEFKVYMGHGG 

KPWVSDFSHPVHYLAGRRAMK 

TVFGVEPDLTREGGSIPVTLTFQ 

EATGKNVMLLPVGSADDGAHS 

QNEKLNRYNYIEGTKMLAAYL 


15868 


46236 


A 


15959 


163 


1388 


RLVERWRPSGTLFKYIDENQDR 

YIKKLAKWVAIQSVSAWPEKR 

GEIRRMMEVAAADVKQLGGSV 

ELVDIGKQKLPDGSEIPLPPILL\ 

GRLGSDPQMKTVCIYGHLDVQ 

PA A LEDG WDSEPFTL VERDGLT 

WCSSCRGPYCRGSS/DRLSWKL 

PSVMWGDSREPHLARLD\HPSG 

LEPQRPGSTWGGGDDRRGGRA 

LSRQLPYAGYAAAQCKGEVRP 

QVSSSRLVVECSNKDLHSGVY 

GGSVHEAMTDLILLMEEHKLY 

DDIDFDIEEFAKDVGAQILLHSH 

KSHLHLDLLPVVVRLLGQALFH 

TAHFPDN I PSSSKDI LMHR WRY 

PSLS LHG IEG AFSG SG A KTV 1 PR 

K.VVOK.rolKLVrNMI PcVVVjcv; 

ACG AGTRESMSSLG YPSRA ED 

DSGLSALPSQPQPFILYAT 



wo 
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SEQ ID 
NO: 


SEQ ID NO: 

of ivnttrlp' 

sequence 


Met 
hod 


SEQ ID NO: 
in IISSN 
09/540,217 


Nucleotide 

luLaiiuii v* in si 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide .sequence 


Amino acid sequence ( X=Unknown, 

oiup cuuun, /— possiuie nucleotide 
deletion, \=possible nucleotide insertion) 


15869 


46237 


A 


15960 


3 


433 


FETLFSQ VQLFISTCNG EH 1 R Y A 

TDTF AG LC I QLTN ALVERKQPL 

RGIGILKQAIDKMQMNTNQLTS 

I HADLCQA ITTPAM A V\SH 1 M LE 

SYKXYILVSLILLGKVQQLPKY 

TSP/QLVGRFI\KPLSNA\YHELR 

HKLY\STNNPC 


15870 


46238 


A 


15961 


46 


1481 


TSG SD V A A REDLR W I AAA PPPR 

AAAFSRACCLRRSGRPGENMA 

SALEQFVNSVRLLLSQ\GCSCFP 

GQMTQLCELJNMSGELLAKNLS 

HL\DTVLGAL\DVQEHSLGVLA 

VLFVKFSMPSVPDFETLFSQVQ 

LFISTCNGEHiRYATDTWQETV 

LLKSMVLVLVVIYYQPLRGIGIL 

KQAIDKMQMNTNQLTSIHADL 

CQLCLLAKCFKAALPYLDGDM 

MDICKENGAYDAKHFLCYYYY 

GGMIYTVGLKNF\ERALYFYG\Q 

AITTP\A\MAVRHIIVW/ESYKKY 

ILVSLILLG\KVQQLPKIFHLKLV 

G*IPLSLLSNAYHELAQVYSTN 

NPSELRNLVNKHSETFTRDNN 

MGLVKQCLSSLYKKNIQRLTKT 

FLTLSLQDMASRVQLSGPQEAE 

KYVLHMIEDGEIFASINQKDGM 

VSFHDNPEKYNNPAMLHNIDQ 

EMLKCIELDERLKAMDQEITVN 

PQFVQKSMGSQEDDSGN KPSS 


15871 


46239 


B 


15962 


1 


3411 




15872 


46240 


A 


15963 


689 


925 




15873 

• 


46241 


A 


15964 


1 


244 


GSAPQSCASPAPVSRSAAPGTA 
EAAEPWAIVPGVEQKNYYVCV 
PLGLIGNCTVTSSG!\SLDCADW 
CLKWKSILMESLEVP 


15874 


46242 


A 


15965 


469 


604 




15875 


46243 


A 


15966 


286 


433 




15876 


46244 


A 


15967 


4356 


4643 


DCPLA RNKSKPQTVCLKA RQTF 

QAINFSRALRITGYLTSFPSLSRS 

TLPSSAGDFRASAWA*SGPTV* 

TLTSVPSVGINSSYIYEPVFRTLL 

SGE 


15877 


46245 


B 


15968 


1 


1472 





WO 01/075067 PCT/US01/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


15878 


46246 


A 


15969 


918 


1619 


KTH VLS WGSPKSTWKAG WLQ 

KQKTTQEKKAESKAPIEEEPAG 

AGLNKDKETEERSDGERVAEV 

APEERENVAVAKLQESQPGNA 

VSCSGGRRKEDEREDWGKRTQ 

RTH PPAA AQAPGQCPPG STE VG 

AGGG LR WTPSPG RQPAG V A AD 

MGITVLTVPLQRCLQNSWAKE 

PVLVVSFVIGSLTVILPPLSPYTK 

YS1MINEATPYNYPVPVHDDGN 

M/PDMCSHPQGPQGPSLEWL 


15879 


46247 


B 


15970 


183 


459 




15880 


46248 


A 


15971 


864 


1197 


GSFRLGHGR1PPFHLRGMKESL 

GPDFGDPCPVCPLNSGPG PP\G V 

SAGGAGAGCGGMGRRDAWVP 

TGPVAESPGGHLAPISPGRQGA 

PWGGPCGQLGAGTLGQAVCG 

MTQDP 


15881 


46249 


A 


15972 


1 


441 




15882 


46250 


A 


15973 


3 


182 




15883 


46251 


A 


15974 


23 


475 


PLEKGRQFYPQYEDQITIFTDYL 

EEYPDTDELVWILWKQHLLKT 

EKSKLLSDISARLWFTYRRKFSP 

/1LGGTGPSSDAG\WGCMLRCG 

QMMLA\QAL\ICRHLGRDWSW 

EKQIEQPQEYQRILQCFLNRKD 

CCYS1HQMAQMGVGEGKSIGE 


15884 


46252 


A 


15975 


224 


418 




15885 


46253 


A 


15976 


743 


1220 


WCWGHRVRLVLAAGPSSRGVL 

LLLVVLPSWASFLVRVCAWVG 

VLGDDGVLGGFLLWLGVVGRP 

LAVLRADLAVCVGVVCACVPF 

VVLPICAALVRVGCSLVEAALG 

\LGARPLKTFFAWVPLTKGGV 

VAGSMLVF VPAVGEFV 1 PELLG 

GPDSIVIGRV 


15886 


46254 


A 


15977 


3 


3492 


RKHKVG1LYCKPGQSSEEEMSN 

NEEAGPAFEKFLSLIGEKVCLK 

GFTKYAAQLDVKTDSTGTHSL 

YTMYQDYEIMFHVSTLLPYTPN 

NRQQLLRKRHIGND1VTIIFQEP 

GALPFTPKNIRSHFQHVFIIVRV 

HMPCTDNVCYSMAVTRSKDAP 

PFGPPIPSGTTFRKSDVFR\DFLL 

AKV1*RLRMAAEQVPTSFTPWA 

TRTRQEYLKDLAENCVSNTP1 D 

OTV'l/T'Vl 1 IOI TC ISIS IS ClSTlS A D A 

S 1 OKrNLloL I bKJvKbK 1 KAKA 
GAEQHSAGAIA 


15887 


46255 


B 


15978 


402 


2884 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 

U IU I 

noo 


SEQ ID NO: 
in Uoont 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 

j»n#fen»i fi\w fact *km!n/i aptfl 

of peptide sequence 


Amino acid sequence ( X=Unknown, 
* = Stop codon, / s possibte nucleotide 
deletion, \=possible nucleotide insertion) 


15888 


46256 


A 


15979 


294 


1721 


AVRPGRHDPSAGLRSAAAASQ* 

VRGHPGGLCA*GSIQGPGASAA 

EGPPAHSRAA*SKGGAELRTR* 

AGGRRPAGPHAQRP*LP*GPRV 

PLRPPSGTFLLP/PPACTPITSRPS 

*KSCSRASTPPTWSS*IPASGTSP 

G M VRTPGEA\PGEPGEP V P VPG 

PGAARVLPPGVE/PRPCLWARK 

SPGVFFRPSSGGRRPPS'KTKWS 

KPTSTAPPR\P*T*LRCTGLAFPL 

PPREGEPALGRGALEWTCAPLP 

LPAAAGPRGRRLGCGAAPPPPR 

GRVDQEEK\PGPRVEGPPQANR 

NHPALPLSPPLPSPT/*PPPAWVP 

TPALAAAPAPVPTASSSHSPSPG 

NAPVPTGSPRCLFFLRPYFPVGS 

ILLPFRCPLISPCRFLRRRQFYG 

WSSAAYALLPHTPLSAACPSGP 

TTALHGQPQSSCSCCQEATFTV 

KSGVVQSGRPSLRQFYVHDFCK 

IQPQQLLVSHATTKATTDRYST 

ASCVAR 


15889 


46257 


B 


15980 


35 


314 




15890 


46258 


A 


15981 


1 


197 




15891 


46259 


A 


15982 


3 


3889 




15892 


46260 


B 


15983 


172 


287 




15893 


46261 


A 


15984 


8 


166 




15894 


46262 


A 


15985 


250 


1095 




15895 


46263 


A 


15986 


366 


870 


NHSLAKKGTAHGLGMEKCCGR 

SPFFSFFPSWIAKPTLRSSSSWPH 

SSSSPSMSSPLQRAVGDT\KRAL 

SASSSSSASLPFDDRDSNHPSEA 

CTTPGGGWEVADGNTDSLLAD 

EGSDFEDSFNRNVKKKAAKRPP 

KTTPV/AKQPKKGSRVVHRHSR 

KQSEPPANDLFNAV 


15896 


46264 


A 


15987 


30 


229 


ALETNIGSSYNYGSEDQAEFLC 
VVSKELHSTPNGLSSESSRKTK\ 
CYKPEAPGCEAPDHLQGLGVPI 


15897 


46265 


C 


15988 


1 


930 




15898 


46266 


A 


15989 


1 


609 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 

" ,U P wuuiij t |fUo>IUIC HUCICvtlUv 

deletion, \=possible nucleotide insertion) 


15899 


46267 


A 


15990 


1 


875 


MRMEAGEAAPPAGAGGRAAG 

G WG K W~ VKLN VGGT VFLTTRQ 

TLCREQKSFLSRLCQGEELQSD 

RDETGAYLIDRDPTYFGPILNFL 

RHG KL V LDKDM A EEG V LEEAE 

FYNIGPLIRIIKDRMEEKDYTVT 

QWPPKH VYRVLXQCQEEELTQ 

MVSTMSDGWRFEQLVNIGSSY 

NYGSEDQAEFLCVVSKELHSTP 

NGLSSESSRKTKSTEEQLEEQQ 

QQEEEVEEVEVEQVQVEADAQ 

EKGSRPH PLRPEAELA VRASPR 

PLARPQSCHPCCYKPEEPGCEA 

PDHLQGLGVPI 


15900 


46268 


A 


15991 


1 


2448 


MRRGETRSRRPPQCWAFAHVV 

SRSSRRGEFFSFDRWKKHRSEV 

RESAQVPTTKREPVLFQHKIN1K 

IVIALVDILFALGLGNLVCVSPV 

QLFS VQTDSRATG DQRLPS WT 

AQRYGTRTLGPDG FTERCPYGP 

SPESLLCSALPWLRDLGMPVAE 

APQVAGGQGDGGDGEEAEPEG 

MFKACEDSKRKARGYLRLVPL 

FVLLALLVLASAGLEMLSDPGS 

RSYGSGLLPAWAKCPKAPHQR 

SLIPPDYAPGVTMHPPPQERCSM 

GLRTQGTLGRHRVLSAQQVAF 

SVSLLMAKIAFAKQKSDDHPDF 

KLFMVTLVHRPNRLSARVLTM 

VPVLPAPCPMLLPLLEGYKAEV 

MVSQVYSGSLRVLNRHFSQDL 

TRRESSAFRSETAKAQKMLKEL 

ITSTRLGTYYNSSSVYSFGEGPL 

TCFFWFILQIPEHRRLMLSPEW 

QALLVEELLSTVNSSAAVPYRA 

E YE V DPEGLVILGQ YCE WKPPG 

RRMQTPRPAMRMEAGEAAPPA 

GAGGRAAGGWGKWVRLNVG 

GTVFLTTRQTLCREQKSFLSRL 

CQG EELQSDRDETG AYLI DRDP 

TYFGPILNFLRHGKLVLDKDMA 

EEGSQVWTVTSGGWGDRNAV 

LTGMGRALSLFLWLIQYLKFCL 

VRAWVLEEAEFYNIGPLIRIIKD 

RMEEKDYTVTQVPPKHVYRVL 

QCQEEELTQMVSTMSDGWRFE 
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SEQ ID 

NO: 


SEQ II) NO: 

of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of firvt 

IVMlllvll VI III .J » 

codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 

*— StOD cotton A=nocciHlp mirlpntiH«» 

deletion, \= possible nucleotide insertion) 


15901 


46269 


A 


15992 


1 


573 


M PG LLS RPR RG S L RA RPCGGG E 

ALPEHVAIDVCPGPIRPIQQISG 

YFPHFPRDLPHDAPARPATASA 

GRRRPSDGARDHDKDGDHLFG 

SLTIQHRPW/PAPSPDFPFTPFAV 

LYPGVLKPMDrTNGLADPCVKL 

HLRPGARKVPEACQLAPDLQD 

SSCLTAITKAHDVLTVFLPAAL 

KIQGNKYLTFIECQKLF 


15902 


46270 


A 


15993 


500 


2022 


WTREKEPPGVETHGKASRTTL 

GLSLWCCLHLSEIQSSFISDCAR 

PRCSGRLPGSGPMLLATPHVLA 

TVVASSCSKQLWWLPPKVATD 

QQQMKLKGLF1AGAPPGSPR/G 

VQPHLQPIRNMSVSRTMEDSCE 

LDLVYVTER1IAVSFPSTANEEN 

FRSNLREVAQMLKSKHGGNYL 

LFNLSERRPDITKLHAKVLEFG 

WPDLHTPALEKICSICKAMDTW 

LN ADPHM V V V LHNKGN RG RIG 

VVIAAYMHYSNISASADQALD 

RFAMKRFYEDKIVPIGQPSQRR 

YVHYFSGLLSGSIKMNNKPLFL 

HHV1MHGIPNFESKGGCRPFLRI 

YQ A MQP V YTSG 1 YN I PG DSQTS 

VCITIEPGLLLKGDILNSEILFGV 

DELSLTGFGLKCYHKKFRSPAR 

DVIFRVQFHTCA1HDLGVVFGK 

EDLDDAFKDDRFPEYGKVEFVF 

SYGPEKIQGMEHLENGPSVSVD 

YNTSDPLIRWDSYDNFSGHRDD 

GMEGAQHPQIGQDTPPGPSDPP 


15903 


46271 


A 


15994 


171 


720 


LSGSSAGKVAAPCVPPSNHELV 

PITTENAPKNVLDKGERPSRGG 

NTRKSLEYTTASTGSPR/GVQPH 

LQPIINMNVSRTMEDSCELGPV 

YRTERN I A VSFPSTAN E EN FRSN 

LREVAQMLKSKHGGNYLQRN 

VSL/RRLSPSLRHPGPWPPSQEP 

GMCQGEPGPPATLWPMPCGPT 

VLESPGGPGP 


15904 


46272 


B 


15995 


145 


972 
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SEQ ID 


SEQ ID NO: 

of peptide 
sequence 


Met 

11 UU 


SEQ ID NO: 

in II<*SN 
in uoon 

09/540,217 


Nucleotide 

ir%r-f\ tiAn nf ft tret 

location ui iirsi 
codon for peptide 
sequence 


Nucleotide location of last 

rmlnn f/ir* Inct itminn Af iri 

of peptide sequence 


Amino acid sequence ( X=Unknown, 
oiup imiuUf /~|xjsiiuic nucieoiioc 
deletion, \=possible oucleotide insertion) 


15905 


46273 


A 


15996 


2 


1096 


WPVLTAAGCWLQDPAGHRGG 

RAGGAGRAVLFQLQAGRAELR 

GLRARGWARSWAPAPGCQRTG 

RDAAAAGRRAGRAGALLGFTC 

LLLAALCGHLGPSWRGGLAPG 

G E Wl WLRASETRG PSGPRP A LM 

GSQKIRNITRTRHGPLHWLHSG 

CTTATPFCLTRSCSDAACSLKG 

LPCLCPCGLSVLIRVRLELRRHQ 

RAGHTIPRIFQAVVQRQPERLA 

LVDAGTGECWTFAQLDAYSNA 

VANLFRQLGFAPGDVVAIFL/E 

G RPEFVGL WLGLAKAG/MEA A 

LLNVNLRREPLAF/CLGTSGAK 

ALIFGGEMVRAPPPNAQAPPLT 

PVSPADRLFYIYTSGTTGLPKA 

AIVVHSSARPSCPSSRTLRAAHR 


15906 


46274 


A 


15997 


397 


597 


SIKSPEIHSPSTRIRMGCSSLPTE 
EAHAEGVIELSRIKCVEIVKSD/ 
DRIPCHYKYPFQVSPSGGSSP 


15907 


46275 


A 


15998 


1922 


3886 


EGDNKLRPRJRRKLFPLVVLRG 

DAQGAPPFKNWIMNNFILLEEQ 

LIKKSQQKRRTSPSNFKVRFFVL 

TKASLAYFEDRHGKKRTNRKGS 

IELSRIKCVEIVKSDISIPCHYKY 

PFQVVHDNYLLYVFAPDRESR 

QRWVLALKEETRNNNSLVPKY 

HPNFWMDGKWRCCSQLEKLA 

TGCAQYDPTKNASKKPLPPTPE 

DNRRPLWEPEETVVIALYDYQT 

NDPQELALRRNEEYCLLDSSEI 

H WWRVQDRNGH EG Y VPSS YL 

VEKSPNNLETYEWYNKSISRDK 

AEKLLLDTGKEGAFMVRDSRT 

AGTYTVSVFTKAVVSENNPCIK 

HYHIKETNDNPKRYYVAEKYV 

FDSIPLLINYHQHNGGGLVTRL 

RYPVCFGRQKAPVTAGLRYGK 

WV1DPSELTFVQE1GSGQFGLV 

HLGYWLNKDKVAIKTIREGAM 

SEEDFIEEAEVMMKLSHPKLVQ 

LYGVCLEQAPICLVFEFMEHGC 

LSDYLRTQRGLFAAETLLGMCL 

DVCEGMAYLEEACVIHRDLAA 

RNCLVGENQV1KVSDFGMTRF 

VLDDQYTSSTGTKFPVKWASPE 

VFSFSRYSSKSDV WSFG VLM W 

EVFSEGKIPYENRSNSEVVEDIS 

TGFRLYKPRLASTHVYQIMNHC 

WKERPEDRPAFSRLLRQLAEIA 


15908 


46276 


B 


15999 


58 


1526 





WO 01/075067 



PCT/US01/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


15909 


46277 


A 


16000 


3 


378 


GASPDLGGRVLGAGASAESPR 

GRPFGPSPLGGPPVPGCQCAAP 

SLRDPWGLWAPVLQMTGSYEF 

KLNQPPEDGISSVKLSPHTLPSP 

GLSPSWETVSVRLYDVVPGNFM 

AVKYQVHTGARPGNGPF 


15910 


46278 


B 


16001 


83 


2851 




15911 


46279 


A 


16002 


296 


1186 


AENHPGPVLVVEGKMTAPERM 

KHESNYLRGTIAEVNLNDGLTG 

GFKGANFLLIRFHGMYQQDDR 

DI R A ERAEQKLEPRH AM LLRCR 

LPGGV1TTKQWQAIDKFAGENT 

IYGSIRLTNRQTFQFHGILKKNV 

KPVHQMLHSVGLDALATAND 

M N RN V LCTSNP Y ESQLH AE A Y 

EWAKKISKQLLPRTRAYAEIWL 

DQEKVATTDEEPILGQTYLPRK 

FKTTVVIPPQNDIDLHANDMNF 

VAIAENGKLVGFNLLVGGGLSI 

EHGNKKTYARTASEFGYLPLEH 

TL A V A E A WTTQRD WG 


15912 


46280 


A 


16003 


225 


386 


GLCIPVVRSPCQLWGQKGPCM 

LRDEGRVFT*LSTKKNCPGNMR 

RKYETVDCRR 


15913 


46281 


A 


16004 


386 


739 


PLLIHWRFATIEEADDHRLAAG 
ARTFQ/PLCGPPQAQAVWR*AQ 
♦FQFADRFPASRWRRASSGRRF 
SRSGRARRCQSVAKRRRQ1HEC 
GRSTPDCRCRMRQQYRCCRDA 
RRYQNRAPRR 


15914 


46282 


B 


16005 


10 


1468 




15915 


46283 


A 


16006 


3 


1267 


GRSRR**PPSAVPHD\PAVQRER 

DTQSLSVII*MQIYNFSNTTHLT 

NHNTFLTFHKTFTAETFQHIGP 

QPTTDTPYHTAEAYCCQLVKLI 

RRQALRRCWQGAAILKCNSKP 

TNHCTS 



2052 



WO 01/075067 PCT/US01/08631 



SEQID 
NO: 


SEQ 10 NO: 
or pcptidf 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location or first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-llnknotvn, 
*=Sto[> codon, /^possible nucleotide 
deletion, \— possible nucleotide insertion) 


15916 


46284 


A 


16007 


1 


1673 


MTPICTVFRALSRLPDLWHRS1 

GTLTEALPQTDKRQEQ1AVALT 

SYSGLYGLGYGSKEIQLTYSGT 

ESGIWPFPYSPNATHKGCGRHR 

FACPIAPHFLVIEPQSALGSCPSP 

VEVDPGGCVFGAIRLLVLRDAP 

SFSRLLNTLASGESLQGGPGFV 

GVSKVYAFLVVRNPTGTPMFT 

GTFE1 PK WPTFP1 PP VFG RLG SF 

VLQLQGPRSPGQCEYDRELVSG 

SRSVSSCLLVLGTLHLLSYKDA 

GVDIDAGNALVGR1KGVVKJCT 

RRPEVMGGLGGFGALCALPQK 

YREPVLVSGTDGVGTRRRLAL 

VLKRFVFIGIDLVAMCGNDLVV 

QGAEPLFFLDYYATGKLDVDT 

ASAMISGIAEEKSEILDGSKVSD 

GDVLIALGSSGLHSNGYSLVRQ 

ILEVHRAAADDVLSDADAVSW 

RAPYQTSSGLRKKINQGAVSFV 

DLHLSEVAQMVNYGFFGDIDV 

AV1EASALAPDGRVWLTSGIRN 

APTWLLRAKKVIIELNHYHDPR 

VAELADIVIPGAASRRNNGSIFH 

AMDRLGNPHVQIDPEK\1VAVV\ 


15917 


46285 


A 


16008 


425 


595 




15918 


46286 


A 


16009 


315 


721 


QCFR A LG G H RRI A DRG ENIQ V 

WIEPGC/1NDLLKWLNALDEKY 

RSRLVWARSSKNSLCASEANW 

L EMNN RLSKG DLPC I RPI LIIML1 

R*TCSYGFTALR*TQNAAGGGD 

SLAGGIGIFTLVFFTLPAYA1RW 

LPR 


15919 


46287 


B 


16010 


652 


858 




15920 


46288 


A 


16011 


238 


2526 




15921 


46289 


A 


16012 


21 


522 


1 PCCRSTRKTSG AGLSITSEQRR 

AAVSRISVTSSLLASAG/VRYRQ 

HHARDRVRERPVDKL/PR**TPC 

SARLSLYGPSR*WW/MARVLIF 

VTLPVRSRIVTVSPMRJGFSNR11 

RPEIKLAKISCKPKPRPTPSAAT 

SHCNFDHSIPIIEKPTSPPISISRY 

LVMVVMA 


15922 


46290 


A 


16013 


2 


527 





2053 



WO 01/075067 
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SEQID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


15923 


46291 


A 


16014 


1 


1734 


MVNGCDSTNASSYANVNGCDS 

TNASSYANGERCDSTNASSYA 

NGQRVRSTNASSYANGERVRL 

DNASSYAIGERVRLDERTSYAN 

GERVRLDERILLANGDRVRHHE 

R1LERKATFNNSGTTCCRAVYS 

RVSAMTAPDICAFTPHRQRCRLP 

DATLARLIRPQ1PAPSVGRIRRL 

RRIGNSANCLMRRLRVLSGHKF 

PHHPSMPNVSA1MGYRSFPFMAS 

YMTPFFGYLTAWSYCLCGCRAV 

GSLKSPPLALCPVLVPGDGAVD 

TRIDAVALVALANLAAVRLYA 

KSSSAAGIINFVVLTAALLAVT 

AACTVATYALRTGKNRQYRA 

MQSFRRSS1DNRVDTFFKGTGA 

LGISVTVIAVTCKSRLVYPIPVY 

TGLSLPQRPAVVKVNEGSMET 

KDLIVI/GAG1NGAGIAADAAGR 

G/LSVLMLEAQDLACATSS/ASS 

KLIHGGLRYLEHYESACEALAE 

REVLLK/MAPHIAFPMRFRLPH 

RP/HLRPAWM1R1AENIS/DFVEP 

KLCLPRMGTRESVLPGVCRNY 

HiO I II j V iO V Or V^tlVLyiVl/AlN I V r I\ 

H<5 A n Y R R R FVPMTnPf \C H A VFP 

v no n wk a n k f m a a 9 r <5 






A 


1601 S 


1 
i 


SRQS 

JO"J 




1 J7iJ 


46?<n 


A 
/» 


16016 




371 




15926 


46294 


A 


16017 


216 


411 




15927 


46295 


A 


16018 


2 


263 




15928 


46296 


A 


16019 


1 


2862 





2054 



WO 01/075067 
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SEQ ID 

NO: 


SEQ II> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknovvn, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


15929 


46297 


A 


16020 


1 


1567 


MKLNKAGFNVPESYSLLKMPP 

VGCLISALKKAEDRQEVILRLF 

NPAESATCDATVAFSREVISCSE 

TMMDEHITTEENQGSNLSGPFL 

RVRAGESIKFFNVLLADTPGLDI 

DTMDKDVAHDSRSIQLAMLRD 

DEILTHPVFNRYHSETEMMRY 

MHSLERKDLALNQAMIPLGSCT 

MKLNAAAEMIPITWPEFAELHP 

FCPPEQAEGYQQM1AQLADWL 

VKLTGYDAVCMQPNSGAQGE 

YAGLLAIRHYHESRNEGHRD1C 

LIPASAHGTNPASAHMAGMQS 

RKTAG1CC VHL WAGFGK V A 1 IG 

AGPAGLQASVTLTTQGYDVTIY 

EKEAHPGGWLRNGIPQFRLPQS 

VLDAEI AR1 EKMG VP\I KCTTEV 

G\NTLTLEQVKAENRAVLVTVG 

LSSGSGLPLFEHSDVEIAVDFLQ 

RARQAQGDISIPQSALIIGGGDV 

AMDVASTLKVLGCQAVTCVAR 

EELDEFPASEKEFTSARELGVSII 

DGFTPVAVEGNKVTFKHGDLR 

TAPFLGVADKRNKSAGNHP 


15930 


46298 


A 


16021 


62 


329 




15931 


46299 


B 


16022 


289 


334 




15932 


46300 


A 


16023 


1 


2991 




15933 


46301 


A 


16024 


418 


3156 




15934 


46302 


A 


16025 


1 


2169 





2055 



WO 01/075067 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


inUSSN 


location of first 


codon for last amino acid 


♦^Stop codon, /=*possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=pos$ible nucleotide insertion) 


15935 


46303 


A 


16026 


800 


2406 


SSRRMFPPAIRLLL1CLPARRWK 
S AL/G EEQLQNLQH ISQEMG ISP 
SLFSTQPLWQIAMVLQATQAQ 
KLGLRA E YG ID YQLLQA AKQQ 
HKPVIELEGAENQIAMLLQLPD 
KGLALLDDTLTHWHTNARLLQ 
yMIVloWWLttbuutRhRlrrVo 
KKJVIUK.KLLIA VrUUNH I AbL 1 b 
TEEYRKSQVHFCICDKRERSSG 














NYQSIQGCRSAAFFIPSNSTRTK 












RGESMYRMDKLTTGAAYGAS ^ 

AGS1LNGMLNAYSPEQWNAIG 

VLTTAAAGAEMNPTLRNKLVG 

AIVGGSGA1TIAAVMLGNADGL 

EGRRY Y A YQDV VG V WTVCDG 

HTGTDIRRGHRYTDKECDNLL 

KADLRKA1IYISGYSGTNG1RDS 

LLFSSLWLIPVFLFPKR1KIIAAVI 

GVAFSRFIASHLAVAFESDPEAE 

IRQLNSRRVELERALSNHENDN 

QQQR1QFEQAKEGVTALNRILP 

RLNLLADDSLADRVDEIRERLD 

bAQbAAKJ-VQQrGNQLAKJLEPI 

VSVLQSDPEQFEQLKEDYAYSQ 

QMQRDARQPGVCP 


15936 


46304 


A 


16027 


2336 


3105 


HGNA1ALIASQTWRDHPVDLLL 

SLLVQSLT/GRLRELNQSLQKEL 

ARNQHLAERLLETEESVRRDV 

ARELHDDIGQTITAIRTQAGIVQ 

RLAADNASVKQSGQLIEQLSLG 

VYDAVRRLLGRLRPRQLDDLT 

LEQAIRSLMREMELEGRGIVSH 

LEWR1DESALSENQRVTLFRVC 

QEGLNNIVKHADASAVTLQGW 

KlKl UtKL M L V I bUUO o(j L rru oU 

OOnFfil TTIMRFRVTAI HPiAFH 

V^vJ 1 VJ L< 1 \J IVUVL/Iv V l r\ L*\JVJ/\r li 

ISCLHGTRVSVSLAQRHV 


15937 


46305 


C 


16028 


1 


1374 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


15938 


46306 


A 


16029 


1298 


2896 


GAFTCCATAGGCMNIRRKNRL 

WIACAVLAGLALTIGLVLYALR 

SN 1 DLF YTPG El L YG K RETQQM 

PEVGQRLRVGGMVMPGSVQR 

DPNSLKVTFTIYDAEGSVDVSY 

EG1LPDLFREGQGVVVQGELEK 

GNHILAKEVLAKHDENYTPPEV 

EKAMEANHRRPARPSIMMPE1G 

NGLLCLALGIALLLSVYPLWGV 

ARGDARMMASSRLFAWLLFMS 

VAGAFLVLVNAFVVNDFTVTY 

VASNSNTQLPVWYRVAATWG 

AHEGSLLLWVLLMSGWTFAVA 

IFSQRJPLDIVARVLA1MGMVSV 

GFLLFILFTSNPFSRTLHLAYPN 

RCQPINWRGRHLVWYLLLFVIS 

LWLQLGLPDELSRFTPFCLALPI 

IALAWHYGWQGALIATLMNAI 

ALIASQTWRDHPVDLLLSLLVQ 

SLTGLLLGAGIQRLRELNQSLQ 

KEL A RNQHL AER VLETEQS VR 

RDVARELHYD1GQTITA1RTHA 

TilVORI AADNASVKOSGOI IFO 

LSLGVYDAVRPLLGRLRPAQLD 

DLTVLEQAIPLT 


15939 


46307 


A 


16030 


15 


277 


KIGQKAPLGEARGGERTVSRTA 
KNFGYFFMLSELEA/HRRG/WL 
KRV*PRMKLPPEALVETFlAOLF 
DAP^OIMPLTSPIILLIAIEMGS 


15940 


46308 


A 


16031 


1 


2916 




15941 


46309 


A 


16032 


1 


2862 




15942 


46310 


A 


16033 


1 


3099 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


15943 


46311 


A 


16034 


I 


1567 


MKLNKAGFNVPESYSLLKMPP 

VGCLISALKKAEDRQEVILRLF 

NPAESATCDATVAFSREVISCSE 

TMMDEHITTEENQGSNLSGPFL 

RVRAGESIKFFNVLLADTPGLD! 

DTMDKDVAHDSRS1QLAMLRD 

DEILTHPVFNRYHSETEMMRY 

MHSLERKDLALNQAMIPLGSCT 

MKLNAAAEMIPITWPEFAELHP 

FCPPEQAEGYQQMIAQLADWL 

VKLTGYE)AVCMQP^SGAQGE 

YAGLLAIRHYHESRNEGHRD1C 

LIPASAHGTNPASAHMAGMQS 

RKTAGICCVHLWAGFGKVAIIG 

AGPAGLQASVTLTTQGYDVTIY 

EKEAHPGGWLRNGIPQFRLPQS 

VLDAEIARIEKMGVPMKCTTEV 

G\NTLTLEQVKAENRAVLVTVG 

LSSGSGLPLFEHSDVEIAVDFLQ 

RARQAQGDISIPQSAL1IGGGDV 

AMDVASTLKVLGCQAVTCVAR 

CCl T\C CD A CCTC A D CI rf^\/OIl 

ttLUtrrAoblvtr 1 oAKbCU Vbll 

DGFTPVAVEGNKVTFKHGDLR 

TAPFLGVADKRMKSAGNHP 


15944 


46312 


A 


16035 


367 


849 


NNFCSTTSHHGQHHHTDHRCG 

EQNVCHRDAICQTLFRTTKDDS 

NFICLIEAQSACHKDVNYNHDS 

QKNAADHHDKQQ*SPANFMPD 

T1NDGFAERCINHQQNGRLVSF 

D\IDCn A D UDV/TTUDP Df" 1/ K/l DfMJ 

KNrrrlAKrlr V 1 INrKrOfS.IVlrl^ri 
KRQQQLQHN FTDLLKA APCT V 
NIHHQTNQQW 


15945 


46313 


A 


16036 


1 


1066 


MHQRPRTRNAVEQHRFSRQLY 

YALHAFEITIPPLRMRRGSIPAL 

VNNKLRSLEKRFSTRLKIDDDA 

LARL VSC A WPGN DFEL YS V I EN 

LALSSDNGR1RVSDLPEHLFTEQ 

ATDDVSATRLSTSLSFAEVEKE 

A1INAAQVTGAFPWWLGDVKL 

TIPLTLGMVAAALTDLDDRLAG 

RLRNLHTLFCFFIASASVELLFP 

WPWLFAIGLTLSTSGF1LLGGLG 

QRYATI\AFGA\LLNA!YTMLGT 

SLYEHWYQQPMYLLAGAVWY 

NVLTLIGHLLFPVRPLQDNLAR 

CYEQLARYLELKSRMFDPD1ED 

fiCriA Dl VH1 Al AXI/*^I I \A ATI XI 
^bi^ArLYIJLALANULLfVlA 1 LIN 

t\TVl CI 1 TD1 Df!nDr*AOr!TDDT 
KJ 1 L< 


15946 


463 J 4 


A 


16037 


1 


951 




15947 


46315 


A 


16038 


576 


669 
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SEQID 
NO: 


SEQ II) NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
anion for peptide 
sequence 


Nucleotide location of las! 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


15948 


46316 


A 


16039 


1 


1047 




15949 


46317 


A 


16040 


2 


425 




15950 


46318 


A 


16041 


148 


1052 


RARRGVSVKAKKQETAATMK 

DVALKAKVSTATVSRALMNPD 

KVSQATRNRVEKAAREVGYFP 

QPMGRNVKRNESRTILV1VPDIC 

DPFFSEIIRGIEVTAANHGYLVLJ 

GDCALQIQQEKPF1DL1ITKQIDG 

MLLLGSRLPFDASIEEQRNLPP 

MVMANEFAPELELPTVHIDNLT 

AAFDAVNYLYEQGHKR1GCIA 

GPEEMTVLCHYRLQGYVQALRR 

CGIMFCRJFTAEGVQEIDYKDIA 

TLKNYITESGGVTELIHFFIAEY 

SDNORANAGGGVEDEDIEVLFS 

LRLNENHAIKERCRS 


15951 


46319 


A 


16042 


3 


741 




15952 


46320 


A 


16043 


237 


1542 


FH RL WTG RFL PS PPS R RGTDN A 

AGRTKMPPSPVIF/WPALAQFV 

GVKHSRS1PFAAVRSHKARIRSI 

SRSDVATSILPQLS*RMPF*SQK 

ALVARFPARQNCAFRLPGVVL 

DPGMDHAAVVARLVTGRGG1V 

WFGRDFYRSVDD1HFGAWGDL 

AKECFDIV1PQTNTARTYPHAN 

AEIGVRTMKQ1NAA1GRQTNRM 

MAHWVIRSSRHYRRQLNSLCFI 

TGADVCRWFPQHIVPGRDSVA 

H V V VQH VITYRLLRG LLHFAG 

DGGVNAITVFIGTFAITVIHLLA 

HHFAQVRRRESNLRRVIVSVNR 

LSACLIELLLGDIPF1QHPRQHD 

VTPRDG TI H R V ER VEGG RRFRQ 

PGYHRHFVQRQLVDRFSEIDLC 

RSTDT1GAVTKVNLVOIKLEDL 

VFROOLFNANREEDFLNLTHOR 

AFWTEEEVSRQLLGNGTCPL 


15953 


46321 


A 


16044 


1 


1059 




15954 


46322 


A 


16045 


104 


349 


RSAASPWKTRKALVCCSAVVIS 
PALK1SMIVTISVQAHG*LRKGS 
GVKAALSWWKFQPTMKPTfTS 
SLTGRRISCRSRVKR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


15955 


46323 


A 


16046 


1056 


2373 

* t 


GPRLVQRSDHRPHDANYRQYL 

AGLSVHDDPLHGLAE\TIPDDL 

YEASAMDGAGPFQNFFKITLPL 

LIKPLTPLM1ASFAFNFNNFVLI 

QLLTNGGPDRLGTTTPAGYTDL 

LVNYTYRIAFEGGGGQDFGLA 

AAIATL1FLLRIPRRTTALQGMR 

SNLNMESSRWARANRRLKAIN 

TLSLTLITQSCETYLIQNTRPELI 

TDTFREFFDTPVETAQDVHKQL 

KRLRRVIAWTGERETPVTIYSW 

VAAATRYQLLKRGVISNTKINA 

TEEEILQGEPEVKVESAERHHA 

MVNFWRTTLSCILGTLFWLWT 

GWTSGSGAMVMIAVVTSLAM 

RLPNPRMVAIDFIYGTLAALPY 

GGGRPVAVGVFYGGCYCTRDG 

I TRAPPPNAAPTAARYGPRTTP 

RTLRKGITDVRCEKRHHQRQA 

RNAGYQTVFSDLDRLRHPALR 



20R0 
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SEQID 

NO: 


SHQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


15956 


46324 


A 


16047 


1 


2581 


MVLMGLAQNIWQFLILRALLG 

LLGGFVPNANALIATQVPRNKS 

GWALGTLSTGGVSGALLGPMA 

GGLLADSYGLRPVFFITASVLIL 

CFFVTLFCIREKFQPVSKKEML 

HMREVVTSLKNPKLVLSLFVTT 

L1IQVATGSIAP1LTLYVRELAG 

NVSNVAFISGMIASVPGVAALL 

SAPRLGKLGDRJGPRKILITALIF 

SVLAVIPIRHFEMRSKESRPSAW 

VTPKGEWGKGSVELVEIPTNDE 

TNDN1VAYWTPDQLPEPGKEM 

N FK YTI TFS RDEDK L H APDN A W 

VQQTRRSTGDVKQSNLIRQPDG 

T1AFVVDFTGAEMKKLPEDTPV 

TAQTSIGDNGEIVESTVRYNPV 

TKGWRLVMRVKVKDAKKTTE 

MRAALRVWNKPGQNHQHLGN 

GFYGQVYGGYLETMFGGAGAE 

VLYRPLDSNWAFGLDANYVKQ 

RDWRSAKDMMKFTDYSVKTG 

HLTAYWTPSFAQDVLVKASVG 

QYLAGDKGGTLEIAKRFDSGV 

VVGGYAT1TNVSKEEYGEGDFT 

KGVYVSVPLDLFSSGPTRSRAA 

1G WTPLTRDGGQQLGPG YTDLL 

VNYTYRJAFEGGGGQDFGLAA 

AIATLIFLLVAiMFPLLMVVAIS 

LRQGNFATGSLIPEQISWDHWK 

LA LG FS VEQ A DG RJTPPPFP V LL 

WLWNSVKVAGISAIGIVALSTT 

CAY A F ARMRFPG KATLLKGM L 


15957 


46325 


A 


16048 


1 


765 




15958 


46326 


A 


16049 


869 


1012 


MAISFMMSCFVT*VAANSAILL 

SMSWRA*SNSNGP*LANSILLS 

AAC 



onci 
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SEQ ID 
NO: 


SEQ Il> NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in DSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


15959 


46327 


A 


16050 


1 


1854 

i 


MTLSCNSTDFEKTVTSVPALPD 

VVSDSDMSLNALSVTLADNVQ 

LSFRRDSYSGQPSVIYTTPQRPT 

AGSEDAPVWPEAFTEDVRHNR 

PPYPVIPRATRPACLARERMAM 

YMRPQ1KTIGKAPAEEALSNPR 

MQGPQLSS ASTI PVTPFH WLFG 

SHAAGHFSQHAHRTALTGHFS 

HLATTLKGLALEGNAIFTITRFT 

RPYGHKNTTPHSPLCSAPHSPIF 

NSRRr^VYGQHGPQWWAFIHSH 

RPGGSSHSSILHCFALVCPGLVV 

QRDTPHP11RPALCPPIA1AFSLSL 

WLGNPSFPSGTQHLQGPKTFQQ 

QASPSSKVCPKRLICTVIPQQRV 

ASHHHFHGHNRYYQLGLPVQH 

CTLQGVIRATHFFPRTARNQISH 

VS WG AGPAHSDSQG KQDLE/H 

EPIKPLDNSEKASKV/SQALETV 

TTTAEKVQRQ/PVIAHLIRATER 

FNDR/LGNQFGGFVLAS/HPMLL 

QDIFDKILQNIS/DPTLAATLKNT 

rNTAVHSHLVPAGADGIFLLLRP 

FDAVCAAWIATAEYKDYPGMP 

GKTHLKIRLMRRERLIGIRFYSG 

LLPGTKAPYSRTLAFKRVLHTA 

LSLHLGLGKTCTTGFELCSLTLL 

EY ASN AFTY WPD WH INRIKN K 

N 














15960 


46328 


A 


16051 


249 


724 


EKVKKTQRKEIENVTNITGVRQ 

IELWRRDDLQHPRLDEVAEEVP 

VALVYNGISHVVMMASPKDLE 

YFALGFSLSEGD/IIESPRD1FGM 

DVGVPCACNGLEERRRALDG/R 

1 VAOCO VCOVhy/LLNUIOKJ*V 

QPLVPFTQT/FDLNKLDDALRHL 

NDFQPVGN 


15961 


46329 


A 


16052 


71 


408 


RYLSTASQTNSIQIGAGLSRSRA 
FTTFGSKG 1 LLSHTS VFIPRDRCT 

C \ A \ A nTr 1 C A PI TCUPDCAH4TC 

brbMMr ICoAoL 1 bHCrryivl 1 £> 
LLSSHHP/FKKKKFGT\KTGHCL 
CPSLNCLPCCFSQIMVIKQVIL 


15962 


46330 


A 


16053 


668 


905 


CLHVLHHLTSHCPFQMTKPYST 
IHFLPRM I SLLSSHHP/FKKJCKF 
GT\KTGHCLCPSLNCLPCCFSQI 
MVIKQVILEKKKK 


15963 


46331 


A 


16054 


834 


1057 


ARLLFMDLLDERTLVAVERPL\ 

VTS LLSS H H P/r KJCKJCFG TVKTG 

ILEKKKKTK 


15964 


46332 


A 


16055 


1 


1011 





2062 
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SKQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=lfnknown, 
*=Stop codon, /=pos$iblc nucleotide 
deletion. \=possible nucleotide insertion) 


15965 


46333 


A 


16056 


191 


631 


NLLRGNKMATQSSPVITDMKVI 
PVAGHDSMLLNIGGAHNAYFT 
RNIVVLTDNAGHTGIGETPGGD 
VIYQTLVDAMPMVLGQEVARL 

KGAWTFELRVEAGAGLEARLL 
DLLGKALNVSGCELLGHGS 


15966 


46334 


A 


16057 


2 


335 


GARQQQKFVL1AGGFP*QLL*T 
NAVIGREFRNVQECIGLHTAGF 

AM A VTKHFfiKrAIAT WTMMAFR 

IEDNHRSVEMVNGNNQLSGLFF 
LRHFYAGIPYQRQVINFPLGAH 


1 J/U / 


46335 


A 


1 UW JO 


716 


910 


RVSTPRATGTVPORDYPI <iVVA 

i\ v j i r rvr\ 1VJ l v ryivu i r LiO V V r\ 

TG*PD^FHTY1 FVRTY*K*V*VI 
■ vj r ujr nil i^r v i\ j i rv v vl 

ayi NTROMnnnFP 

r\ I L»1N i rvv^iN L/VJ L/r r 


1 J7UO 




R 


I UUJ7 


17 


1699 








A 


16060 


i 
j 


440 




15970 


46338 


A 


16061 


1 


564 




15971 


46339 


A 


16062 


1 


1062 




15972 


46340 


A 


16063 


203 


425 


LNNWIISWLLHMMCLMKVAN 
rFR9*HRRFT AV<sAFFVI 1 * AM 

RLRRSSSGFLANLAHLQKMKL 
NSSTYVPPTKH 


15973 


46341 


A 


16064 


402 


713 


RGVA1SLGQSKSHGY1HFQVAQ 
REPEILG\DS1KAVRWCSLHGRL 

ivi ivi jvLyLiivvi wronrcn vol 

GTLCVIGQKAVGSLALMSWEP 
TPRPMGLLSTSRTLYS 


15974 


46342 


A 


16065 


944 


1305 


LPLWFISALRLAGJAVWCVLST 
GFEQIRMIKAFGLEDRQSAL/FA 
ADAEDTGKKNMRVAR/IDARF 
DPTIGWPSSI GLLFSMRTPWVPF 

LSI 1 1 VJ TV r OJbULiJjl ! ^ IV 1 l W VII 

PFFFQVPQ\LHTFIRGIL1WKTFP 
FWIFPFPASSW 


15975 


46343 


A 


16066 


I 


756 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X*=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


15976 

' * •> * - ,- 


46344 


A 


16067 


50 


1191 


CLT1AVFFPAPQCPEMFS1PCHT 

ARDGERAASMIQDYIFCFFSASF 

MKLKPERMHSHERAQTSDMLK 

DCHRHLPIGILMAGGMFAVLRK 

KHQGQTFIERPR1SLTCMLPSW 

ATFLWLFTRIGQVLVTCLLMSR 

ECFVN E/VQVIATVVSVNPQVN 

PDIVAMIGASAALSLSG1PFNGPI 

GAARVGY1NDQYVLNPTQDEL 

KESKLDLVVAGTEAAVLM VES 

EAQLLSEDQMLGAVVFGHEQQ 

QVDSRGSPIKGNRTCDNYIVIEG 

LIDYVNDMIENVSEEAFCVENR 

IMRHSDHHSCIVVRCLSLFALD 

LVLVVIAVSVVNPCLLEVTRLR 

GAYTCSCIADPHKMMSSGPMY 
SHSCVEK 


15977 


46345 


A 


16068 


401 


1518 


LILFMST/ALLDAVVKKNRVRLI 

PYMLALYVLAFLDRSNIGLAKQ 

TYQIDTGLSNEAYALGAGIFFV 

VYAFLGVPANLLMRKLGARTW 

IGTTTLLWGFLSAAMAWADTE 

AKFL1VRTLLRAAEAGFFPGMI 

YLTSQ W F PQRNRA S 1 MG LF YM 

GAPLALTLGSPLSGALLEMHGF 

MGHPGWFWMFVIEGLLAVGA 

GVFTFFWLDDTPEQARFLSKQE 

KTLLINQLASEEQQKVTSRLSD 

ALRNGRVWQLAI1YLTIQVAVY 

GLI FFLPTQVA ALLGTK VGFTA 

SVVTAIPWVAALFGTWL1PRYS 

OK** A AKR YTR PHR FCf; YF^ A PY 

HPPKKVRNNAPHSGPGPICLIRL 

RVRV RPN LG I E V YKH DSPPNN A 


15978 


46346 


A 


16069 


283 


822 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SKQIDNO: 
in USSN 
09/540*217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


15979 


46347 


A 


16070 


1 


1400 


MTDLlQRPRRLrlKSPALRAMFE 

ETTLSLNDLVLPIFVEEESDDYK 

AVEAMPGVMRIPEKHLAREIER 

IANAG1RSVMTFGISHHTDETGS 

DAWREDGLVARMSRICKQTVP 

EM1VMSDTCFCEYTSHGHCGV 

LCEHGVDNDATLENLGKQAVV 

AAAAGADFIAPSGAMDGQYDV 

FVRNENYWGEKPAIKKITFNVI 

PDPTTRA VAFETG DIDLL YGNE 

GLLPLDTFARFSQNPAYHTQLS 

QPI ETVM L ALNTAKA PTNELA V 

REALNYAVNKKSLIDNALYGT 

QQVADTLFAPSVPYANLGLKPS 

QYDPQKAKALLEKAGWTLPAG 

KDIREKNGQPLRJELSFIGTDAL 

SKSMAEIIQADMRQIGADVSL1 

GEEESS1YARQRDGRFGMIFHR 

TWGAPYDQRPSQSKRVRQR*F 

OAOOD*MKKPTOSKWNRATR 

VRGGREILTKFVLTAPLKWLKR 

SNSRRVSFAG 


15980 


46348 


A 


16071 


592 


1427 


IPIGVTPCFSTLRRTLFALLACAS 

FIVHAAAPDEITTVAWPVMVGPL 

NPHLYTL1MQMFAQSMVYEP\LV 

KYQADGSVIPWLAKSWTHSED 

GKTWTFTLRDDVKFSNGEPNAD 

AE A A A EN FRA VLDN RQRH A W 

LELANQIVDVKALSKTELQITL 

KS A Y Y PFLQEL A L PRPFRF1 A PS 

QFKNHETMNGIKAPIGT\QPWN 

LQESKLNQYHGFGRNENYWGE 

KPAIKKJTFNVIPDPTTRAVAFE 

TGDIDLLYGNORLLPLDTFARF 

SQNPV YHTQLSQI WNQ 


15981 


46349 


A 


16072 


1 


1071 




15982 


46350 


A 


16073 


585 


1072 


RPARD V PLPIRGLQPSLRGPQQL 

PEKPAVEVRLDKWLWAARFYK 

TRALAVREMIEGGKVHYNGQRS 

KPSKIVELNATLTLRQGNDERT 

VIVKAITEQRRPASEAALLYEET 

AESVEKREKVMSPRGPPFVGAP 

KNPRGFLKLNALTMPHPDRRP 

DKKERRDLLR 


15983 


46351 


A 


16074 


36 


356 


ASHTLARKSC*S/PSLLYQENQA 

HNQMPASELKASEIPFHPSIKTQ 

DPKAEEKSPRSKR*L*QRQVLP 

DPAADLSVKPPGPLMLPLCYLS 

GPADITVLKASQDGLIIA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


15984 


46352 

,;.r. * ~ / r- 


A 


16075 


1 


2111 


MNTPLQSAHTHLTLVEF1AYLV 

SDSPFPAASTLSLPTCNFDPCPT 

KLGAGTMPPAAAGGQRRPHAA 

PPAAYPHRNKVRAAEARTSRA 

V R RE YE AG DEASG RRG RGGRM 

KSVQNARADRGMWVRERRAV 

VRGQENTVVVFAAAASPESDFL 

QIVLRDIAREMVPEYKSDLQPR 

TQM DA K K PRKCDLTPFL V L KA 

RKKQKFTSAKHLWVQRKGKG 

VEDHADWQGQIWVGVEGKSA 

EGQGLNLTGAFNRSPENKVSPQ 

GPALNALEIDSSYLDPQALALP 

QGWQGLLFPPLLGTELVGSKLS 

VQIQKPPSNIKNSRMTQVFHKN 

TSVTSLPFVDTKGKKMTVSFPHI 

SKKVLLKSSLLYQVSADGLDPE 

KAGERPGFSPKPVLERPRIVGKS 

TVAAEEENQAHNQMPASELKA 

SEIPFHPSIKTQDPKAEEKSPKK 

QKVTLTAAEALKLFKNQLSPYE 

QSE1 LG YXPELWFLGLEAKXLDT 

APEKFSKTSFDDEHGFYLKVLH 

DHIAYRYEVLETIGKGSFGQVA 

KCLDHKNNELVALKIIRNKKRF 

HQQALMELKILEALRKKDKDN 

TYNVVHMKDFFYFRNHFCITFE 

LLG INL YELMKNMNFQG FSLSI 

VRRFTLSVLKCLQMLSVEKIIH 

CDLKPENIVLYOKGOASVKVID 

FGSSCYEHQKGHLPSRLRSAVT 

TTSM 1 LNKVLRFSEPKLPHLQFE 



2066 
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SEQID 
NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


15985 


46353 


A 


16076 


28 


1327 


GYKMPVITLPDGSQRHYDHAV 

SPMDVALDIGPGLAKKPLV1RQ 

GAAGLMAKLVDACDLiENDAQ 

LSIITAKDEEGLEI1RHSCAHLLG 

HA1KQLWPHTKMAIGPVIDNGF 

YYDVDLDRTLTQEDVEALEKR 

MHELAEKNYDVIKKKVSWHEA 

RETFANRGESYTV\S1VEENSAD 

DDKPGLYFHEEYVDMCRGPHV 

PNMRFCHHFKLMKTAGAYWR 

GDSNNKMLQRIYGTAWPDKJCA 

LNAYLQRLEEAAKRDHRKIGK 

QLDLYHMQEEAPGMVFWHND 

GWTIFRELEVFVRSKLKEYQYQ 

EVKGPFMMDRVLWEKTGHWD 

NYKDAMFTTSSENREYC1KPM 

NCPGHVQ1FNQGLKSYRDLPLR 

MAFFGSCHRNEPSGSL HGLMR 

VRGFTODDAHIFCTEFOIRDEV 

NGC1RI VYDMY^TF\GFFKIVV 

l^lVJ v^lrvJL* V J L/IV1 I Jll \VJ I rv 1 v V 


1 J700 




A 

r\ 




160? 

J U"Z. 


1776 




I J70 / 


A&l^ 

HOJJJ 


c 


1 ow / o 


1 

1 


1341 




15988 


46356 


B 


16079 


83 


373 




15989 


46357 


A 


16080 


2 


64 




15990 


46358 


A 


16081 


1695 


2293 


EM1SN PFIPSSILPLAKIRNIGIM A 

H1DAGKTTTTERILYYSGYTRSL 

GDVDDGDTVTDFMAQERERGI 

TIQSAAATFEWKGYRVNLIDTP 

GHVDFTLEVERCLRVLDGAVA 

VFDASAGVEAQTLTVWRQADK 

HNIPRTWFLNKMDKTGASFKYE 

VITISSLOKSG1TKLCFFCVLFCLV 

SQERCQASKCNKIEGQRFNQ 


15991 


46359 


A 


16082 


1 


2901 




15992 


46360 


A 


16083 


1196 


1740 


FWLKAMPTIVTASPRWFSC/LR 

EIRSAASAIASTAIQQAIARPSTV 

1 ATTLLSNSHGNSSDSTS VEMK 

AIINKLRILRGRSRPQRTRGPTPS 

SSANGTISQVNMVLKNGSP1EIL 

PSPSCLCTNGSSVPSNTTSIAAT 

<sKTLFANSKDSRDHSALFTRER 

TLCPRAANSSSEPANHOHHKGE 

n 


i jvyj 




R 




40 


J70 






Aft^fD 


A 
r\ 


160RS 


J / o 






1 J77J 


HOJOj 


A 
r\ 




1 
i 






15996 


46364 


B 


16087 


31 1 


4963 




15997 


46365 


A 


16088 


12 


335 




15998 


46366 


A 


16089 


1034 


1400 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /-possible nucleotide 
deletion, \-possible nucleotide insertion) 


15999 


46367 


A 


16090 


1767 


2973 

i 


SGARRLAG*KPGNAVSAAPFYP 

YARPV/SMISPMLIPC*CWKC/D 

PAAKRQFRERTAVRCVAQFVD 

VGKLIPFWGLCVGIYATNSAET 

FLHRVVQLLNDSVEHTLQDAIT 

IRDEDFTATPSPADEVAYIQLSG 

GTTGTPKLIPRTHNDYYYSVRR 

SVE1CQFTQQTRYLCA1PAAHN 

YAMSSPGSLGVFLAGGTVVLA 

ADPSATLCFPLIEKHQVNVTAL 

VPPA^SLWLQALIEGESKAQLA 

SLKLLQVGGARLSATLAARIPA 

E1GCQLQQVFGMAEGLVNYTR 

LDDSAEKIIHTQGYPMCPDDEV 

WV A DA EGN PLPQG E VG RLMTR 

GPYTFRGYYKRSSVLGKGSDCS 

rr/~> \ /r7i n/^i l dc a pc\/d Dncvu/ci 
rOVrLrOLLroAbbVKKDSN VSi 

RNVVSL1NSSRWKSGFTWHDN 

VLQLDGSFPLT 


16000 


46368 


A 


16091 


845 


1920 


YPMMRK/RLMKLWREAKALHS 

DPFEP WA SI 1 EDADKAKSSKQ A 

RGRGGFVRSSWQEVNELIAASN 

VYT1KNYGPDRVAGFSPIPAMS 

MVSYASGARYLSLIGGTCLSFY 

DWYCDLPPASPQTWGEQTDVP 

ESADWYNSSYIIAWGSNVPQTR 

TPDA H FFTE V R Y KGTKTV A VTP 

DYAEIAKLCDLWLAPKQGTDA 

AMALAMGHPPERESGRYRLIPV 

PASGYPPDPAPEWDQFPHVHEL 

CDTANGCPLPELASPAGYTSSIN 

RVSTCVSTLAKSSYRSRVRVKR 

LRRRFNGGVHFRRVVAVVIDQ 

HCK1 Ar 1 In WLv^Klir 1 bblK. 1 A 1 

SPLE A FKRPQNSL VVNALFRSN 

RNAAAAFSAL 


16001 


46369 


A 


16092 


1 


209 


VSFMIIAALMMMGIDTGWLLV 

AAOr VOAI VIAb/AKrOKNi>K.KL 
IALISA1GMSIFLQNYVSLTEGSR 
DVA 


16002 


46370 


A 


16093 


194 


657 


CLDHLRAVQSLRLPLSVPAAM 

RPGAAIGYTMVYGIIGM1N/FAH 

GEVYMIGSYVSFMIIAALMMM 

GIDTGWLLVAAGFVGAIV1A/S/ 

AYG WSIER/VAYRPVRNbKRLI 

ALISAIOMSir LQNY V5>L 1 bObK 

GLATEMFLEKGDNGTEDGRAR 


1 fi€\€YX 
1 0\)\)J 


HOJ / 1 


A 

A 




i 


JJUJ 




16004 


46372 


A 


16095 


3 


5071 




16005 


46373 


B 


16096 


144 


326 
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SEQID 

NO: 


SF.Q ID NO: 
of peptide 
sequence 


Met 
hod 


StQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16006 


46374 


A 


16097 


282 


599 


IPVSISGCHLAGAGTQTASGVP 

VHPHGHLAHQROSFIGNTKTEC 
wp i cc v p pu u u/ # a * * Tn i n a n 

wrijovn nnw r\ xui\j/\\jo\j 

nnncvi dv\a/u/mwrt^p*p* u/ 

UU^^VLUV W VVINVVlVl r W 
W*PTKir;i PRKVANROAAR 


loUU/ 


463 ij 


Jt> 


1 £AQC 

loUVo 


l 


L /O 




16008 


46376 


A 


16099 


812 


1084 




16009 


46377 


C 


16100 


1 


1608 




160 10 


46378 


A 


16101 


173 


504 


SADSKPVLPRTSASLVSASCSTR 
CGLRQASMESNNLTMVFGFSIG 
K V WM RS*NSATSL AKSRJ SFGT 

R R R W l-l <5P <sTN/<M\l TR R A M TM M 

TRPPP\X/T?ROPPr5l Ql A A IP^Vlk' 
1 rvrtir W l\txV/rA-'VJL«oIr\r\in,o v 1 IV 

V 


16011 


46379 


A 


16102 


1 


816 




16012 


46380 


A 


16103 


742 


1182 


PAF1ECSKAQENNHKGNCYQSG 
SLVSR*AFLIRHTRPVITNARR*F 
♦RKVFHQRHG1AGTGSWRGFPL 
NLH*RQTV VA FQSRRA1HPM* S 

P.vr.PFWHHFAVfiAA nilfFTHIF 
vjrvVjtvXL wnnrA v vjrv/\L/iNJii-Jir 

WQHTEFGIRLNTRRAMTMMTR 

PEFWRRQPFTEiVA 


16013 


46381 


A 


16104 


550 


884 


KRYGMAASFHSGEITTHRTPAP 

WRMVVMSPARSMAHDLAQTA 

WRG/APRPLPDTLATMTPQAY/ 

NSIOYDAEKSLWHNVE/NROLD 

AQFFHMGMGFRRRTLWAGITN 

AQVCGWTA 
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SEQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


16014 


46382 


A 


16105 


2363 


2856 


MLTLWSSPTTTRRWRWAASSV 
ANTLA*MTLSMAAMLSPQVDV 

rf atlc hdlg kg ltpp e l wprh 

hghgpagvklveqlcqrlrvp 

neirdlarlvaefhdlihtfpm 

lnpktivklfdsidawrkpqrv 

eqlaltseadvrgrtgfesady 

pqgrwlreawevaqsvptkav 

veagfkgveireeltrrr1aaa 

sdtipqlnehdihrrrhnkain 

gerdqrn!\lnqlqegfnryqr 

hhksgdqpngkhrdiaacqea 

palveierrcahhhrhrqqerk 

seqhaarfgiangdlvrvwnk 

rgq1ltgavvtdgikkgvvcv 

hegawpdlenglckngsanvl 

tadipssqlanacagnsalvyi 

ekytgnapkltafdqpavqan 

trplrlarnqhrafrcritfhr 

ftrimwveeigqrfgnhpfgrv 

riqdslcvcgalryisatfnvw 

rkravtcvrsfgsdftgspplr 

apkges1rrllalreagiihilal 

gedykmeinesrtvlktednsy 

sfdvfidargqrplkvkdipfpg 

lreqlqktgdeipdvgedytlq 

qpedirgrvafgalpwlmhdq 

pfvqgltacaeiaaacgpfdkd 

rjegg1vvrmakegetlvlldg 

TFAlfl WAnTI VTAnVTKIk' A I AM 
1 127"YiVL IN M. L/ 1 1_» V l/\L/n IN IVA.LrV 1V1 

GGIFGGEHSGVNDETQNVLLEC 
AFFSPLS1TGRARRHGLHTDAS 


16015 


46383 


A 


16106 


390 


636 


KFLSFRPDRVCVACAEEARAGL 
CLRQCI I GHPfcACLAIPVLVCVE 
CWGGTDADQPVAVFPbRrSQV 


160 16 


46^84 


B 


16107 


1 


520 




1 60 1 7 


A O C 

46385 


A 


16108 


142 


243 




1 DIM o 




D 
D 


i a i no 


z o 






16019 


46387 


A 


16110 


1 


693 




16020 


46388 


A 


16111 


522 


714 





9070 
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SEQ ID 

NO: 


SEQ ID NO: 
Of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


16021 


46389 


A 


16112 


1 


900 


STCSSRSHLHL1QASPILPNYVA 

TAVAARJIADVQGISDTCVIAQP 

SPPHPGALRTLVFTTDEPETPQP 

PGAAGFQLVQKKQVQLHMVLY 

VMTPH A F AQGT VTI Y LPG EQQT 

LSVAPLKNVVQLVTQQHLRDR 

LWWPGAFLTDFAAKVKALKD/ 

YPNHVMAQRASGEAEADDDV 

AATIKSVRQQLLNLNITGRLPV 

KLDPDF V R V DEN SN PPL VG D YT 

LYTVQRPGTEQGSFKVKRARA 

R V ROTRA PLFG PKSP APEH M ES 

ELEFEL1GPSKSTSGNPRGLRSE 

RPVLFCLYPEMPTAAAR 


16022 


46390 


A 


16113 


150 


649 


NALLGTCPGTARFPGTGSAPTL 
HPDASRSGRGRAACPRSAQWS 
PRPWQSVAGLAWLGAHWGSR 
STSRTAETTASKRGH PRSPAAQ 
LPPGPRPPRAPQLQRALQSVHP 
1 SPRPAPLA/EPKLTAACWAEA 
VK1TTVRYSDSCSRLLTDLGKP 
VQSMLLKDIRKVYNWQ 


16023 


46391 


A 


16114 


153 


740 


THQLFLPPHHQEISQTTWLSAA 

WPRHTCAHSLSPLQPPVPFSRP 

HVPLPGPSKTWSDGPRLQSLPG/ 

RPSERTPRR/CRSASGQPPHLGG 

EERLCLAAPSGRJCHCEGDDES 

PLITPCHCTGSLHFVHQACLQQ 

WIKSSDTRCCELCKYEFIMETK 

LKPLRKWEKLOMTSSERRKIM 

CFSDIPRHCRPMCGLVLVCAH 


16024 


46392 


A 


16115 


1 


1194 




16025 


46393 


A 


16116 


323 


642 


TGYARQKPVPALGWWTNVSAS 

TAPPI1LPSITGSRLAVIKWLTVS 

AGKLSALLCASCQKGG/VGEM 

ANGNGERNHKQIGDTVLTPPQ 

HYRKIYQPIAARSCIRCVCGS 



Of»71 



WO 01/075067 PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


16026 


46394 


A 


16117 


1 


1782 


MAGI RSTL I K EKN M 1TN Y E AT V 

VTTDDIVHEVNLEGKRIGYVIK 

TENKETPFTVVD1DGPSGNVKT 

LDEGLSLLLSLVSIVV1MKLFYQ 

YEQRFGMRSTSLLNVIGSNTIA1 

YTTHRILVE1FSLTLLAQMNAA 

RWSPQVELTLLLVYPFVSLFICT 

VAGLLNLTTVMPEQYRYTLPV 

KAGEQRLLGELTGAPCATLVA 

EIAERHAGPVVLIAPDMQNALR 

LHDEISKFTDQMVMNLADWET 

LPYDSF\SLHQDNYLLVAFQPFY 

QLTDDAAVGVLIVPVNTLMQR 

VCPHSFLHGHALVMKXGQRLS 

RDALRTQLDSAGYRHVDQVME 

HGEYATRGALLDLFPMGSELPY 

RLAIGVNVAQAEVLNLESGAK 

QVLQETFGYQQFRPGQEEIIDT 

VLSGRDCLVVMPTGGGKSLCY 

QIPALLLNGLTVVVSPLISLMKD 

QVDQLQANGVAAACLNSTQTR 

EQQLEVMTRPRIGDGTGALRK 

RVAQLAFKNQPMMVGNWAQS 

ILHGGVIASALDVAAGLVCVGS 

Tl TRHFTI^FDFT RORYRHWflP 

LIFALI1CAQAGASVLLLLVACC 
VQAIKSPSPALNYTMKNSFILPV 


16027 


46395 


A 


16118 


380 


1431 


TALLIRDMPPYVEAYPNENLTT 

VMPEQYRYTLPVKAGEQRLLG 

ELTGAACATLVAEIAERHAGPV 

VLIAPDMQNALRLHDEISQFTD 

QM VMNLAD WETUPYDSFSPH 

QDIISSRLSTLYQLPTMQGGVLI 

VPVNTLMQRVCPHSFLHGHAL 

VMKKGQRLSRDALRTQLDRAR 

YRHVDQPAHAGGKVLEMIVVG 

IATWLGFLLFGLNYSLLLAVLV 

GFSVLIPYIGAFVVTIPVVGVAL 

FQFGAGTEFWSCFAVYLIIQAL 

DGNLLVPVLFSEAVNLHPLHHR 

FOinnNKMADROCRKlVCATV 

RQLPEGGRGEMANGNGERNHK 

QIGDTVLKATGSKQGDGQNHG 


16028 


46396 


A 


16119 


1 


940 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of First 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, V=possible nucleotide insertion) 


16029 


46397 


A 


16120 


114 


1380 


NRVHCRRCSGGDTGVSHLKG1 

NVKYRYELTDSVGVMASLGFA 

ASKKSSTVMTGEDTFHYESLRG 

RYVSVMAGPVLQISKQVSAYA 

MAGVAHSRWSGSTMDYRKTE1 

TPGYMKETTTARDESAMRHTS 

VAWSAGIQ1MPAASVVVDIAYE 

GSGSGDWRTDGFIVG1SGVLKD 

GTGKPVQNCTIQLKARRNSTTV 

VVNTVGSENPDEAGRYSMDVE 

YGQYSV1LQVDGFPPSHAGTIT 

VYEDSQPGTLNDFLCAMTEDD 

ARPEVLRRLELMWEEVARNAS 

VVAQSTADAKKSAGDASASAA 

QVAALVTDATDSARAASTSAG 

QAASSAQEASSGAEAASAKAT 

EAEKSAAAAESSKNAAATSAG 

AAKTSETNAAASQQSAATSAST 

AATKASEAATSARDAVASKEA 

AKSSETNASSSADYAAS 


16030 


46398 


A 


16121 


165 


299 


GILPISEPPSNRIFACWGKPAWT 
ACCNSLRARR*RAfSCCPSHW 


16031 


46399 


A 


16122 


1 


388 


MGSKSWVTQKGPAKAQSSQV 

GRVKQATATDTGRTRDSHMER 

PKCSKGYLCLPYMALQQHHLL 

SDVTVRGFVAGATNILFRQQKH 

LSDA1VEVRLCGSDLVLYGTST 

PKNLIWVMVHVVGHRPDRR*C 

CCNA/SVRQTQ1SLRAFGSFHM 

AVSGSSSVSGCSLFHSAHLTAL 

CFSWPLLCYPTLGPH 


16032 


46400 


A 


16123 


130 


414 




16033 


46401 


A 


16124 


1 


387 




16034 


46402 


C 


16125 


1 


1611 




16035 


46403 


A 


16126 


318 


401 




16036 


46404 


A 


16127 


519 


658 


YPGSQLLASKGTKLDGE*V*RS 
RLQKVGNNKLLQAKGACSNPT 
QES 
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SKQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=posstble nucleotide insertion) 


16037 


46405 


A 


16128 

' * i )'■* 


1 


1837 


FRPRQLVAAKPSVFADVQSMES 

VGTGGGAEAEGGVRSRGLCPT 

RMLPGLAAAAAHRCSWSSLCR 

LRLRCRAAACNPSDRQEWQNL 

VTFGSRSNVVPCTHPYIGTLSQ 

EKLYSTNVHKEGQGSHTLREE 

KVPSFVTAEGVGAKLISPLKQE 

PLQVRVKAVLKKREYGSKYTQ 

NNFITGVRAINEFCLKSSDLEQL 

RKIRRRSPHQDTESFTVYLRSD 

VDAKSLEVWGSPEALAREKKL 

RKDAEIEYRERLFRNQKILREY 

RDFLGNTKPRSRTASVFFKGPG 

KVVMVAICINGLNCFFKFLAWl 

YTGSASMFSEA1HSLSDTCNQG 

LLALG1SKSVQTPDPSHPYGFSN 

MRYISSL1SGVGIFMMGAGLSW 

YHG VMGLLHPQPI ESLLWA YC1 

LAGSLVSEGATLLVAVNELRRN 

ARAKGMSFYKYVMESRDPSTN 

VILLEDTAAVLGVIIAATCMGL 

TSITGNPLYDSLGSLGVGTLLG 

MVSAFLIYTNTEALLGRSIQPEQ 

VQRLTELLENDPSVRAIHDVKA 

TDLGLGKVRFKAEVDFDG R V V 

DRLEKELKKRNPEVRHVDLEIL 


16038 


46406 


B 


16129 


1 


1065 




16039 


46407 


A 


16130 


1248 


1658 


PLALPEFISKSWKERLTDTTVLF 

LKARRQSLCLQIGGDPLES/ILQ 

AFCVLSVAKESQLYTYLHAIMR 

RP^KITFl PR! HDRFRF^Al RHI 
DPKKLDLGDGSRSAHRPDRRFF 


16040 


46408 


R 


161"? 1 

I \J I J 1 




1076 




16041 


46409 


A 


16132 


339 


432 


RYMVLSEFRSMQTGITKWKJERJ 
L*NCRKRE 


16042 


46410 


A 


16133 


3 


443 


HTWNSDRTMYLQRRHIFFKNC 
FWLQAGYSLGAPSWRSLVTVW 
QIIFSDFYRKTLCNSNSPLF*SLC 
QRQSTLLGTLL1FCSYASSPEAI 

N<JA A PRVR^PRTHPRK' AR<5PRn 
INo/A/Ar rv V Ivor rv 1 VJ r i\JVy-\ I\or rvvj 

\inn a pniviriQpnTFPi^nriPPi a 
TPSOGERLMAGTVTK 


16043 


46411 


B 


16134 


34 


1426 




16044 


46412 


C 


16135 


62 


217 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, ^possible nucleotide insertion) 


16045 


46413 


A 


16136 


1 


609 


MIPVSEKSKIGQLNLMLKGKXT 

KGKKVALVPAAVKKQEAKXV 

VNLLFEKRPKNVGIG/QDIQPKR 

DLHXRFVKWPRYIRLQQQTAIL 

D/QF I Q A LDQQTATQLLKL A H K 

YRPETKQKNKQRLLAVRAEKKA 

ASKGDI PNKRPPVLQAG VKTVT 

NL V ENK ICAOL V V I A H D V DP V F 

LVVFLPVLHCKMGVPYCIIKGK 

ARLGHLVHRKT 


16046 


46414 


A 


16137 


1 


824 


GTRPKMPKGKKAKGKKVAPAP 

AVVKKQEAKKVVNPLFEKRVPK. 

NFGIGQDIQPKRDLTRFVKWPR 

YIRLQRQRAILYK.RLKVPPAINQ 

FTQALNDRQTATQLLKLAHKYR 

PETKQEKKQRIALARAE\KKAA 

WPKGTFPTK.RPPV\LRAGVNTV 

TTLVENKKAQLVVIAHDVDPIE 

LVVFLPALXCRKMGVPYCIIKGK 

ASLGRIVHRKTCTTVAFTQVNS 

EDKGVALAKLVEAIRSNYNARY 

DFIRRHWGGNVI GPKSVARIA 

KLEKAKAKDLATKLG 


16047 


46415 


A 


16138 


1 


799 




16048 


46416 


A 


16139 


1 


344 


MHQTTAKTPHTSYPNNYEEHN 

RRANRSKNYDRIRHTTIILKRTN 

PAQTJTNLLKSRFNRYNYVQPR 

SCRSIFIHIPGERDLNLCIAPNPP 

AIFPTSIGYLGPDLNNLPTYAPFI 

TTNLTGPAPTTTHPVGNLGTTG 

NPEPGGCGILIVWCCVNWACL 

WDSVVAAPREPYMPAGLLRHR 

RH YRH RREDLI A VP A ARQTDE 

NRRPALCHEYAVGHRKIKTNV 

EHTEPYILPLITHSQPLNRGAFF 

CPGVRFLVVSVLDFEKRLAFAS 

♦SCGVOLRJRGK.VOGVGFRPFV 

WOLAOOLNLHGDVCNDGDGV 

EVRLAYRVLVGOPOHYPRCiRP 


16049 


46417 


B 


16140 


1 


1323 




16050 


46418 


A 


16141 


1 


1356 




16051 


46419 


A 


16142 


1 


1524 
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SEQ 11) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


16052 


46420 


A 


16143 


173 


2310 


QQWASRTRRWRSL1TTLCVDA 

RSQHDYIALSRLFHTVMLFDVP 

VMTRLMESEARRf IALVDEFYE 

RHVKLVVSAEVPLYE1YQGDRL 

KFEFQRCLSRLQEMQSEEYLKR 

EHLAAKPETVKRDWYVVDAT 

GKTLGRLATELARRLRGKHKA 

EYTPHVDTGDYIIVLNADKVAV 

TGNKRTDKVYYHHTGHIGGJK 

QATFEEM I ARRPER V I DNRRGS 

LRQAGYAIHDGGNNSMAKNTS 

CGVQLRIRGKVQGVGFRPFVW 

QLAQQLNLHGDVCNDGDGVE 

VRL REDPETFL VQL YQHC PPL A 

RJDSVEREPF1WSQLPTEFTIRQS 

TGGTMNTQIVPDAATCPACLAE 

MNTPG ERRYRYPFINCTHCG PR 

FTI I RA M P YDRPFTV M A AFPLCP 

ACDKEYRDPLDRRFHAQPVAC 

PECGPHLEWVSHGEHAEQEAA 

LQAAI AQLKMGKI VA 1 KG IGGF 

HLACDARMSNAVATLRARKHR 

PAKPLAVMLPVADGLPDAARQ 

LLTTP A\A P\I V L V DKX Y V PELC 

DDIAPDL1MEVGVMLPANPLQH 

LLLQELQCPLVMTSGNLSGKPP 

AISNEQALADLQGIADGFLIHN 

RDIVQRMDDSVVRESGEMLRR 

SRGYVPDALALPPGFKNVPPVL 

CLGADLKNTFCLVRGEOAVLS 

OHLGELSDDGVOMOWGORLC 

RMGTOVLPPTFN1EKKVOSARY 


16053 


46421 


r 


16144 


] 






16054 


46422 


A 


16145 


85 


416 




16055 


46423 


A 


16146 


96 


570 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \= possible nucleotide insertion) 


16056 


46424 


A 


16147 


2 


1690 


CCCCPCCCPCWGRVSGSVAGG 

PRQGLGLPLSLCISPGSLNKDPS 

YSLQVQRQVPVP/EGLCVIVSC 

NLSYPRDGWDESTAAYGYWFK 

GWTSPKTGAPVATNNQSREVE 

M STR DRFQLTG DPG KGSCSL VI 

RDAQREDEAWYFFRVERGSPL 

TQKPDV Y I PETLEPGQP VT V IC V 

FNWAFKKCPAPSFSWTGAALSP 

RRTRPSTSHFSVLSFTPSPQDHD 

TDLTCHVDFSRKGVSAQRTVR 

LRVASLELQGNVIYLEVQKGQF 

LRLLCAADSQPPATLSWVLQD 

RVLSSSHPWGPRTLGLELRGVR 

AGDSGRYTCRAENRLGSQQQA 

LDLSVQYPPENLRVMVSQANR 

TVLENLGNGTSLPVLEGQSLRL 

VCVTHSSPPARLSWTRWGQTV 

GPSQPSDPGVLELPPIQMEHEGE 

FTCHAQHPLGSQHVSLSLSVH/S 

PSTAAGPLLLLGG*GSALQLLL/ 

SRPARPPLCAGGLGRSCWRGTA 

VRAPSRSPPAQPGPGPTAP*AS 

MEGSAPASGSAVRPGTSTGPRV 

ALSSSCYQGSWSMGEDLAWGL 

PWEL ASLPCSLS VPA LSSSG 


16057 


46425 


A 


16148 


3 


1578 


VTQLLCTSNGRRALEFALFPGR 

RFRPVATNHQSREVEMSTRGRF 

QLTGDPAKGNCSLVIRDAQMQ 

DESQYFFRVERGSYVRYNFMN 

DGFFLKVTGMEWGGNPCLSH 

WGGTLGTAYGLSREGSQGPLQ 

HKN/HPTTVSVPALTQKPDVYIP 

ETLEPGQPVTVICVFNWAFEEC 

PPPSFSWTGAALSSQGTKPTTS 

HFSVLSFTPRPQDHNTDLTCHV 

DFSRKGVSVQRTVRLRVAYAP 

RDL V 1 S I SRDNTP ALEPQPQGN V 

PYLASPKVGQFLRLLCAADSQPP 

ATLSWVLQNRVLSSSHPWGPRP 

LGLELPGVKAGDSGRYTCRAE 

NRLGSQQRALDLS VQNPPEN LR 

V M VSQ AN RTVL EN LGNGTSL P 

VLEGQSLCLVCVTHRQPPSQAE 

LDPEGTGSEPLPALRPRGSWSW 

LVGSSGARRRVHLPRSAPTGAP 

RRTLLPSPCTTPRSCWAPPAPGR 

LRVCTAAAPPRPARPPLCAGGL 

GRSCWRGTAAQGLLRGSPPAQ 

PG P W A QTA S PEPSM EG LNSG PQ 
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SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ II) NO: 

inUSSN 

09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*==Stop codon, /= possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


16058 


46426 


A 


16149 

■ * ' ■ i 


90 


1029 

i \ 


MLLPLLLSSLLGGSQAMDGRF 

WIRVQESVMVPEGLCISVPCSFS 

YPRQDWTGSTPAYGYWFKAVT 

ETTKGAS\VAPNPP\SREVEMST 

RGRJQLTGDPAKGNCSLVIRDV 

QMQDESQYFFRVERGSYVRYN 

FMNDRVL\LKVTALTQKPDVYI 

PETLEPGQPVTV1CVFNWAFEE 

CPPPSFSWTGAALSSQGTKPTTS 

HFSVLSFTPRPQDHNTDLTCHy 

DFSRKGVSAQRTVRLRVAYXPP 

ETFGISIFTVTNTPDPPENLRVM 

V^OANRTVI FNI riTsIHT^I PVI F 

Vov</\lNI\.I V LCmLVJINU 1 OLr V LC 

GQSLCLVCVTHSSPPARLSWTQ 
RGQVLSP 


16059 


46427 


A 


16150 


270 


1001 


CCCTVYRAFIRKRLKRSSDSVY 
RRKN PSAS YDRD A E ASL A A VK 
SGEVDLHQLASTWAKAYAETT 
LEHARPEEPSWDEDFADVYHD 
LIHSPASETLLNLEHNYFVSISEL 
1GERDVELKKLRERQGIEMEKV 
MQELGKSLTDQDVNSLAAQHF 
ESQQDLEN K WSN ELKQSTAIQK 

LSEEIKVQPSQFRESVEAIGRIYE 
EQRKLEESFTIHL*AQLKTMHN 


16060 


46428 


A 


16151 


60 


648 


L AM S LSH L YRDG EG RI DDDDD 

ERENFEITDWDLQNEFNPNRQR 

HWQTKEEKGSLQRKEFFTDLV 

GLCFCAYRARDYSAPVNFISAG 

LKKGAAEEAELEDSDGFLRFFFI 

LFFH* LSFDFSFLQGGNFKPSQK 

C\ F A P.nTlcf QPM nFflQ WF R HTK" C* 
\jr t\\j\j i Nor iviL^r vjo vv C/fVii i rv^j 

I*FTYMNCCDRKTLFFFC*NSSG 

IINPIEAKQRKGKGAVGAYG 


16061 


46429 


A 


16152 


237 


450 


LAMSLSHLYRDGEGR1DDDDD 

F/RFFMFFITHWni ONFFISlPMR 

QRH\WQ\TKEESTYGVWAERDS 
DDERPSFGG 


16062 


46430 


A 


16153 


12 


85 


VSFLSMGSGHCIRSTRGSKMVS 
WSVIAKIQEIWCEEDERKMARE 

Fl APFM^TYVMMMIHMIVFKM 
T*QPPPPWAR ATV^nPPVAPkT W 


16063 


46431 


A 


16154 


49 


481 




16064 


46432 


A 


16155 


20 


248 




16065 


46433 


A 


16156 


493 


728 


VSFLSMSSGHCIRSTRGSKMVS 
WSVIAKIOEI*CEEDERKMAREF 
LAEFMSTYVMMVSGRAARSG 
WALPGPSMTPSPF 
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SEQ ID 

NO: 


SEQ II> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


16066 


46434 


A 


16157 


136 


306 


ASSSREGLTKFAKFTKFTK1HQI 

♦1TLTSYSIKSLEKVCADLIRGTK 

EKNLKVKGPV 


16067 


46435 


A 


16158 


563 


1216 


MMFWPELQPRVCWMGLSWVN 

HQNGRRRRKNQKHH*QKVPLL 

1 MASK* KLLEFLN RETKASANL 

SETVTKPPLPQKNTAQVGASSQ 

TRKPNKLAPHPAVPAFVKNTCP 

SRPRERQTHFLRPRPEDRMVAL 

KPIKJVLPPVFMPFSSPQGIRSR 

MPTQHLYCRWVAPKALVPTCL 

PTHSLSRKEEKPKRMDTPFLPY 

SRPPSGEWLLIVLWFFNRSQRS 


16068 


46436 


A 


16159 


1 


143 




16069 


46437 


A 


16160 


40 


230 


KOAAOPA V ATLSG PLPHCGSF V 
LSLF A1NL V AAHSLG PHCLYEL* 
H S PRRSTA S LREG PRL H S 


16070 


46438 


C 


16161 


233 


319 




16071 


46439 


A 


16162 


290 


472 


EFLDTFCYlPKVVDO*D*THKO 
OHNVAIIPHVSSAOMSTFC*RT 
MPT1SDDPWHMASMRAV 


16072 


46440 


A 


16163 


3 


553 




16073 


46441 


C 


16164 


270 


608 




16074 


46442 


A 


16165 


2598 


2943 


HSPRGSAASFLKSVRPRTHQFR 
TQEDRLSPG IQDQPGQPSNTPSL 
QKL*N*LGVMGRICSPSYLS*P 
WREDHLSPGG*GCSEP* L HHCT 
PAGVTKSDRVSKNK*INKNKIN 
NDNQ 


16075 


46443 


A 


16166 


2 


58 




16076 


46444 


A 


16167 


218 


342 




16077 


46445 


A 


16168 


734 


872 




16078 


46446 


A 


16169 


1233 


1706 


CLVFWLLYYPGLQLPFHLLPHS 

LGSGQQSSEESAATPSLAEGRR 

EAAFRCGPAGLARQAWRPHAR 

LPGPAAPLAAPSLAPLPTGRSG 

RWLPMLCAASC*SPSPAMSVYP 

QRRLGQGGAEDSEGGPVSRGC 

RAPGPQRPLAAPGEQTAARTQ 

A1CLIW 


16079 


46447 


A 


16170 


598 


1159 


CRQTGVKIYDVWFFWLLYYPG 

LQLPFHLLPHSLGSGQQSSEESA 

ATPSLAEGRREAAFRCGPAGLA 

RQAWRPHARLPGPAAPLAAPSL 

APLPTGRSGRWLPMLCAASC*S 

PSPAMSVYPQRRLGQGGAEDS 

EGGSVSRGCRAPGPQRPLAAPG 

EQTAARTQASVYLLLPHSPPLL 

SALHIHHLLPPS 



WO 01/075067 PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, V=possible nucleotide insertion) 


16080 


46448 


A 


16171 


834 


1185 


RSLFRHHRPSAAFPRTPCSDCPR 
CSAGTMEDCWLVLGSPELR*KS 
LHERPFHWLPSPSRARCCLPRSE 

TPAPiPVPPRPr.PR PAD DDDPTC 

RPPPASSRGRGALGSLPASEPLP 
ARAT 


16081 


46449 


A 


16172 


78 


478 


VVKNSLIFLVNQVLNSRDFHVF 
FKTT*NCPAQAHTAALYQGLGP 
ACSQRASHWMSSSSKRSSKSLK 
KSA*TAFSLAAKSIKSPGAASRL 

VJ IN F\J\ rvL»v^v/ v rvr rlvC-y V 

HMVPI-lkf I^RPAWRfiNPI KJ pcrr 
yjn I r fi rvlvivlv W V IVUlNI\JUrvl_<JDi> 1 

F 


16082 


46450 


C 


16173 


1323 


1656 




lOUOO 


4t>4 J 1 


A 

A 


1 A. 1 "7/1 


T7 
/ / 




K^l^lvl 1 LflVI WrKo I r ruLMCKK 

RHMFDWLLITMLWMLPTKLGS 
SKLSPAA*F*SSCLIL 


16084 


46452 


A 


16175 


1 


255 


STSKGEKPAIRAMAHFLEPHP1N 

Pf P.AP APk'AHl QPT*VI4FFk F HI 

DNFLQGKCFHNQQDAENAFQQ 
FFKSQSTNFYAGSSFVTEV 


16085 


46453 


A 


16176 


690 


1020 


SPVLQRAFKNGPGTANERTVQ 
WWFKKLCKGDESLEDEEHSG* 

rati T ININv^L.rv/\ir JVAL/rL 111 KJC 

EVFPHPLYSPDLSPTSYHFFQHL 
DNFLQGKCFHYQQDAEHAFQE 


16086 


46454 


A 


16177 


1 


383 


MHRSCGSDAYALLGERSVSLR 

RC A VRH AGG 1 RS AN A DI SN DKA 

GEKPARRKTKGSCPTLIGAGLV 

QSLSPIQSAADAGELGSNGILPD 

VESLRJ P VQYL AN LLT AG DTKP 

VLRALKRMLAMRHYKRAETV 

DGKVDTRALEEVGLTEAQAQE 

MYRYLAIANYEDRFVVPSSHRE 

LAREAFPEKNGCGFTFGDGCH 

GSDTKPNLFNSRR1DAID*PCPD 

♦RWTGTLGLPASGLFTRFIVTY 

VSIRTSDTSSMPHSTPSQA\TERS 

PNNA*ASLQTC 



2080 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location or last 
codon Tor last amino acid 
or peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /= possible nucleotide 
deletion, V=possible nucleotide insertion) 


16087 


46455 


A 


16)78 


740 


1977 


SASASRSLEHITVTPSTGILTCFP 

STTPFGLAL/GGTLGLPASGLFT 

RFIVTKSS1FSVTPLVQPKPSCN 

GYSPPPPPVPHRREFQRRVIAEK 

1FCQHHRAKLNRLEERQYLTVM 

FRA1AQRVNIGITGLQ1TIDANA 

A1NRQPGASCQGRFPGAVRCGG 

NYRIHFDIALAVQRWPECQNPF 

FPAPVTE1STADERPSPLTGCLQ 

RLVTFGSVIFGIINMIMRLAPIGR 

FGAMAFT1GKYGVGTLVQLGQ 

LIICFYITCILFVVLVLGSIAKAT 

GFSIFKFIRY1REELLIVLGTSSSE 

S A LRRMLDKMEKLGCRKS V VG 

LV 1 PTG YSFNLDGTSI YLTM AA 

VFIAOATNSOMDIVHPITLl IVI 

LLSSKGAAGVTGSGFSVLAATL 

SAGGPIAGSGSGADPRYSTALC 


16088 


46456 


A 


16179 


757 


1037 


FLDPSPEPNVTVTPSTGILTCFPS 
TTPFGLALGVDSPCPD*RWTGT 
LGLPASGLFTRFIVTYGVTPALD 

TGLM*LRSCGPPRSML*HRTOO 
KC 


J OU07 


AAA*! 




161 Xft 


i 
i 


J 1 J 








A 


161R1 


17R 
J / o 


990 


1 1 1 fil A < ?FN*HCPIA < ?FAP*TTT 

DTELWVTLTVEGKS 


16091 




A 


16182 

IUI 




251 




16092 


46460 


c 


16183 


129 


1136 




16091 

I OU7J 


46461 


r 


161X4 


1 17 


364 




16094 


46462 


A 


16185 


636 


748 


LLLGLAAED*RCPIASEAPQT1T 
DTELWVTLTVEGKS 


16095 


46463 


A 


16186 


37 


444 


DPQVGKLLQHCPARJKMTVTF 
NNHRKPQLSKFHQLYSEDTQQ 
QI1RETFHLVFKRDENVCKFLGT 
IWSLTTGKLNRGOAPLFG1FHT 

ft »i ft 1 VJ I VJLj 1 ^ I V dX 1 1 • ft ft* 1 

VELHLEIRSSCQGIVHF'LTCFSS 
CPCSGPFVNSPFYLPLESGHSK 


16096 


46464 


A 


16187 


179 


422 


LQLGPKEKQSRVLGSFFQVPSC 
GKMGCGSSGSRHIGFPPVPOLSG 
GPLDPRQGSGISEMK*TE* GG Y 
PKGSPQHYSRKHQGS 


16097 


46465 


A 


16188 


1064 


1374 


KEQCLQ ALSSVKN REKRPSSFH 

PICWSAVSFSVGREGDMWPLAP 

FPDSENVAGAGALLLRLAALPG 

LSWALRPPPPAPVRSWATSGW* 

GGQGREPGRGIPPRW 



90R1 



WO 01/075067 PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


16098 


46466 


A 


16189 


44 


515 


VGGGGVQPSMTMGDKKSPTRP 
KRQAKPAADEGFWDCSVCTFR 
NSAEAFKCSICDWRKGTSTRKP 
RINSQLVAQQVAQQYATPPPPK 
KEKKEKVEKAGQKRKPEKRPR 

i\ror/j V V I rvrviN l IN rvlv I [\.r rvC5L/I 

LKDPPS\EANSIQSANATTKTSE 
TNHTSR 


16099 


46467 


A 


16190 


382 


795 

! * 


DSGRSWKRLLSPPRPMCDTWA 
LGSYPRLCFAVSPPFSCSLPLPSL 
FPHS^LLGRPKRQAKPAADEGF 
WDCSVCTFRNSAEAFKCSICDV 

rvrvvj i o 1 1\ i l>i\.iv^ viwvvvvi K£ 
VFIFHTA1CAI GVOWYKDRPPiP 
CSYGA 


16100 


46468 


A 


16191 


2 


343 




16101 


46469 






47? 




KT<s! POT4WT WKVTIVTVMF**! 
IS. I OL»rv<n WL/W l\ V I I V 1 V IVlr Lj 

RVNVGKLLNNIHRYNSENLASL 
GSQWKFP 


16102 


46470 


A 


16193 


343 


693 


KTSLFQHWLWKVTIV1VMF**L 
RVNVGKLLNNIHRYNSENLASL 
GSTQIPLKAFTNPCHTSFTLCKH 

ET*HFQAFWQALDENMTLLESI 
TGFEGF 




46471 


A 


16194 


140 


S14 


TA IM>jnMVTI*TRkTFMTMORI O 

I r\ 1 IVUN L/1VI VII 1 IxlvrlVl I INV^iVL#V< 

RKQMVIDVLHPGKATVPYLILI 
EQLRFARHCAWYGGDSDETSH 


16104 


46472 


A 


16195 


80 


552 


PIPHLEKFHAPTRRTFRGNQMW 

IDVLSPPGKADQCP*AQE1PGKT 

*PKMYQDPHPDVI\FVFWIPELH 

FGSRGKTKLAFGNDFMTSLGF1 

AKEKWNPKHRTLQGHGPGME/ 

FRKKT^KClKPTFRFRfHTrCiI Ffi 

KFQGGLAKGPFFGAWAK.RRNE 
VSSS 


16105 


46473 


A 


16196 


248 


474 


YPETPESPTQLSSGQPH REQPPE 

LPM*PCLAQPSQKHMIKG*QNN 
KHHENKM 


16106 


46474 


A 


16197 


223 


669 


PRPSLPACSPWRIVDDCGSLKS 

WKRVCQWLQPCPNALPSCLGS 

PLRCEFSGFPRN*LGLGSTTGSF 

AVWGGLFSTIDCGLVRRPGPSP 

FHPVLPALTSVSLPPTPPGGPLA 

MVGSAMMGGWSGEWEILHLA 

SSTHPYPSLPSPAPPFLE 



2082 



WO 01/075067 



PCT/US01/08631 



SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X~lJnknown, 
*=Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


16107 


46475 


A 


16202 


188 


484 


HFGRVEVGRSQGQEFQTRLAN 
KAKHHLY$FMNESQ!SP!GC*P 
M/PPKL1RKVHREKNCAGRNLT 
R\QRSG FKTGPPG PPARPSS PTLP 
PPPPLPRLPRRP 


16108 


46476 


A 


16203 


36 


409 




16109 


46477 


A 


16204 


651 


893 


NTSVKNNFSFMNESQ1SPIGC*P 
MAPKLIRKVHRERNCAGRNLT 
RAEKRLQTPGLPVPPARPSSPSS 
PPTPPLPAATPGGR 


16110 


46478 


B 


16205 


13 


441 




16111 


46479 


A 


16206 


3 


205 


NSSNSFSIQFCSFAGEELCSFGG 
EEAFWFLEFSAFLRCFFLIFRDL 
STFGL*CAPLEEKRHSGFWNFQ 
PFCAAFSSSSGIYLPLVFDAGDL 
QMGFLCGCPFC 


16112 


46480 


A 


16207 


23 


841 


EKAKEFRRAEEKKKEVPAVPET 

LKKKRRNFAELKIKRLRKJCFAQ 

KMLRKARRKLIYEKAKHWHK 

EYRQMYRT\E1RMA\RMARKA\ 

GNRYVPAVEPKLAFVIRIQRVS 

MGVSPKGSERCCKLLRPFVKIF 

NGNLL*KLNKGFRLTML\RIV\E 

PY[GMGGTPILKSVNELIYKR\G 

YGKIH\RKRJA\LTDYALIARSLG 

KYG1VCMEELNHEIYTVGKRFK 

EANNFLWPFKLSSP\QGG\MKK 

KTTHFVEGGDAGNREDQINRL 

H RRNELTRLT WIFF 


16113 


46481 


A 


16208 


1137 


1200 


PPSAPAPG*LRPPALSSGSP*PPS 
APAPG*HAPPPSAGTPPP 



WO 01/075067 PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


16M4 


46482 


A 


16209 


t 


1480 


MNECRGVEITTVCSEDW1QRHL 

PGAVVPLKGEGNVGVATEDHY 

QEDSFGFGLRGTGKPLKLEKSR 

PGAVTHTSPSDGLTQYVPDSLT 

AMPAAAVVIWVIRPGCGVQQQ 

IGFLRHSNIDDIRPRTI1RAVAPV 

KLHG1RIKMASFTSATRLTDEQ 

VITAPADSG1VIPRFSDNWVAG 

GKTHLTHKDSHKLKLVKGWKK 

AFHANGHQKQAGVAILTSDKT 

NFKATAVKKDKEGHYIMVKGL 

DQQEN1TJLNIYAPNTGAPKFM 

KQLLI D V RNE1 DSNTI 1 AG DFNT 

PLTALDRSSIQKVNKETMDLNY 

TLEQMDLKDI YRTLHPTTA E YT 

IYSTVHGTFSKIDYMTGHKTSL 

NKFKKSEIISSSLSDHSGIKLEID 

SKRNHQNHANTWKLNNLFLMN 

RWVNNEIKMEIIQLFELNNNND 

TTYQNLWDTAKVVLRGKFIAL 

NAYIKKTERAKKTIYSHTSGI*K 

QEQTKPKPSRRKEIIKIRAELNEI 

TTKKTIQKK 














16115 


46483 


A 


16210 


32 


398 


ASERLGGPGSPG*/PVNPRTDGS 

GAAWLSQRAQCTQSDPRV*EV 

PEHLSPSTPSQEYRGLPAL\PHTS 

RPSHCLPACPLPSRTOPWVPVK 

PGPTACRGFLQHSPTPGSPSP*S 

FQGSSWWDTDL 


16116 


46484 


A 


16211 


2 


681 


AEPWDEGGDGVPCRVPSSGSV* 

V*TLYLDSSVQLCGTEAPQHPV 

DGPPGGKLCHEGSLHLRQGQIP 

GPRLVLQFVQQAGVCGPGGNA 

VYSTPRDSASLVSGRTSMLFLR 

KFGKTWRKGKLHQRGPPASPV 

LGRECNWG*VIGRHPAQSS/SGP 

A C A K DA A ELG A A M PG L VSG PL 

GAALQPRGAGVQLGAATGPGS 

CSK/RGSPICADAR/PRHSQEPGQ 

VPPHAPQGPGLS 



2084 



WO 01/075067 



PCT/LS01/086J1 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l!nknown, 
*=Stop codon, /^possible nucleotide 
deletion, Y=possible nucleotide insertion) 


16117 


46485 


A 


16212 


102 


1005 


VQWSARPDATPLSTEPSLADYP 

EAQSHIPRRGPRRPEKQGRGGK 

PPRALGRERAGGGSRGPPASPD 

PLSRPCSQAPPPGASAGA*DAP 

ACRREAGSDGVPCRVPSSGSV* 

V*TLYLDSSVQLCGTEAPQHPV 

DGPPGGKLCHEGSLHLRQGQIP 

G PRL VLQF VQQ AG VCG PGGTD 

GSGAAWLSQRAQCTQSDPRV* 

EVPEHLPQVDTHKGELYQ*PGG 

RDG PG W E EPPQCG MGVSEAHG 

GAGGPGEAGKGRLQRKFGKT 

WRKGKLHQRGPPASPVLGRPR 

PE*VLLRCD*EG*PPSAGQLL 


16118 


46486 


A 


16213 


378 


494 


GTACLQIPQTQGV*QRGFLAEY 
1QWQLRMRSGSIPVRTG 


16119 


46487 


A 


16214 


18 


894 


SVGSLCCLQETPGLRAFGVPWR 

SAQRRWPRRSAASLLSLVLPGR 

AHSPRPTLAPGPLEAQQPPPGG 

SALAQHSRTAPAGTSAACLWP 

VSEQGAAPMCQVTRPPGSQAP 

CSQPSAHAHKHLTTGSSSPAEA 

SALPRA*TGSRWETKSSERVSSF 

SA*GTACLQIPQTLRRRTG*RQ 

VGRRLPGSGGFDGCSIFS*S*PV 

TYS LRS VSATSSN EATQLGTT* S 

NSIIFEFCSAQSTAVRCRLFST*T 

DAPWSRSSSTTKTCFSITASCSA 

VLPLLLEALMEAPCPCLACSSA 

S 


16120 


46488 


A 


16215 


340 


582 




16121 


46489 


B 


16216 


93 


711 




16122 


46490 


A 


16217 


1378 


2081 


LSRKKPNWPSSMPWYQFSLIWL 

MSVKTSPSWKPSSPWFSGWKS 

YSTLQLGWSRGGMLLLGVQM 

DLLE D WKGDE AA 1 LGT VVQGK 

PPLDCSG SPRSKYA PRTW A YTP A 

WGYRKLPASCA*ASLPARPGSA 

WPASGRSAAPPP/AARS'LICSM 

SVSRRLCMLVSATSLESSNFSSA 

WRSSSSG1LPCRFSMSRESFTSA 

RCFMDSPASSSASLKLDSLPSSF 

WWRIRHSLRSPSDCG 


16123 


46491 


A 


16218 


191 


288 




16124 


46492 


A 


16219 


67 


209 




16125 


46493 


A 


16220 


96 


341 




16126 


46494 


B 


16221 


1 


1185 





WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


16127 


46495 


A 


16222 


192 


703 


AMPSCTRAGLAFVCHVRRRGC 
LSCRGV1PASSQCLFPAPMGTTE 
ATLRM ENVDVKEEWQD * DLPR 
PLPEETGVELLGSPVEDTSSTSN 
TLNFNGAHRKRKTLVAPEFNISL 
nn^Fn^i i fhhfi rvn nni niw 

VDDIETPDETDSLEFLGNGNEL 
E WEDDTP V ATAKN M P 


IUI z.o 




A 


1 \j£t£.J 


X0R4 




TAPHFR WnP^RVRMFRlKTlR R I 

G WMGPLG RGKR* VTRGM \y PG 
KGPAYPGSSASSF 


16129 


46497 


A 


16224 


645 


1317 


WGASRLREPPSPRTLHSPRPGP 
ASAPPLRPLPQNRTPSPSAASTT 
APPQPSEASRLPA*KAKPKPHPP 
SAPRRGGSPPRHSAQPACGRRR 
PRSVGGAAPYAAERRNSAPQGP 
PQRLRRT A EGG KRPSN PRQRSH 
PRQRGDSLP* LGPWSRDRRAGR 
DGRDGSAGGTRRSPSPRYASPE 
pi npA apa^pah A^wTnr^pnpR 

r LVJr AnrAorrtUrVO W lvJvJrVJI\Jv 

a nnQWR A<JVFn ao^qapfpr a 
RVL 


16130 


46498 


B 


16225 


72 


378 




16131 


46499 


A 


16226 


151 


372 


GGQHWAKAWRQTLGPEMPER 
TriApnpriQi *PFTTPPPPATPvn 

GTFHKYVFTPDGNCNREAFDV 
YLDICDDDDF 


16132 


46500 


A 


16227 


182 


1083 


HPGPCPDHEQVGSMGLVEDPV 
S PG LPLTLN LG PDNPPTC P A VLI 
WDDAREGKD*EG*SSLGIPPPP 
HGHPVLCDTHRIVIVLKNRQLC 
PF* D A ASSS A A H PTPHLHTLG L 
CELPCGLLAPSLHTTPTSDSSLL 
PQDL ASTKPGTSS A PFTIN AHQS 
D1ACVSLNQPGTVVASASQKGT 
L I RR VCM VG W* PHTT* H VG ITA 
DLSSSINFSHDSSFLFPTLPCPCP 
PA H LP YLG L A S A ACRL A R VG K 

V V_J J 1 Yl 1 VJ V^/ I V 1/ jy W ObA Jl 1 L>1V1 

PERTGACGCGSL*PFTTPPPPAI 
CVDGTFHKYVF 


16133 


46501 


A 


16228 


202 


517 


GVHCHGFSAGQAAGQEPTSVH 

ETLLPHQLQDQSALRGGVQNR 

ORHOAAEGPGERAGAAVSVGL 

GEPQCH*VGAGRAARGPPILEV 

PAGGADAAAECPAGPHGCGG 



2086 



WO 01/075067 PCT/US01/086J1 



SKQID 
NO: 


SEQIDNO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for lust amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


16134 


46502 


A 


16229 


141 


633 


WENARPEPSQGDLRAASVVSPR 

LPPRKGQGGLGYFGRGAGHAK 

GTAGQGASESETLLPHQLQDQC 

ALRGGVQNRQRHQAAEGPGER 

AGAAVSVGLGEPQCH*VGAGR 

AARGPP1LEVPAGGGDAAAECP 

AGPHGQNARGQQSGISQLRHE 

REFLLRPFPQAPQL 


16135 


46503 


A 


16230 


65 


466 


VVFAEAAEASLMTSGVGGGAA 

QSPRSRRGGWWPLGEMPYANQ 

PTVRJTELTDENVKFI1ENTDLA* 

GYRGKRLAALGRGRPKPGPRG 

RGRGCSGWGGGDVLPELPPCT 

RALALGACGAGPACRGCSAFTP 

LGF 


16136 


46504 


A 


16231 


42 


491 


SGGKEAQGQSGTDQTVVVLSN 
PTYYMSND1PYTFHQDNNFLYL 
CGFQEPDSILVLQSLPGKQLPSH 
KAiLFVPRRDPSRELWDGPRSG 
TDG A 1 A LTG VDE A YTLEEFQHL 
LPKMKGNKWEQKSHYKPDWD 
*N LSCLFRQ VLNFVi V A PP 


16137 


46505 


A 


16232 


531 


976 


NQS1VRVNVDNSLSIPVIAAELG 

VRKPSEKGMQQKKKTKDLGFR 

AGKESKTEWRK*GLQDMASQ 

MFASPLK*PVTAAFHDSSMPSS 

LLQIEMEQLFLEARLQLDSKSE 

ARRNQCDSMLLRNQQLCSTCQ 

EMKMVQPRTMKIPDDPKAS 


16138 


46506 


A 


16233 


2 


419 


SFLLSSSYTRTKSILRWPSLKKR 

ESGFPLNSSNSGVRKSC*LSSDP 

KSGT1VCPRFSNTISPSSSSSSSSI 

CSKTFLVPSFSCLPQKAAPNLAR 

SWGLPGSRTARLSQGPDRGPRG 

VCRLGSGAAEPSQRRGKPSRDE 

IV 


16139 


46507 


A 


16234 


27 


792 


INSIRJLSTCKMGHPRFAPQAPG 

PLRTSEKGPAVLPAWGNSSSDH 

SSEPSVGFYFNEDSDGSHPVLQ 

MRACSPDPAQGARPSAEAPGQP 

*HSASRGSDPKVASEWRLPHAE 

ASPQLPGFSGAASPAPKHSCSSF 

SCLPQKAAPNLARSWGLPGSRT 

ARLSQGPDRGPRGVCRLGSGA 

AEPSQRRGKPSRGTHRPEPRAG 

GRLSPAERSPETEHAQCGRRGS 

LRND*TSPVLRGAQKJEVGRRD 

CRGSSAILRAGEL 



OOQ7 



WO 01/075067 PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


16140 


46508 


A 


16235 


343 


969 


YDKTRLFNTVPLPPPHKKIIKKII 

QDIKGEILRAFPLRTGTKHRCPL 

SPLLFN1LLEVLARA1RQEICE1KS 

IQIGKEEVKLSLFADDI11YLESP 

KYSSRKLQELIKEFSKVSRYE1N 

VHKSVALLYTNSNQAENQIKKS 

TPFTIAAKNK1KY1 GIYI TKDAK 

DGYKENYKTLMKEI1DDKNKQ 
KYIP*SWKGRINIVKTT1LSTAIY 


16141 


46509 


A • 


16236 


15 


403 


ICESRRGRVCSALVRRYVGEGF 

GKAGSICMPQAPDKSSRWTILI 

RPPRFPPSVPSCSPGKEAPGGSEL 

/SPI PHAWPSDPVSPI GDRVTA 

NPAEIR*EPGPQSAAPGFREQRR 

RGQMG*IWYLTPTPPGGQ 


16142 


46510 


A 


16237 


19 


454 


KGKSLLCTSPKVCRGRLRKSRK 

PETKVTHICMPQAPDKTSRWTI 

LIRPPRFPPS\PSCSPGKEAPGGS 

EL/SPLPHAWPSDPVSPLGDRVT 

ANPAFIR*FPGPOSAAPGFRFOR 

RRGQMG * 1 WYLTPTPPGGQRPS 

SAASPRGFPLV 


16143 


46511 


A 


16238 


276 


898 


MKGTAPWRCGSRRGRVCSALV 
PKVCRGRLRKSRKPETKVTH1C 
MPQAPDKTSRWTILIRPPRFPPS 
S I LQS WEGGTG WLRTLPL PHA 
WPSDPVSPLGDRVTANPAEIR1L 
GEDPESPEETLNLILRTPIPPKPR 
GNAKSHP/GGHRSHR*EPGPQS 
AAPGFRFORRRGOMG*IWYI T 

IX l\ 1 Ul I VL< 1 VI VI vVJ V^/lVl \_J 1 VT 1 i-i 1 

PTPPGGORPSS A A SPRG FPPTNN 
SSRLPAEPE 


16144 


46512 


B 


16239 


177 


284 








A 


16240 




416 


CCPVLPGPWAAGHPGD*PDGP 
G * * AQPHKECRGGFAPLQVTLG 
PKQPSGKRVNK 


16146 


46514 


A 


16241 


1401 


2246 


NIYLLLQVFDCWGLQGILGVSN 

PSYSIRRCYTAGQSPRGLPDPGR 

F*G*EESTGEQADCP*GSHRRSR 

SAAGAADGGLDPGAHTITCGC 

LSHRGRLVPAQKSSAAL*APSG 

AKPAPTVAPVHDPARQG*GGQ 

ARGQGARQPHSHRJEGLCEC'A 

VTTL*EPHLRNSSAPA*ERGPQG 

IRVPEGQSGDQESSAEEHHGGD 

PGGGKPRCGQHQEPLGAGWPS 

PAGVEPLLGGLQKGSDGAP**E 

PQRGCVDEAQQSSPGAVPEAK 

AIAVQPPAPDVFAAVARCD 



2088 



WO 01/075067 



PCT/USO 1/08631 



StQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location or last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


16147 


46515 


A 


16242 


30 


461 


IPAETTC/EPAKHFHCFTDGSSN 

GKASYSGSKGKVFQTPYISAQK 

VELVAVIEVLTAFDMPINVISDS 

SYMVHSTQLIENAQLRFHTDEQ 

LIIKTKKGGNRDYGTAQTQLNL 

ALLTFHFSSLPKGQMLPAAEQH 

LQKPAAKTQAE 


16148 


46516 


A 


16243 


1 


573 




16149 


46517 


A 


16244 


1 


1689 




16150 


46518 


A 


16245 


1 


1416 




16151 


46519 


A 


16246 


27 


779 


KNHFNWKDKFPPRLRJSFLMVA 

TVKPPEPTPLKRLTEKPIWIEKW 

PLSK*KLEALEKLVTEQLENGHI 

APTFSPWNSPVFIIKKKSGKWR 

MLTDLIAINSVIQPMGALQPPGL 

PSPAIIPKNWPL1VTDLKDCFFTI 

TLAKQDCEWFTFIIPAVNNLQP 

AKHFHCFTDGSSNGKASYSGSK 

VKVFQTPYTSALTAELVAV1EV 

LTAFNMSINMISDSSYVVHSTQ 

LVENAQLQFQTDDTNDFIYPVA 

NSS 


16152 


46520 


A 


16247 


2 


394 




16153 


46521 


A 


16248 


63 


1123 


ELD V MG L PEER V RSG SG SRG QE 

EAGAGGRARSWSPPPEVRLVSL 

LRLNMSQKINDIWASISVAEFW 

GDIAKEFYWKTPCPGPFLRYNF 

DVTKGKIFIEWMKGATL*LCLF 

L V WG RS YTPN H WFFL VC L REG 

NEPGGQLDGREQVAARRVHGS 

YSVLLPAG1QKGDRVAILSNPFL 

HSLNPWGFLLSLRLSSLP*GPM 

DIVPTRQHGAY*GLECLLLPKD 

MDMGGSCQVPFEPTRLPL*AFL 

FSRGFPVRCCIVVKHLALTLSSH 

SLYTWTLQGQGTGVSCPHLELF 

TVLPCPSLQ1SWNQG1DLWWHE 

LMQEAGDECEPLPSLHLVVSRG 

GHKTLTCSPFFPQGVVHTVGGY 


16154 


46522 


A 


16249 


35 


219 


ALGVHFVLGPVGDGSRAVDCG 
QQLAPTSSACTTSGLSISRRCSGI 
WRMNQKXQVRGPSPKE 



OOQQ 



WO 01/075067 , PCT/US01/08631 



SEO "> 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540\2I7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


16155 


46523 


A 


16250 


1934 


3213 


WP A PPSQ V PS LD YG L AL WFD A 

YVSVHGTQETSQCSPESSLTPPR 

LCGLRILQPYAERIPVVATAG1T 

INFTLRGYAWPNGALPASTVPC 

GFAACPGEFLCSVNGRQAPAGS 

SGFLPPVPSLCPHTVCRATFQCK 

EDSTCISLGRFPWGSETHLLCPA 

PIPSVPGVPCGTFTFQCEDRSCV 

KSLSASPLPLLLCPPHHLPPSPD 

CGLQGPSSRIVGGAVSSEGEWP 

WQASLQVRGRHILGRGSFLPPH 

LTPPHPTPPHPSMASTVLWTVF 

LGKVWQNSRWPGEVSFKVSRL 

LLHPYHEEDSHDYDVALLQLD 

HPVVRSAAVRPVCLPARGRIEN 

RGSRLLRSHFCP*PRTGPISNAL 

OKVDVOL1POD1 CSEVYRSSPfi 

KGGALTLLQSFLLSPFQGDSGG 

PLVCKALSGRWFLAGLVSWGL 


16156 


46524 


A 


16251 


511 


853 


CCWNMALIQTFQMSMEIPLCTT 

LS*TALHLASANGNSGVVKLLL 

DRRCQLNVLDNKKRTALTKAV 

QCQEDECALMLLEHGTDPNIPD 

EYGNTTLHYAIYNEDKLMAKA 

LLLYGADIESKNKVEEEMKKH 

ESNNVGLLFNLSNGVTAGNGD 

DGLIPQRKSRTPENQQFPDNESE 

EYHSHTEFLPSRIYP 


16157 


46525 


A 


16252 


1050 


1350 


CDPQMCCCFRPEAATPG*REAA 

SAGPWDSAPPSPARTSLPSAHSS 

DYPLPRSRSSSASAASRSPPRPL 

STIARRLNPRRSGRSLPSGQPAG 

PSDPRGFCL 



2090 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ 10 NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /^possible nucleotide 
ueiciion, wpossinic ducicoiiuc insertion) 


16158 


46526 


A 


16253 


2 


3486 


SSQSGAAAGAFCGLCVDLELTA 

SCDLEADSEDRTEHLATLQLRP 

DFSGSRCPAPQKHLQTHRPHSK 

PWP1Y*PT*RSYLAISPHSW*AP\ 

PPSRRRAPPAFHPHTQACPSTCY 

CHTLASRRGPSNGRYHRPGYPH 

PTAVQRDPPAGPRGCQSPC* HQ 

PPACRRPCGRHYR*HGQHDPPP 

WQ*HC*SRSPCHPPSQRDAVTW 

PFIHI PAED/SHTQPQKSP\PAFRP 

HTKTCPFTCYCHTFAGRRGPSD 

GRHHHLGYHHPSAVQWDPPAC 

♦RGCWRPCQREPQTCPCFCGR/P 

PPGTSLA*PPHPRVPLKEKLCQY 

DEFSEGLRHSAHLNRHQRVPTG 

EK.S VKSLERGRG VRQNTH I RNH 

PR A P VGDMPYRCD VCGKG FRY 

KSVLLIHQGVHTGRRPYKCEEC 

GKA FGRSSNLL VHQRVHTGEK 

PYKCSECGKGFSYSSVLQVHQR 

LHTG EKPYTCSECG KGFC AKS A 

LHKHQHIHPGEKPYSCGECGKG 

FSCSSHLSSHQKTHTG ERPYQC 

DKCGKGFSHNSYLQAHQRVH 

MGQHLYKCNVCGKSFSYSSGL 

LMHQRLHTGEKPYKCECGKSF 

GRSSDLHIHQRVHTGEKPYKCS 

ECG KGFRRNSDLHSHQRVHTG 

ERPYVCDVCGKGFIYSSDLLIH 

QRVHTGEKPYKCAECGKGFSY 

SSGLLIHQRVHTGEKPYRCQEC 

GKGFRCTSSLHKHQRVHTGKK 


16159 


46527 


A 


16254 


333 


695 


I S VFRSPGQSTSQHD A ATWPFL 

HISGEGPTPSRRKAPPAFHPHTQ 

ACPSTCYCHTLASRRGPCNGRY 

HRPVYPHPTAMQRDPPAGPRG 

CQSPCWHYTPACRHPCGRHYR 

*HGQHDPPPWQ*HC*FGSPGQS 

TSQHDAVTWPFLHIPGERPTAS 

RRKAPPAFHPHTQACPSACYCH 

TLASRRGPSNGRYHRPGYPHPT 

AVQRDPPAGPRGCQSPC*HEPP 

ACRHPCGRHYR*HGQHDPPPW 

Q 


16160 


46528 


A 


16255 


9 


437 


SCNMSLCRCNVCIRAAFKEGTP 

ALLVYSAILSFTPVSLAKSCSISI 

AIVSNILSWLDPFKRGVVSELSR 

LPSRVLL* L* LVHSLLKETSFRS 

SSFSSCRACFLRSSQ/STAGPCR 

HLCRPTSAGIGEQRRCRPESHH 

EIVDRGI 



WO 01/075(167 PCT/US01/08631 



SEQID 
NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ 10 NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Slop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


16161 


46529 


A 


16256 


619 


1138 


SCNMSLCRCNVCIRAAFKEGTP 
ALLVYSAILSFTPVS*DPEAFSP 

A EAMQAGKSP WC V FPP* EPG ?T t 
GCEPPRTLPPAPFKLCSL 


16162 


46530 


A 


16257 


408 


801 

i f 


SQRRGSVCRLVHGRHGQPGKG 
TSPHSSLWDWQPGPQPSGPPWP 
EGGASPGTPSLIPRS*SASCCFP 

WHprir < ?r*riAPA9or*VAi ^po 

»vnr\jvovy unrAjyv/ v nL Oiy 

PWFPI PCL ^VPSPVfiAOATfiPK 

i w i ili v_^i_> o v r j j v vjnyA i vj i r\. 

HVRTPPGSDSAPPQLQPQSRI ' 


16163 


46531 


A 


16258 


1 


199 




16164 


46532 


A 


16259 


665 


1006 


IGSPDGRNVIRERTVTNETQTEG 
EREK.EEERESFHTGDVLKVGDL 
GPOG^RFFOI 1 SNI TVPNFID1 

OFPK * VS A AC* DfiPSHTH^SYK 
^1 FlIRASO^SPCiDFSI^VRY 


16165 


46533 


A 


16260 


247 


404 




16166 


46534 


B 


16261 


258 


934 




16167 


46535 


A 


16262 


519 


924 


NRTIQADLLYPDDAGNPLPARN 
TRQASASADPPGARAGERRRG 
AAGPSPGR*QQAPGPPPPGEGA 
GARPG*EGDAAGGATRFVGED 

ARI I R AnPHRnnRHPAFFP? H 
Al RHPHI Ofil I *FGAPHOFI Al 

rlLINXir \J L.VJAJ LrJ-s L-/VJ/A.I 11 VJ L.L>/AJL> 

VAFAHI 

V nfnnL 


16168 


46536 


A 

r\ 


16263 


121 


214 




16169 


46537 


A 


16264 


139 


272 




16170 


46538 


B 


16265 


1 


1962 




16171 


46539 


A 


16266 


2373 


25S4 


SATPW1 PTfil AAPTPHT A APfiT 

RSPPGQT* PERSPA ASPKRPERP 
ALDFQPPRQPPPPPP 


16172 


46540 


A 


16267 


919 


1653 


WNCFVCSADTMAQIMAEQEVE 

NLSGLSTN PEKDIFV VRENGTT 

RRPLQPPPRGRAS*GGAGRLCS 

QLITEQAD1ALTRGAEVKGRCG 

WRPLGLRTQTLRGRLKRTSPAQ 

QESHN M SKGPE ATCQLSGTLG * 

EQ*GF*LLLWALAVAGKHTAN 

SH H LS A L VTPAGKS YECQAQQ 

TISI ASSDPOKTVFCRTYDSGCF 

DQSSLLFFFPIAEHKCPVDEREQ 

LEETLPLILGLILGLVIMVTLAIY 


16173 


46541 


A 


16268 


2 


321 


PAWPPWPGITGFCPQQDSPSNT 
FVVPAAHTV*CSHPCSYYKGIR 
OMVPil POP! FHPnrPVTPOAHT 

n<ii >jti nvi nnppvr^nATi po 

L/Jbli 1 Ls\J V L.VJVJ l I V \^OLsr\ I L>r\{ 

IINALEEDPAAQKMQLAF 


16174 


46542 


A 


16269 


120 


327 




16175 


46543 


A 


16270 


540 


791 





2092 



WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
oi pepiiuc »cquciit.v 


Amino sicid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 

uciciiuiif \ pu^Aiuic u ui icuhuc iiocriiun^ 


16176 


46544 


A 


16271 


1688 


1945 


DRVSLLPRLRQENRLNPGGRGC 
SELRSHHCTPAWATE*GSVSKK 
KKKKKNQKKNQFDFISLALPPS 
PHCPPLSQSLLLQPSSSAN 


16177 


46545 


A 


16272 


-» 


343 


DIHHVRKSMEVNFLSYVVLTV 

AALPMLKQSNGSIVVVSSLAET 

AMKAVSGIVHMQAAPKEECAL 

EIIKGGALRQEEVYYDSSLWTT 

L\L1RNPCRKILEFLYSTSYNMD 

RFINK 


16178 


46546 


B 


16273: 


48 


407 




16179 


46547 


A 


16274 


35 


646 


DLTGFIKFSLLLGLFMAYYYYS 

ANEEFRPGKYPCVSFWRNRFK 

KHRGA*VAYHLAKMGAHVVV 

TARSKETLQKVRVLCSQICVPS 

HAQMCSY1*DMTFAEQFVAQA 

GKLMGEAVSLTSSSELCPWGH 

QELLDIHHVRKSMEVNFLSYVV 

LTVAALPMLKQSNGSIVVVSSL 

AGKWDRDICGR*KKKKNARDD 

AVQTPGSKSAI 


16180 


46548 


A 


16275 


221 


393 


LLYPANCVYMRCPQMLHFQGI 
QRPILL/HVSSGGAIHLQTGVET 
EEMRSAIAPDPIPLT 



2093 



WO 01/075(167 



PCT/US01/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


16181 


46549 


A 


16276 


2025 


4146 


SDEWIISAGSVSGDYMSSAAVS 

KNDILLGIEH1SVFSETNHSSEEA 

FIKTAKSQLVEIEPATQNPKTSF 

SYERLQALQETCKENKGVPKQ 

GDTFLSFSAACETDVSSVTPEK 

EFEETSATGSSMQSGSELLLKE 

REILTAGKQPSSDSEFSASLAGS 

GKSVAKTGPESNQCLPHHEEQ 

AYAQTQSSLFYSPSSPMSSDDE 

SEIEDEDLKVELQRLRFRHIQEV 

^LQTQQNKELQELYERLRSIK 

DSKTQSTEIPLPPASPRRPRSFKS 

KLRSRPQSLTHVDNG1VV1DPLC 

VESNAASCQQSPASKKGMFTD 

DLHKLVDDWTKEAVGNSLIKP 

SLNQLKQSQHKLETENWNKVL 

QLESVYHREDEATWLPQLRAQ1 

VAYPACAAAIASAHRRSMGVQ 

GFQEFLEKRCPGAVVPVDLLKL 

ARTVSRQQQQQHLHRQLPPTA 

ALAPGAPRAARGSVPLQPPLPP 

AALGAYSGGAGPIRHHHPAHH 

FHHHGQAQPGLHPPLPPPPPPQ 

LPGARVLVDAGSALPRLYGGY 

QTDWVCGGQWNAMLGYLSAL 

CQACAYPGGDGLELVVMFPGG 

LG KDRL A E WG RRCQ A ERQTAQ 

L 1 VG H VGN KGTPPPRA WFL PP A 

CLSHCVRLALIRFRF*VFQSLED 

HHLEVVAFFRENGFHGLLAHD 

SEYALY1M1PSYYSSHALKLSWN 

GKNLTTNQFLMQEVAKQLGLK 


16182 


46550 


A 


16277 


1 


542 


MRAPPKSGQLQHCRPSRGALRS 

GDLPWEINPLSSCSLLHEKDPP 

MTSGPQTNQPKEHLTNFKSGV 

RP/LQGRLPWSFTLSGKSRFSGE 

GASTPTPYIS/GAPIPYFRTPTSY 

LCAPIPYVRTPTSYLCALTPFPL 

FWRHIRTSKRLN/LQQPGIPPEPP 

PPG/CLLQVPEPPPGQGMPAAQ 


16183 


46551 


A 


16278 


3 


351 


V RPRRDACLG PSPL A ASPA FLG 

KGQVPQPLISLCPDPLFPHPNLIS 

LRPNPLCPHPDL/GISVP*PLSRF 

SGGT*ELPNA*TAAA/AAF/LPEP 

PPPG/CLLQ VPEI * PPGQGM PAA 

QDSS 


16184 


46552 


A 


16279 


1 


513 




16185 


46553 


A 


16280 


774 


1007 


ARSVTSSSELCGSWCLQASRHT 
H VP WCQL* KLPV VHL VQPQPC 
RGPAPGAALPAGSLEMPGTTEP 
ERGCHSPGLGIS 



2094 



WO 01/075067 



PCT/USO 1/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


16186 


46554 


A 


16281 


507 


520 


LLLGLAAED*CCLIASEAP*TQS 

LFGGLFTRTHMKFGAVTQIRGP 

PLGDKSPVLLLFALERQRRHVL 

SMDPKLRCWSRTGKAAFPWCL 

1 1 A EMPDYSPTFQRCQTTQGRLP 

WSFTLSSKSRFSGEGARACYKC 

QKSDHQAKECPQPGIPPKPCPIC 

AGPHWKSDCSTHLAATPRAPG 

TLAQGSLTDSFLA 


16187 


46555 


A 


16282 


269 


607 


RARSEGAGLWSVVAPSAVSVFF 
VSDPRCAPFHRSPSCCSPVDRV 
CRCLRR V ALAPA A LVL VCSG SH 
SQSP WN SGLKLSDRLLLG L A AE 
D*RCPIASEAP*TTTDAELTIPGL 


16188 


46556 


C 


16283 


1 


1752 




16189 


46557 


B 


16284 


146 


372 




16190 


46558 


A 


16285 


336 


753 


A RTPLAA ASRGSGGTRGG A A W 
VAGDDLRGPAPGPAEPGPARRR 
RGKGTPSSRPRTQRRPRSAAMH 
GHRCPQPARRSREHPNTYPAGR 
RPPELRRGRSGVPPPRP*RRPGE 
APRAPRPRA AEL* ARLPRPSVRP 
APARRV 


16191 


46559 


A 


16286 


1 


768 


FDELREEGFRQSVITNFSELK.KD 
V*THRKEAKNLEKX\LDEWLTR 
IN S VEETLN DPMELKTM AQEL R 
DACTT* FREKRVKRNEQSLQEI 
WDYVKRPNLRL1GVPESDGEN 
GTKLENTLLDMIQENFPKLARQ 
AN 1QIQEIQQI PQR YSSRRATPR 
HIIVRFTKVEMKEKMLRAAREK 
GWVTH KGKPIRLTADLSAETLQ 
ARREWGPIFNILKEKNFQPRJSY 
PAKLSFISEGEIKYLTDKQMLR 
DFVTTRPALKEL 


16192 


46560 


A 


16287 


345 


894 


EQRHNIPESLGHI*STSAGDTPA 

DRVWSGPPANSSRPAAEGPDC* 

KEN*QRARTS\NQNPICTSPSSK 

TKEAKNLEKRLDEWLTRINSIE 

NTLKDLMELKTRARELRDACR 

SFSSQFDQVEERVSVIEDQMNE 

MKXEEKFREKRVKRNEQSLQEI 

WDSVKRPNLHLIGVPESDGENG 

1KLENTL 


16193 


46561 


A 


16288 


1 


1206 





WO 01/075067 PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


16194 


46562 


A 


16289 


1 


882 

i.i , ; 


MAPVSASEDFWQCPETSLISQL 

ESAPGIQLMEARDADKSLIMHE 

IAPTSNRELPVHK1SIAKPCSML 

MISWFFVNTGQSFQRKDQAAIF 

AVLQPLLVIHRQTGSGVDLQQT 

PTDLQLRDLTVRRKTnTNKQKGI 

ASTSRKRTSTPKPHLQDHSSSPA 

MEQSWMQKDFDKLAEVGFRR 

SVITNFSELKEDVQTHHKEAKN 

LEKRLDEWLTRINSV:ENTLNDL 

MELKTMAQELHDACTSFSRQTF 

DOVFFRVW1FDKISFIKOFFKF 

REKRVKVRNEQSLQTIWDYVKR 

PNLHLIGVS 


16195 


46563 


A 


16290 


1 


1008 


MVRFGDELGGRYGGPGGGERA 

RGGGAGGAGGPGPGGLQPGQR 

VLY KQSI AQRARTMAL YN PIP V 

KQNCFTVNRSLFVFSEDNVVRK 

YAKRITEWPPFEYM1LAT1IANC 

1VLALEQHLPDGDKTPMSERLD 

DTEPYFIGIFCFEAGIKIIALGFV 

FHKGSYLRNGWNVMDFVVVL 

TGRKAGLGCCGSGVESGGWGD 

RSSSPAMEQSRMENDFDELTEV 

GFRKSVITNFSELKEDVRTHRK 

EAKNLEKRLDEWLTRMNSVEK 

TLNDLMELKTMARELRDACTS 

r OOV^r LJ\( V V^C4V1 V O V lV^L/V^lodVl 

lfRFFKFRFIfR VKRNF/H<\1 C»*I 

WDYVERPNLRL 


16196 


46564 


B 


16291 


1 


1257 




16197 


46565 


A 


16292 




467 


KTPFVGYQHQRPKVDKTTKMG 

RNQSRKAENSKNQSTSSPPKDP 

GSLPATEQSWTENDFDELTEVG 

FRRSA1TNFSELKEHVLTRRKEA 

KlsII FKRI DFWI TRINSVFKTLN 

DLMELKTMAQELRDARTSFNS 

* FNQ VEKRISVIEDQ1 DEIK* EDK 


16198 


46566 


C 


16293 


115 


498 





2096 
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StQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \— possible nucleotide insertion) 


16199 

. V i 


46567 


A 


16294 


2 


1455 


TERDSININKKDIYTKTQSVGRQ 

HQRPKVDKTTKMGRNQNRKA 

ENSKNQSASSPPKDCSSSPAME 

QSWMENN FDELTEIGFRRS V IT 

NFSELKEDVQTHCKEAKNLEK 

K\LDEWLTR1NSIEKNLNDLMEL 

KTM AQELRDACTSFSSQFDQVE 

ERVSV1EDQMNEMKQEEKFRE 

KVRVKRNEQSLQEIWDCVKRPN 

LHL1GIPESDGENGTKLDNTLQ 

DI1*ENFPHLAR*ANIQIQEIQEIQ 

RTPQRYSPRRATPRHHVRFTKV 

DMKEKMLRAVREKGFKPTKIR 

RDKEGHYIMVKGSIQQEELTIL 

N 1 Y A PNTGG PRF I KQ VLSDLQR 

DLDSHTIIMGDFNTPLSTLDRS 

MRQKINKDIQELNSALHQVDLI 

DI YRTLQPKSTE YTFFS APHRTY 

SKIDHVVGSKTLLSKCKRPETT 

TNCLSNRSA1KLELRJKKLTQNR 

SAAWKLNNLLLNDYWVHNEM 

KAEIKMFFETRTKIQHARISGIL 


16200 


46568 


A 


16295 


395 


656 


FQLQRPASCSSPIQHRKH1PRKP 
A\SQSSLPHTGKSARQPQEPQNR 
ENCLLRJL1RVASEATRRWTRPS 
EFSSRSENPRAHHPRRALR 


16201 


46569 


A 


16296 


671 


1126 


RRKVSELEHRRPVWTCCPRRPPE 

VRKPESARVSFSPRGGARRSRP 

GATRSPQPRVPAAASASFGFGG 

LGRGGRGERARRGRGPKLEGP 

ESSAVLA*RNFPSRPRRRRPGRA 

GVEIARLGGTGSSPRPCPKPDPT 

ASLSELFMIPSDIPRRRN 


16202 


46570 


A 


16297 


2571 


2716 


THGMLEKRCCLQENMPIIPGKD 
FMTKTLKA 1 ATK VKIG K* DLI KS 
FCT 


16203 


46571 


B 


16298 


54 


576 




16204 


46572 


A 


16299 


475 


719 


VTWIRNNNACFTLNWFYHERS 
H I WILKSTLQCGQII1GNDVESR 
HKACPKPS* LVGS VELEI ADN VL 
PQKFPAAKTIFALYF 


16205 


46573 


A 


16300 


395 


830 


LSPCHNSFFFFFQAFDD1AKYFS 

KKEWEKMK'ATVPGPSLPLICK 

♦TFCSFLGFKVTLPPFMRSVSLE 

FGNLYQQRKILM*L*STVEMSLI 

LFICDLHIVK1MPKKPAEEENGL 

KEVPEASGPQNDGKQLCPPGNP 

STLEKIMKTS 


16206 


46574 


B 


16301 


54 


576 
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SEQIU 

NO: 


SEQ Il> NO: 
of peptide 
sequence 


Met 
bod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*-Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


16207 


46575 


A 


16302 


475 


719 


VTWIRNNNACFTLNWFYHERS 

ni W i l^rvo I L.V^^-'vJV^IIl^JlNL' V CjK 

HK\CPKPS*LVGSVELEIADNVL 
PQKFPAAKTIFALYF 


16208 


46576 


A 


16303 


393 


822 


LSPCHNSFFFFFQAFDDIAKYFS 
KKEWEKLMKSATVPGPSLPLKK 
*TFCSFLGFKVTLPPFMRSNSLE 
FGNLYQQRKILMYF*STVEMSL 

PSTL^KINK 1 %i 


16209 


46577 


A 


16304 


1 


447 




16210 


46578 


A 


16305 


75 


565 


LLFSGFSLLHGYLPHWYLCHLP 
RSRSLGLRDKRWKVKGDTDFL 
SPSHPEYLLKEENDGHLCSLSFR 
MGNQFSSPLPA YTPLECILN H W 
DGFYP*NLEEKHLIALRTKGWP 

IN Y UL^CULoWrycu 1 irlrN 1 1 


1 

IOZ 1 J 


HO j fy 


A 
fx 


1 OJUO 


1 
1 


i Aon 








A 
r\ 


1 OJU / 


1 Zo 






16213 


46581 


A 


16308 


1 


1578 




16214 


46582 


B 


16309 


592 


883 




16215 


46583 


A 


16310 


1 


344 


MHQTTAKTPHTSYPNNYEEHN 
RRANRSKNYDRJRHTTIILKRTN 
PAQTITNLIKSRFNRYNYVQPR 
SCRSIF1HIPGERDLNLCIAPNPP 
AIFPTSIGYLGPDLNNLPTYAPFI 
TTNLTGPAPTTTHPVGNLGTTG 
NPEPGGCGILIVWCCVNWACL 
WDSVVAAPREPYMPAGLLRHR 
RHYRHRREDL1AVPAARQTDE 
NRRPALCHEYAVGHRKIKTNV 
EHTEPYILPLITHSQPLNRGAFF 
CPGVRFLVVSVLDFEKRLAFAS 
ov>vj v v^i^inJIvvj iv v v^vi v urivrr v 
WQLAQQLNLHGDVCNDGDGV 
EVRLAYRVLVGQPQHYPRGRP 


16216 


46584 


A 


16311 


84 


237 


DGIVLSTYYHFYWHHF*ILEGP 

LS\J 1 V |j J 1 1 III! I VY 1 1111 1 ulwVJ ■ 

LPANTGDLCLPLQVQPDREQVR 
WALFKK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \— possible nucleotide insertion) 


16217 


46585 


A 


16312 


2887 


3537 


HLDRSGLFNIQVIPVCRKLGKE 

GNDEKQCVTTSRSNAAFFLLHF 

FLLATFTWMGLEAIHMYIALVK 

VFNTY1RRYILKFCIIGWGKPLK 

IFLVLFFPHENCQVYGKESYGK 

EKGDEL*VIKTFCDE*1SFVS*SG 

VMFFLNIAMFIVVMVQICGRNG 

KRSNRTLREEVLRNLRSVVSLT 

FLLGMTWGFAFFAWGPLN1PF 

MYLFSIFNSLQGKINCT 


16218 


46586 


A 


16313 


302 


547 


QIGLWTPNFRARTFCVWTGGL 
VLCF*GFCFQEAAGARDTSSFA 
MGVSPWEFRHG*LWPEMRSME 
QILELLVLEEFLTITGQ 


16219 


46587 


A 


163)4 


1 


1174 


WEEKENKEYLKSLFE1LILMGK 

QNIPLDGHEADE1PEGLFTPDNF 

QALLECRINSGEEVLRKRFETT 

AVNTLFCSKTQQRQMLEICESC 

IREETLREVRDSHFFSIITDDVV 

D1AGEEHLPVLVRFVDESHNLR 

EEFIGFLPYEADAEILAVKFHTM 

ITEKWGLNMEYCRGQAYIVSS 

GFSSKMKVVASRLLEKYPQAIY 

TLCSSCALNMWLAKSVPVMGV 

SVALGTIEEVCSFFHRSPQLLLE 

LDNVISVLFQNSKERGKELKEIC 

HSQWTGRHDAFE1LVELLQALV 

LCLDGrNSDTNIRWNNYIAGRA 

FVL\CSAVSDFDFIVTIVVLKNV 

LSFTRAFGKNLQGQTSDVFFAA 

GSLTAVLHSLNEVMENIEVYHE 

FWFEEATNLAHQT 


16220 


46588 


A 


16315 


717 


902 


GALQS WPC Y LPRQCG ATVQNF 
CGVPTCMRKSTWSNLVVFRFP 
QDPSRCAN**LDCCTACTQ 


16221 


46589 


A 


16316 


1 


374 


EHSEPPIGVQIVDYLLRQEKVT 
DRMDHSKVETETVLSFVDDIIS 
GAKSPCAMPSQVPDK/QAQEIA 
DKIYNLFNGYTSGKEQQTAYN 
TLLDLGSPTLHRVLYHYNQHY 
ESFGEFTWRCEDELGPR 


16222 


46590 


A 


16317 


2 


1293 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


16223 


46591 


A 


16318 


219 


1912 


phptrtrsaqsvqyiekdwgpg 

egleeggvlgqlvafdsftvsf 

hfvsagnspsdeseererdpkv 

ltfpeyitslsdsgtkhmaagv 

rmechskgrcpsscplchvtss 

pdtpaepvllevtkaallntqs 

fpcslmqllqeatmsslwcsgt 

gdviedwcrcdstafggcvpvs 

csflsahrlrlstvhepsstlvv 

lewe.hseppigvqivdyllrqe 

kvtdrmdhskvetgehlllh'g 

lvliqgdktktkknalphgfap 

gpqypramqeeqgeeeavlll 

qeaavllplrvrdirsccfrhr 

ellflmlfpflllwaetvlsfv 

ddiisgakspcampsqvpdkql 

ttiyfqpliarfsfssrkgllrim 

sshchgdcdvstldsytvsan 

halplparftlwgvdntgrrs 

rpsdvivym*ityfpfppsseiad 

kiynlfngytsgkeqqtayntl 

ldlgsptlhrvlyhynqhyesf 

ASF*LKYPLCLIHRKAGLILSOL 
GDLSSWCNGLLOEPKISLRRSS 
LKYLGCRYSEIKPYGLDWAELS 


16224 


46592 


A 


16319 


1 


2031 




16225 


46593 


A 


16320 


1 


739 


MKRAGSSGGRGECDISGAGRL 

GLEEAARLSCAVHTSPGGGRRP 

GQAAGMSAKERPKGKVIKDSV 

TLLPCFYFVELPILASSVVSLYF 

LELTDVFKPVHSGFSCYDRSLS 

MPYIEPTQEAIPFLMLLSLAFAG 

PAITIMVG EGIL YCCLSKRRNG 

VGLEPNrNAGGCNFNSFLRRAV 

RFVGVHVFGLCSTALITDIIQLY 

TGHQAP YFLTV RTPN YTSLN VS 

CT*NSYLAEDIRSRSDLTLTHSG 
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SEQII) 

NO: 


SEQII) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possihle nucleotide insertion) 


16226 


46594 


A 


16321 


48 


1359 


G DKNQN PRN WPLG EG KGNSLG 

RKETGRSNSRSHSSRSKSR'QSS 

SRSRSRSHSRKKRHSSRSRSRTY 

SRSWSRDRMYSRDDRH*YEVIV 

DCSRHGREYKGREPRHGSGSLE 

RPTEQETSQPKIRKE1VETKGTA 

RGNCGTTGLLRPKTMMVERSY 

GPQDRVAVGTWPHPGTERWAS 

SWDVSSSVRHQSEGVVQGWEH 

RCTHKSQQEVGACVNFRTPKV1 

L1YNLYLPVSHQFSKTFMSIVIV 

QKNLYLHNDFRALNVTHIYRLT 

IPNTTTCFTATQDEDKQIFHTAA 

QHRSHTSSYQYLSLTRSHRYEI 

VFYTRGLGAPFPAGDGHGKFQ 

RLGKPYSHSVHFVIPQDKTQHIS 

INTPHKNSETTKQHTCSFAYGL 

YYYQQKEDNPYAWPQVPAAA 

EMVSRLAQSRHSQQSILIHFSHQ 

SYHTDH1STV 


16227 


46595 


A 


16322 


227 


3020 


SCIKPRRKEMGRSNSRSHSSRSK 

SRSQS\SSRSRSRSHSRKKRYSS\ 

RSR\SRTYSRSRSRDRMYSRDY 

RRDYRNNRGMRRPYGYRGRG 

RGV/YYQGGGGRYHRGGYRPV 

WNRRHSRSPRR\GRSRSRSPKR 

RSVSSQRSRSRSRRSYRSSRSPR 

SSSSRSSSPYSKSPVSKRRGSQE 

KQTKKAEGEPQEESPLKSKSQE 

EPKDTFEHDPSESIDEFNKSSAT 

SGDIWPGLSAYDNSPRSPHSPSP 

IATPPSQSS 


16228 


46596 


B 


16323 


258 


3728 




16229 


46597 


B 


16324 


1 


435 




16230 


46598 


A 


16325 


1120 


1209 


ASSDNPP* SEPRVSLTI EGQEJ DF 

FLDTGTAFSVLSSCPGWLSSRS 

VTIRGILGQPVTRYFSHLL 


16231 


46599 


A 


16326 


1291 


1582 


IHQSALCI*LKVCKHTNQQPVSS 

SGFVNAPIDTLYLATLVGPWRT 

LCVHTLYLVNLVGMWRTFVSS 

SGIVNAPISALSKQTTWLYQSA 

GCGWGQIRE 
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SEQII> 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Mer 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /=possiblt nucleotide 
deletion, \=possible nucleotide insertion) 


16232 


46600 


A 


16327 


2 


840 


APAVATEVLPGAGLTAGVLLW 

SDPKEPSNPGSSHRVGASDLDN 

PAHPTLLSYTMQKLEEELDVVL 

FDRSGHRTKPTNVGRMLLERG 

RVLLQAADKLTTDAEALARGW 

ETHLTIVTEALVPTPAFFPLIDK 

LAAKANTQLAIIT*VLAGAWER 

LEQGRADIVIAPDMHFRSSSEIN 

SRKLYTLMNVYVAAPDHPIHQ 

EPEPLSEVTRVKYRGJAVADTA 

RPRPV1 TVniM HKOPRl TV<5TIP 
ivciu vl I v \^L*i_>L/rvV^rl\J_< I volte- 

DKRQALLAGLGVATMPYPMVE 
KDI A EGRLRVVSPESTS 


16233 


46601 


A 


16328 


3 


923 


RFLSDGT1 1 SVDS AG K VQF WDS 

ATGTL V KS HLI AN A D VQS I A V A 

DFFPGHESRATEALCWAEGQR 

LFSAGLNGE1MEYDLQALNIKY 

AMDAFGGPIWSMAASPSGSQL 

LVGCEDGSVKLFQITPDKIQFER 

NFDRQKSRILSLSWHPSGTHIA 

AGSIDYISVFDVKSGSAVHKMI 

VDRQYMGVSKRKCIVWGVAFL 

SDGT1ISVDSAGKVQFWDSATG 

TLVKSHL1ANADVQSIAVADQR 

ix rivvjvjnoixvj iNoLrr oAvvjx v^/\/\o 

>JCQ*P AVn Ani^TVPA^H^*!? AH 
IN Cf\ V VJ/AL/JN. I V r/AOflij tV/Arl 


1 A9^4 

1 OZJH 


400Ui 


A 
i\ 




z. 


i \jjy 




1 DZj J 




A 


1 Ojju 












A 

r\ 


1 XJJJ I 


1 

I 










A 




1 

1 


477 
*t / / 




16238 


46606 


A 


16333 


1 


540 




16239 


46607 


A 


16334 


1 


261 




16240 


46608 


A 


16335 


964 


1574 


LRWCCGSQLFRGYWGGVTGR 
YLTVLPPHLAVGCMAPWGPFS 
V Rl A A V VFIQI FAGEVFWCPVM 
CVRGLCTPVLTGVPGHGNSHIP 
A1VFTCSLQTLVGGTRRWWRC 
C A AG D VTKPPALVG VGG ETPR 
PQLPIGVTTVILLQVLVWKFGR 

ASWKFCR1-KFI HPNAYIPI HTO 
ECRSSHISFLDO 


16241 


46609 


A 


16336 


3 


87 




16242 


46610 


A 


16337 


1 


1398 
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SEC? ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
bod 


SEQ ID NO: 
in USSN 
0V/>40»2I7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locntion of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Slop codon, /^possible nucleotide 
deletion, \— possible nucleotide insertion) 


16243 


46611 


A 


16338 


1596 


2205 


LRWCCGSQLFRGYWGGVTGR 

YLTVLPPHLAVGCMAPWGPFS 

VR1AAVVF1QIFAGEVFWCPVM 

CVRGLCTPVLTGVPGNGNSHIP 

AIVFTCSLQTLVGGTRRWWRC 

CAAGDVAKFPALVGVGGETPR 

PQLPIGVTTVILLQVLVWKFGR 

NVSMSVWALRVPGLAFQSRH/ 

ASWKFCRHSFLHCNAY1PLHTQ 

ECRSSH1SFLDQ 


16244 


46612 


B 


16339 


276 


442 




16245 


46613 


A 


16340 


1 


300 




16246 


46614 


B 


16341 


1 


903 




16247 


46615 


A 


16342 


119 


889 


RQHILESHSRPILCTTWLPLLHQ 

DPRTLQSAAMLLTQSLFGGIFT 

RTRMKFGAVTWIGGPPLGDQS 

PVSSCSLLREKDPPTTSG PQTHQ 

PKEHLTNFKSGVRPRRDACLGP 

SPLAASPAFLGKGQVPQPLISLC 

PDPLFPHPNLISLRPNPLCPHPD 

LVSLCPDPFPAFLEAHKNFQTPE 

PQQPGIPPEPPPPGACYKCQK.SD 

HQAKECLQPR1PPKPCPICAGPH 

WKSDCSTHLAATPRAPGTLAE 

GSLTDSFSA 


16248 


46616 


B 


16343 


1 


498 




16249 


46617 


A 


16344 


3 


903 




16250 


46618 


A 


16345 


1 


684 




16251 


46619 


A 


16346 


2 


1028 




16252 


46620 


A 


16347 


1 


338 




16253 


46621 


A 


16348 


2 


392 




16254 


46622 


A 


16349 


790 


2184 




16255 


46623 


A 


16350 


773 


890 




16256 


46624 


A 


16351 


467 


606 




16257 


46625 


A 


16352 


1569 


1841 




16258 


46626 


A 


16353 


430 


980 


LLTEDALDDL1PSFLLTGQQTPA 

FG RRVSG VI EI ADGSRRRKA A A 

LTESNYRVLVGELDDEQMAAL 

SRLGN DYRPTS A YERGQRY ASR 

LQNEFAGNISALADAENISRKII 

TRCINTAKLPKSVVALFSHPGE 

LSARSGDALQKAFTDKEELLKQ 

QASNLHEQKKAGVIFEAEEVIT 

LLTSVLKTSSASRTSLSSRHQFA 

PGATVLYKGDKMVLNLDRSR* 

RGIT*AAGI*PS*AEKSWGDI*S* 

RSYHSFNFCA 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


16259 


46627 


A 


16354 


1 


343 


MKRAPVIPKHTLNTQPVEDTSL 
STPAAPMVDSLIARVGVMARG 
NAITLPVCGRDVKFTLEV\SGVI 
VLRRPl.GYCiOVM>JVTR^ri 1 R 

v *-> 1 VIVJ 1 VJ \^ V 1 VI IN V 1 I\.0 v_, L, L( rv 

THWMISSLLFY*LVNRHRRSVE 
EYLVS 


16260 


46628 


A 


16355 


1 


584 


mlrdllknvdlkgfepdvrill 

tkysnsngsqspwmeeqirda 

wgsmvlknvvretdevgkgqi 

rmrtvfeqaidqrsstdnegap 

vipkhtlntqpvedtslstpAXp 

mvdsliarvgvmargnaitlp 

vmRnv^pTi Fwnvivi rrpi 

v v^vj jyjl/ v rs.r i v \ovj v i v JLrvJxr l> 
GYGQVMNVTRSCLLRTHWMIS 
SLLFY*LVNRHRRSVEEYLVS 


16261 


46629 


A 


16356 


62 


350 


SLPNLDNAA1CSSSSSPTRTR*SL 
SVSAAALRRRLPSA1SDHTREVF 

<5TI ^PR^T<:RVNFT<sRPI-ITnk r \/ 
o i Lorivo i orv v iir i o rvr n i vji\. v 

MALPRAITPTRAINESTIGAAGV 
DNEV 


16262 


46630 


A 


16357 


291 


502 


RLFEVHHHVHKHLLGDNRYP1 

CA A AI RRRI PQAKMTPnTI RP 

NAGVC 


16263 


46631 


A 


16358 


1 


378 




16264 


46632 


A 


16359 


159 


433 


SYVKYFPHQPAQKYFQQIHSAI 
GLHNADHVHKHLLGDNRYP1W 
IMOP^AHHP/R^PTRTR*^! 
AAA1 RRRT P^A I^MTPHTI RPM 
r\\j v 


16265 


46611 


B 


16160 


i 
■ 


694 




16266 


46634 


A 


16161 
i i 




999 




16267 


46635 


A 


16162 


161 


699 




16268 


46636 


A 


16361 


795 


980 




16269 


46637 


A 


16364 


661 


714 




16270 


46638 


A 


16165 


191 


1248 




16271 


46639 


A 


16366 


1 


1143 




16272 


46640 


A 


16367 


1 


271 




16273 


46641 


A 


16368 


1 


493 


MSKRRWLTGNGSDRENIRLDL 

GFLVSDEEKRYKCEDCGKAFN 

RSSNLTTHKKIHTGE1CPYKCEE 

CGKAFKRSSILTTHKRJHTGEKP 

YKCEECGK VFKYLSSLSTHK 1 1 H 

THFK PYKCFFCG K A FN W*sSHI 

TTHKR IHXMFRNPTNVk'NVAK A 
l I il rv rv I n U vi c rv INi 1 IN v rv l N V /A rv/A 

LSTPLPLLN1K 


16274 


46642 


A 


16369 


728 


1428 




16275 


46643 


A 


16370 


3689 


3864 


NYKSFFKWS/SOMOSMTKIYRG 
PLDHPDSPCSN VNDI EGTPPEEI 
STAQPLLHPRPAGSS 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 

- 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


16276 


46644 


A 


16371 


2 


126 


WPLLLLGCLSLTKEWGFQA*LE 
KHVKRVKFPSHNLVPGRSI 


16277 


46645 


A 


16372 


728 


2207 




16278 


46646 


C 


16373 


1 


873 




16279 


46647 


A 


16374 


1220 


2097 




16280 


46648 


A 


16375 


73 


1438 


QDLRLFYLKDTMFSKLAHLQR 

FAVLSRGVHSSVASATSVATKK 

TVQGPPTSDDIFEREYKYGAHN 

YHPLPVALERGKGIYLWDVEG 

RKYFDFLSSYSAVNQGHCHPKI 

VNAL\KSQVGQN*PLTSRAFYN 

NVLGEYEEY\1TKLF\NYHKVLP 

MNTGVEAGETA\CKLA\RKWG 

L/YTVKGIQKYK\AKIVFAAGNF 

WGRTLSAISSSTDPTSYDGFGPF 

MPGFDIIPYNDLPALERALQDP 

NVAAFMVEPIQGEAGVVVPDP 

GYLMGVRELCTRHQVLFIADEI 

QTGLARTGRWLAVDYENVRPD 

1VLLGKALSGGLYPVSAVLCDD 

DIMLTIKPGEHGSTYGGNPLGC 

RVAIAAL\EV\LEEENLAENADK 

LGIILRNELMKLPSDVVTAVRG 

KGLLNAIVIKETKDWDAWKVC 

LRLRDNGLLAKPTHGDIIRFAPP 

LVIKEDELRES1EIINKTILSF 


16281 


46649 


A 


16376 


600 


806 





2105 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


16282 


46650 


A 


16377 


1 


2255 


EPDVCAKMAGRSMQAARCPTD 

ELSLTNCSVVNEKDFQSGQHV1 

VRTSPNHRYTFTLKTHPSVVPG 

S1AFSLPQRKWAGLSIGQEIEVS 

LYTFDKAKQC1GTMTIE1DFLQK 

KSNDSNPYDTDKMAAEFIQQF 

NNQAYSVGQQLVFSFNEKLFG 

LLVKDIESMDPSILKGEPATGK 

RQKIEVGLVVGNSQVAFEKAE 

NSSLNLIGKAKTKENRQSIINPD 

WNFEKMGIGGLDKGVFSDIFRR 

AFASRVFPPQIVEQMGCKHVK 

GILLYGPPGCGKTLLARQIGKM 

LNAREPKVVNGPEILNKYVGES 

EANIRKLFADAEEEQRRLGANS 

GLHU1FDEIDAICKQRGSMAGS 

TGVHDTVVNQLLSKIDGVEQL 

NNILVIGMTNRPDLIDEALLRPG 

RLEVKMEIGLPDEKGRLQILH1H 

TARMRGHQLLSADVDIKELAV 

ETKNFSGAELEGLVRAAQSTA 

MNRHIKASTKVEVDMEKAESL 

QVTRGDFLASLEND1KPAFGTN 

QEDYASYIMNGIIKWGDPVTRV 

LDDGELLVQQTKNSDRTPLVSV 

LLEGPPHSGKTALAAKIAEESN 

FPF I KICSPDKM IG FSET A FCCQ A 

MKKIFDDAYKSQLSCVVVDDIE 

RLLDYVPIGPRFSNLVLQALLV 

i i \f\c A PPOHRKI I HfrrnsRicnv 

uL/ivivrt r i v</vjiviv i vj i i o rvrvL^ v 
I OPMFMT lSJAF^TTfHVPNTATn 
FOI 1 FAI Fl 1 fSNl KHKFRTTIA 


16283 


46651 


B 


16378 


i 
1 


2181 




1 6284 


46652 


A 


16379 


1 


441 




1 6285 


46653 


B 


16380 


47 


482 




16286 


46654 


A 


16381 


1 


636 


MRDPNTKRSRGFGFVTCATVE 

EVDAAMNARPCKVVGRTVEPK 

RAVSREDSQRPEDTEELHLRDY 

FEQYGKIEVIEIMTDQGSGKKR 

GFAFVTFDNHDSMDKTVIQKY 

HTVNGHNCEARKALSKQEMAR 

ASSSQRGRSG SGN FGGGRGGG F 

OONUNrOKOONrourlOUrvjUo 

HuuuuYuO/oUUuYINUruNUu 

uOOoYNDr VN YNNyboHrUrfVI 


16287 


4 /re c 

46655 


A 


16382 


1 


762 




1 DZoo 




D 
D 


I Ojoj 








16289 


46657 


B 


16384 


76 


848 




16290 


46658 


B 


16385 


179 


400 





WO 01/075067 



PCT/US01/U86J1 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


16291 


46659 


A 


16386 


27 


372 


VGSLRRPGPPREETRRLRERRRS 

LEPWAFLLKEAKVG*QPSSLFQ 

WEGPMGLCSTPLVMNMGDSL1 

TKXHLFQVPPLTITSPGPRTRRPH 

S*YPSPSLATGVWAAVWCKQP 

HFPAK 


16292 


46660 


B 


16387 


134 


284 




16293 


46661 


A 


16388 


1 


2013 




16294 


46662 


A 


16389 


313 


770 


IFGFVVAMHGAPGQAVLELLQ 

LTGDQSLGLSQRHMAALDALV 

HLLHGGLAVLTTAGAAPEHET 

RG1AGLREEQCRNPRCVKRGW 

AQEKQA*PGQRGGRKSSPFWSF 

TL/DSASAGPRAAHLHLPDVLS 

LQTLHHGLHRLLHPELLQLSHG 


16295 


46663 


A 


16390 


I 


2753 




16296 


46664 


A 


16391 


1 


1363 




16297 


46665 


A 


16392 


26 


181 




16298 


46666 


A 


16393 


1 


867 




16299 


46667 


A 


16394 


1 


1447 




16300 


46668 


A 


16395 


31 


659 


APALPGCEHMMAIRELKVCLL 

GDTGVGKSSIVCRFVQDHFDH 

NISPTIGVASFMTKTVPCGNELH 

KFLIWDTAGQERFHSLLPLYLAR 

GSAAAVIVYDFTEAGFHFHPLK 

K WVXKRLKELG PEVNI VMA I AG 

NKCDLSDI\REVPPEGMLKEY\A 

ESIGAIVVETSAKNAINIVEELFQ 

GISRQIPPLDPHENGNNGYTIKVE 

KPTMQASRRCC 


16301 


46669 


A 


16396 


1 


1182 




16302 


46670 


A 


16397 


1 


513 




16303 


46671 


A 


16398 


146 


429 


TFYTCFSPSV1PFSFSIHTKPYPG 

HHQSFYMTNVSSNNPTISPLTT 

RPPFSL1SPALGSHAAPNPA*SSP 

EKHRPFSLHTTPQKFHRPNTSTL 

F 


16304 


46672 


A 


16399 


1 


435 




16305 


46673 


A 


16400 


56 


477 


ARAAKGESCEGPGVGRCFSFSS 

YRQTPPCCQRLVNVPKTR\RTF 

CKK\CGKH\RPHKVTQYKKGKD 

SFYA\QGRRRYDRKQSGYGGQT 

KPIFRKKAKTTKKXMGLRLECV 

EPNCRSKRVMLAIKRCKHFELG 

GDKKRKGQVIQF 


16306 


46674 


A 


16402 


183 


373 


IHGSSENPTPERETLFWHAENG 

SALASC*KSGGQAPKRKVRTTL 

1LKAEIL1LGMLVLRSHGM 



91D7 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


16307 


46675 


A 


16403 

w i. i ?* " 


1 


881 


MPFKCKKQHTFNICTSPKEGA1I 

FTHGCLCTSPFNSELSEHLGNL 

KLSSWEHLHHRSQQTLSVRLH 

VPTPQPVEHEFIQLIYIHTGAKL 

QASKVI1ATKDGKRRKSPLWQL 

KYPKLILREASSVSEELHKEVQ 

EAFLTLHKHGCLFRDLVRIQGK 

DLLTPVSRILIGNPGCTYKYLNT 

RLFTVPWPVKGSNIKHTEAE1A 

AACETFLKLNDYLQIETIQALEE 

LAAKEKANEDAVPLCMSADFP 

RVGMGSSYNGQDEVDIKSRAA 

YNVTLLNFMDPQKMPYLKEEP 

YFGMGKMAVSWHHDENLVDR 

IQLQLWDPVDGTTASSAVPKQ 

GRDKRREVPNTLSQPNSQEGLI 

SAFHSRCVHAVFYKLTSAPKTT 

SLPDVPSDLLAEGLAASRAGQA 

LWRCDKKSLLTLVRK1NLQGK 

RDGGRSATNQQSQPHLDNTGL 

ERQLEQKVGRCRSPWRGLGHL 

EGNAQKGHLLHGVNKNGQHL 

L*MPPSPLPGGQKGRLVGMLS 

WVLT*VYKIQH/GT/PAAVEG*D 

FA PI A c. c/^A/nnrcDi \/DCI 
cArLAV WLutUVuUr^rLVroL 

LWn^ KO^LolrfUirCLbLINrVn 

V£ 1 r I wVI o A o o L rr or Cl^iN V rX-o vi 


1 UJUO 


tuu / u 


A 


1 A404 


i 
i 


4^Q 




1 UJv/ 




A 


1 A40S 


i 
i 


?n7^ 




1M 10 


1UU / o 


A 


16406 


i 


o ID 




16^1 1 


46679 


A 




i 
i 


917 




16312 


46680 


A 


16408 


3 


135 




16313 


46681 


A 


16409 


21 


218 




16314 


46682 


A 


16410 


392 


3744 


LNYKMLLKNLSPMSMLKAFSF 

A1PMQPPAQTNLPTAKPNGFQP 

LLLSQYNACPPPQ*EAG/QVDL 

CST1PLNLLPDSLPLTVPTGPLPQ 

GSVGLVLGRASSSAKGITIHTGL 

INSDSVDEIKLITSAKVPVSILAG 

ESIAQLLLLPNIILNKGDKTRGP 

GMGSRGEKAAYWINV1SKQRP 

TCT1H1QGRKFEGLVDTGADVS 

V lOooLWrooWLPuIr 1 INlvitjL VU 
VONnDt V Yuo 1 r IL»rw 1 ULuUV; 

KGTIOPY1M 


16315 


46683 


A 


16411 


1 


783 




16316 


46684 


A 


16412 


1 


1911 





2108 



WO 01/075067 



PCT/US01/08631 



SEOID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
'-Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


16317 


46685 


A 


16413 


3 


1381 


KTPFVGYQHQRPKVDKTTKMG 

RNQSRKAENSKNQSTSSPPKDR 

SSLPATEQSWTENDFDELTEVG 

FRRSAITNFSELKEHVLTRRKEA 

KNLEKRLDEWLTRJ1MSVEKTLN 

DLMELKTM AQELRDA RTS FNS 

* FNQVEKRJS VI EDQIDEIKQDD 

KAAETCNWRWVSESLRQLRAS 

VDAFHARASHYNAGECLHQLA 

ALNSRLNCAQEMARRDSIGEVP 

P VP WRTVVGSG 1 AGE A KLDHL 

RLVSL1GREVNKENSPAATRWL 

FSFQAGALAGGQIVLQAAKPN 

AHGQPVVATRNLLNPAGIVAV 

LKQRPRL VA A A VQAFYLRDPI D 

LRACRVFKTFLPETR1MTSYYAI 

EWSLWTLVDVLHAENSESAHM 

SHNSYDPPSDVARHLTHLPMSP 

I PDYI 1 ARFR YRH RSR V RLTARK 

LSPAFMRCSSEIQRYSTMLERG 

FNGGYCRSTTVRVVTEATRML 


16318 


46686 


A 


16414 


j 


1191 




16319 


46687 


A 


16415 


I ~ 


1909 




16320 


46688 


B 


16416 




1791 




16321 


46689 


A 


16417 




1818 




16322 


46690 


A 


16418 


... 


1044 




16323 


46691 


B 


16419 


] 


1140 




16324 


46692 


A 


16420 




1062 




16325 


46693 


B 


16421 




972 





WO 01/075067 



PCT/USOI/086JI 



SKQ ID 


SKQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon Tor last amino acid 


*=Slop codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, ^possible nucleotide insertion) 


16326 


46694 


A 


16422 

i 


1 


1758 


MDTFLQAERKDYMEAYELIEQ 

EEQGVKJELNRPLTAPSALHPRD 

EAHLIMVDKLFDVLLDSVCQYF 

IEDFCIDVHHINSRWI/AVCQYFI 

EDFCI DVHHINSRWI KDLNVRP 

KTIKTLE EN LGNTIQDIG MG KD 

FLSKTPKAMATKAKIDKWDLIK 

AETPLSRVFVLREARKTLKPHQ 
STCLSKGRDNSIDSWKTAARVL 














KTAISSTPT IP1LKDQTQEWSVS 

ATFTSDGKIRLFYTDYSGKHYG 

KQSLTTAQVNVSKSDDTLKING 

VEDHKTIFDGDGKTYQNVQQFI 

DEGNYTSGDNHTLRDPHYVED 

KGHKYLVFEANTGTENGYQGE 

ESLFNKAYYGGGTNFFRKESQK 

LQQSAKKRDAELANGALGI1EL 

NNDYTLKKVMKPL1TSNTVTDE 

IERANVFKMNGKWYLGELGW 

RREWSSGDRKSLARLSKTGTLG 

LAALTYKCTRDQWTVYCRVIR 

EKNLCQDMRWYQRCCQTCRD 

FYANKMSPATAELVTRSPKGRS 

KLRLRYQLVFISLKGKPARKGK 

pr^nppoiv/ipi p^phi tcpdtviii 
TPTSSNQKKSKAYGSLIRT 


16327 


46695 


A 


16423 


1 


4449 




16328 


46696 


A 


16424 


*•> 
-> 


3859 


QFLPNLDSTVLGENYFDGTYQ 

MLYLLVKGTIPVEIHTATVIFVS 

FQLS V ATEDDF YTSHN L VKN LA 

LFLKIPSDKIRISKIRGKSLRRKR 

SMGFIIEIEIGDPPIQFISNGTTGQ 

MQLSELQEIAGSLGQAVILGNIS 

SILGFNISSMSITNPLPSPSDSGW 

IKVTAQPVERSAFPVHHVAFVS 

SLLVITQPVAAQPGQPFPQQPSV 

KATDSDGNCVSVGITALTLRAI 

LKDSNNNQVNG LSGNTTIPFSS 

CWAN 



2110 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \= possible nucleotide insertion) 


16329 


46697 


A 


16425 


65 


1905 


RTSSRKTTNHCSE1KEDTNNWK 

NIPCSWIGRJN1VKMAKLPKPPL 

VIPRQTGSGVDLQQTPTDLHLR 

VLTVRRKTNKQKGHPHQNPICT 

SPSSKTKVLEVLARAFRQEKEI 

KG IQ VG KEEVKLSLFADDMIVY 

LENPIVSAQNLLKLISNFSKVSG 

YKINVQKSQAFLYTNNRQTESQ 

IMTELPFTTASKRJKYLGIQLTR 

DVKDLFKENYKPLLNEIKEDTN 

KWKNIPCSWVGRINIVKMAILP 

KV1YRPNA1PIKLPMTFFIELEKT 

TLKFIWNQKRARIAKSILSQKN 

KAGG 1TLPDFKLY YKATVTKTA 

WYWYQNRDIDQWNRTEPSEIM 

LHIYNYLIFDKPEKNKQWGKDS 

LFNIWCWENWLAICRKLKLDPF 

LTPYTKINSRWIKDLNVRSKTIK 

TLEENLGNT1QDIGMGKDFMSK 

TPKAMATKAKIDKWDLIKLKSF 

CTAKETT1SVNRQPTEWEKIFAI 

YSSDKGLISRIYNELKQIYKKKT 

NNPIKKWVKDTNRHFSKEDIYA 

AKRHMTKCSSSLAVREMQIKT 

TMRYHLTPVEEVRAGEMAKTR 

RCONVKGASEEG1RA/HCFVSH 

♦PHCP/LWRATTLMETLKFKPIE 

VPCKPLEKSVSLLLL 


16330 


46698 


B 


16426 


1 


2348 




16331 


46699 


A 


16427 


1 


660 


MPNFFIDRPIFAWVIAIIIMLAGG 

LAILKLPVAQYPTIAPPAVTISA 

SYPGADAKTVQDTVTQVIEQN 

MNG I DNLM YMSSNSDSTGTVQ 

ITLTFESG\QVQNKLQLAMP/LL 

PQEVQQQGVSVEKSSSSFLMVV 

GVINTDGTMTQEDISDYVAAN 

MKDAISRTSGVGDVQLFGSQY 

AMRIWMNPNELNKVERNSRRQ 

DVGERDISSGSRKVNKESREDE 

EVT 


16332 


46700 


A 


16428 


1 


975 





9111 



WO 01/075067 
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SFQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /= possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


16333 


46701 


A 


16429 


1 171 


2007 


AVD1VQGIVRGWGRQGWLLS 

GRGIPEGPLLLWGATVGSWRR 

LLPLTGVCGLPLGAVPVLIS*LL 

GGAQVQLLREEEAGHELVQQL 

VDGALVLLLDGRJLPLHVVADE 

RCCVLQDLPVLVHKDEVRLAR 

GGTAALRVLLLVLVVDALDLV 

EQALGAQGLGVVLLEVHSLVV 

KGLEVRLLILLPPDLVEALLGLP 

PLLFLGLQSFQDNGDSGDRVLL 

CAT r*ni MCA VA FHA lldnTA 1 ni4 


16334 


46702 


B 


16430 


1 


768 




16335 


46703 


A 


16431 


1 


2553 




16336 


46704 


A 


16432 


3 


573 


CEMHSVQKNEHDKTPEHSRKR 

SRPSLLRPVSAPAKKKMKLRGT 

KDLS1AAVGKYGTL/PG!FFL*Q 

GPPGAEEPGGV*KLPPLHRTLQ 

PGAGVWL*APAARQPISGVSS* 

LPRAP*GGSVPVNSIYLVFSYCF 

*AIVvfI\/I F*"MP\/V*I T*I 1*1 I IDM 
AMlVLr INrV I LI LI LLIrlvl 

HL*GAIHHLGTLQLVPLPVTSV 
VSILTR1QWVLE 


16337 


46705 


A 


16433 


110 


1347 


LTTATGMELSMGSTTWTSLCK 

AEN A ACQQEKPHI WLCSISSFL 

RLKRRRTTTKNTGTKJCIASTVA 

VTIPPITPLPTAFCAPEPAPVLLT 

SGIPPRLNASENPQLLSGS/SSSD 

STGTVQ1TLTFESGTDAD1AQVQ 

VQNKLQLAMPLLPQEVQQQGV 

SVEKSSSSFLMVVGVINTDGTM 

TQEDISDYVAANMKDAISRTSG 

VGDVQLFGSQYAMRIWMNPNE 

LNKFQLTPVDVITAIKAQNAQV 

AAGQLGGTPPVKGQQLNASIIA 

QTRLTSTEEFGKILLKVNQDGS 

RVLLRDVAKJELGGENYDIIAEF 

NGQPASGLGIKLATGANALDT 

AAA I RAELAKM EPFFPSGLKIG 

VPVrkTTPVVMIQIWFVfil^TT VP 
ir IUI 1 r V VNlolrlc vvjls. l Lr vts 

AKTMI VFI AN/TN1J VI nFFPAHVf^ 

TiAnppci PQQRVpr:i 

1 JAurroLKoorxVrvjL 


J Ojjo 


HO /uo 


D 
D 


I 


i 


Z DDK) 




16339 


46707 


B 


16435 


i 


630 




16340 


46708 


A 


16436 


270 


455 




16341 


46709 


A 


16437 


174 


492 


GALQPPPCTVGAPFWAGQGWS 
PLPQLAGRCGGRGTVRGTGAAC 

RPALLAPGNGGLSTRASGCGGC 
TESPSSG WPTS A ALDFLPG P 



2112 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid .sequence ( N^Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


16342 


46710 


A 


16438 


3 


413 




16343 


46711 


A 


16439 


31 


507 




16344 


46712 


A 


16440 


1 


537 




16345 


46713 


A 


16441 


152 


247 




16346 


46714 


A 


16442 


44 


208 


EEMTSKMYKVI 1RKTMKASVC 
TQVKHPAIAS1CKAVL*VGPWS 
GHFKYAGLPTL 


16347 


46715 


A 


16443 


1 


549 




16348 


46716 


B 


16444 


376 


862 




16349 


46717 


A 


16445 


2 


1603 


TNVSTTIATVVLNALARATKLL 

PPG H RRSPNPATA A ASSPPTTL A 

HCSLRSHHQPLRGEQQPQAIRT 

TAGRCKALSSCPSFFECGSRSSG 

APPGACGQIFRVSNAKLEPQAR 

PSSPVTGGPLDLMACRVVAAST 

REM AMLI AQALQTIN YG RDDE 

NG HTHS ACE VHHGGRVPELS V 

PSFSWRNRNNPSF1MGSITPTDY 

TLSKCYLPREDVVL11YCGVSTN 

EQPDEEVPRTRFPTVAVSIGFAV 

RQELEFGVIYHCLEWRLYTGRR 

GRGAFCNGQRLRVSGETASGM 

LPGIQQIHIQQEQNLQVGASTEL 

PCNLHTTRJRVASAPSSAPEDGT 

ESKTCNFRVTSSKGYCLALPRV 

PFPLTTG YKHLH KPPTGTHSTY 

HSMCLLNQPGWLRTISIILFLNN 

KICWQKKSGRE1KIEDYFPEYA 

NYTVPEDGHLSAHLYILSGLCM 

WLQHSGQDSILYTDYRRGGEN 

SFVMVNSVALNGDGCGICSETE 

AELIEVSHRLNCSREVGEHLNA 

TGELGEERAHGRQQAACGFT1A 


16350 


46718 


A 


16446 


1 


648 





wo 



01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X~L)nknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16351 


46719 


A 


16447 


329 


2497 


GEGQAVLQGKMGGEEKPIXGA 

GEEKQKEG\GKKKNKE\GSGDG 

SRAELNPWPEYIYTRLEMYNIL 

KAEHDSILAEKAEKDSKP1KVT 

LPDGKQVDAESWKTTPYQIAC 

GISQGLADNTVIAKVNNVVWD 

LDRPLEEDCTLELLKJEDEEAQ 

AVYWHSSAH1MGEGMERVYG 

GCLCYGPPIENGFYYDMYLEEG 

G V SSNDFSS LE ALCKK 1 1 K EKQ A 

FERLEVKKETLLAMFKYNKFK 

CRJ LN E K. VNTPTTTV YRCG PL 1 D 

LCRGPH VRHTG K I KALKI H KN S 

STYWEGKADMETLQRIYGISFP 

DPKMLKEWEKFQEEAKNRDHR 

K1GRDQELYFFHELSPGSCFFLP 

KGVYIYNALIEFIRSEYRKRGFQ 

EV VTPNIFNSRLWMTSGH WQH 

YSENMFSFEVEKELFALKPMNC 

PGHSLMFDHRPRSWRELPLRLA 

DFGGLHRNELSGALTGLTRVRR 

FQQDDAHIFCAMEQIEDEIKGC 

LDFLRTVYSVFGFSFKLNLSTRP 

EKFLGDIEVWDQAEKQLENSL 

1MEFGEKWELNSGDGAFYGPKI 

DIQIKDAIGRYHQCAT1QLDFQL 

PIRFNLTYVSHDGEDKKRPVIV 

HRAILGSVERMIAILTENYGGK 

LAPFWLSPRQVMVVPVGPTCD 

EYAQNVRQQFHDAKFMADIDL 

DPGCTLNKK1RNAQLAQYNFIL 

VVG E KEKITGT VN I RTRDN K VH 


16352 


46720 


c 


16449 


189 


456 




16353 


46721 


A 


16450 


3 


1414 




16354 


46722 


A 


16451 


95 


293 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 

couun tor pcpiiuc 
sequence 


Nucleotide location or last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion. \=DOSsihle nnrl<*fttiflt* ni^e rtinnt 


16355 


46723 


A 


16452 


1 


1136 


MKKRPOHSLFQFQFLMFRLFSE 

ARQPLSEEDVASLSWRPLHLPS 

ADWQRAALSLWTHRTFREVLK 

EEDVHLTYQDWLHLELEIQPEA 

\MLFQ1LNGRTSTSGRSMSTFSL 

SPRLQGAVTETCRLRVPFLSTH* 

WISTKAQGVMTTQKIL1WSLVA 

AQEMR1LFPDCRRW*LTWSCSK 

TS*CLSATPLPRSTSSLRFSADG 

SRL*QAGGAWLPAFRDRGSC*C 

TNGSSSAGLRLSSA A A ASRQN S 

PSLPDASSSSTWSTLR* ETSAPT 

E VP* H RTSLPTSXQG PPERLS A E 

QRPLPDGR/RSYWPSARRNA/RL 

1LT/FCSGVVAEPGACAALPVEE 

TLPEPAAPGTAEATRRPAVCQR 

VRVGAIGFPFLLLLDGPAVVTS 

DLK 


16356 


46724 


A 


16453 


3003 


3482 


HRPRTRPCPWRRNHHLGHRAP 

L*PQRARR*SPNPPEDGSEDEHL 

*QLC 


16357 


46725 


A 


16454 


598 


759 


KVILGLWTEEAQVGGQGLRAP 
TPRLLHHVLK*D1KR*AHRPDA 
VAHACNPNTLG 


16358 


46726 


A 


16455 


1 


1767 




16359 


46727 


A 


16456 


2 


572 




16360 


46728 


A 


16457 


1 


726 




16361 


46729 


A 


16458 


155 


1334 


HALGRRGGSQELSAAAGAASP 

SGSERRAPGALPCAWAAALLV 

LGAPPASRPGGFAAGKTMLLK 

E\YRI\CMPLTV\DEYKI\GQLYM 

ISKHSHNEQSDRGEGVEVVQKE 

PFEDPHHGNGQFTEKRVYLNSK 

LPSWARAWPKIFYVTEKAWN 

YYPYTITEYTCSFLPKFASIHIET 

KYEDNKGSNDTIFDNEAKDVE 

REVCFIDIACDEIPERYYKESED 

PKHFKSEKTGRGQLREGWRDS 

HQP1MCSYKLVTVKSEVWGLQ 

TRVEQFVHKVVRDILLIGHRQA 

FAWVDEWYDMTMDEVREFER 

ATQEATNKKIGIFPPAISISSIPLL 

PSSVRSAPSSAPSTPLSTDAPEFL 

S VPKDRPRKKSA PETLTLPDPE 

KKATLNLPGMHSSDKPCRPKSE 


16362 


46730 


A 


16459 


26 


355 




16363 


46731 


A 


16460 


86 


489 




16364 


46732 


B 


16461 


1 


201 




16365 


46733 


A 


16462 




367 
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i 



SEQ ID 

NO: 


SKQIDNO: 
of peptide 
sequence 


Met 
hod 


SEO ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown t 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


16366 


46734 


A 


16463 


58 


553 


VARSAPPDGAVCAGPGSRRTE 

MAEQSDEAVKYYTLEEIQKHN 

HSKSTWLILHHKGVYDLTKFLE 

EHPGGEEVLREQA\GGDVATENF 

EDVGHSTDAREMSKTF11G\ELH 

i l j l/oooj w vy i in w v irn ion v r\ 
VA1 MYRI YMAFD 


1 OJO / 


HO / JJ 


A 
r\ 


1 OHOH 


I OJ 


ARQ 
Hoy 




I OJOO 


/JO 


A 




1 OH 






16369" 


46737 


A" 


16466 


572 


1017 


" . l 


16370 


46738 


A 


16467 


911 


1013 




1 A77 1 
1 Oj / 1 


HO I J7 


A 


1 D400 


1 
1 


1 S7 

ID/ 


FP Pi>J O K Cm F R TH O K Pi K G F P H A \C 
RKDFPGAVCISALGLLAKGCG* 
SWRPSSSAN 


16372 


46740 


A 


16469 


71 


369 


SCGLSLI K MTTSQKH RDF V AEP 
MGEKPVGSLAGIGEVLG\KKLE 

FRPiFnif AYVVI fSOFI VI KKHF 
GrvVJ r JL'IVrV I V V l^VJv^i Lr V L*rvlVL/C 

HI F\RFWI K'nTPn/APISlAK'n^R 

DCF*CLREWCDAFL 


16373 


46741 


A 


16470 


1 


831 




16374 


46742 


A 


16471 


368 


679 


SSQLNKAPSLFNPVSEEFCLWL 
LLLQKELLTRITSLEKNTNDLV 

Pil k r T\ITA*FI HFAHT^IlSl^*TnnV 
FFPI^FPFHHI TFIRVKFK'MKTA 

i i k r *nMr>TRRFK'i<rkr 


i Oj / J 


HO /*0 


A 


\OH 1 £ 


DjO 


717 

III 




16376 


46744 


A 


16473 


1 


1632 




16377 


46745 


A 


16474 


1 


651 




16378 


46746 


A 


16475 


1 


903 


GGGGRMKLIDYGLSGYQEESA 

EWKAMDFITSTAILPLLFGCLG 

VFGLFRLLQWVRGKAYLRNAV 

VVITGATSGLGKECAKVFYAA 

GAKLVLCGRNGGALEELIRELT 

ASHATKVQTHKPYLVTFDLTDS 

GAIVAAAAEILQCFGYVDILVN 

NAGISYRGTIMDTTVDVDKJtV 

METN YFGPVALTKALLPSM 1 KR 

RQGHIVA1SSIQGKM\S1PFRSG1 

CQPSKHATQAF\FDCLAVPEM\E 

OFFIFVTVKPnYlHTMT 9VNATT 
v/r ciL v i v lOrvJ i in l liLnj v in^\i i 

Ann<sRpr;\/N/friTTTAn\AFAi w 

RWPRMFI 1 1 WHRRRKM 


1 Oj fy 


HO /Hi 


A 
r\ 


1 Oh /O 


jjy 


1 VyH 




I OJOU 


HO f Ho 


A 
r\ 


1/1/177 

1 OH 1 1 


I 


yuo 




1 OJO 1 


HO tHy 


A 
rV 




I 


171 
J / 1 




16382 


46750 


A 


16479 


1 1 


257 




16383 


46751 


A 


16480 


2 


419 




16384 


46752 


A 


16481 


1 


2514 





2116 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540*217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, A=possible nucleotide 
deletion, Y= possible nucleotide insertion) 


16385 


46753 


A 


16482 


262 


822 


AGCTRKTR.IIDVVYNASNNELV 

RTKTLVKNCIVUDSTPYRQWY 

ESHYALALGRKKGAKLVRVTS 

L*GLWGGQPDSSLLVMKTLSSS 

ATEG REM RAF* A EEGQH WG VQ 

GSRKLPGPAFLP*AH1FVSPFQT 

PEEEEILNKKRSKK1QKJCYDER 

KKNAKISSLLEEQFQQGKLLGE 

KADELEVGSRRD 


16386 


46754 


A 


16483 


2 


799 


SQWLKLPSPLPHAGISRYXNWD 

QAP*KTGGPRESPYHKKREVM 

KLGRPSCPN/NPKIGPPAGIQHSP 

VCRGG *Q VNTRAPE V WTVGNF 

\SWGL1CRCTP*NKDPSIVVLQC 

HLNNGAWFRTQGPWVEEFCIV 

ASSDQQQPYR\QWVRSPNLCAC 

PLGPAKKGEPKLDSLRKEEIFK 

QKNDLKKLRKEPLKRKKNCQ1 

PAVLPGREQFPARGKLSCRA/SR 

FQG PGQLWAEQDG FC A * EG QK 

SLEFLSFRKNPRPRKGQI KFLVF 

VFHPC 


16387 


46755 


A 


16484 


1 


681 




16388 


46756 


A 


16485 


287 


694 


HSSRPAPASAPRRWGLSWSWQ 

RCWC**TPSPSPRPRPAEG\CLR 

GRGRGAGGGLPFRPHGSLVHS 

GAQPPHFPHLPGGARQTCGAPP 

G S WSC V L/CRPAETG A A AAGS P 

AAAGSTRKRLGRAQGRGCRVA 

ALRLSPTH 


16389 


46757 


A 


16486 


189 


38) 


QGAGSVGRTGQQLLKPGPFFLE 
KLLSLGCT/LSG*ALRARACCSP 
CCRPGAGCQPQAPVAQAGHP 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540 an 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


16390 


46758 


A 


16487 


1 


2388 


QG RL V A KPPRPA RSTA A DSSTP 

RDMLGLRPPLLALVGLLSLGCV 

LSQECTKFKVSSCRECI ESG PGC 

TWCQKLNFTGPGDPDSIRCDTR 

PQLLMRGCAADD1MDPTSLAET 

QEDHNGGQKQLSPQKVTLYLR 

PGQAAAFNVTFRRAKGYP1DLY 

YLMDLSYSMLDDLRNVKKLGG 

DLLRALNEITESGRJGFGSFVDK 

TVLPFVNTHPDKLRNPCPNKEK 








• - . i 






ECQPPFA^RHVLKLTNfNSNQfQ 

TEVGKQLISGNLDAPEGGLDA 

MMQVAACPEEIGWRNVTRLLV 

FATDDGFHFAGDGKLGAILTPN 

DGRCHLEDNLYKRSNEFDYPS 

VGQLA\HKLAENNIQPIFAVTSR 

MVKTYEKLTEIIPKSAVGELSE 

DSSNVVHLIKNAYNK\LSSRVFL 

DHNALPVDTLKVTYDSFCSNGV 

THR1MQ\PRGDC\DGVQINVP1TF 

QVKVTATECIQEQSFV1RALGFT 

DIVTVQVLPQCECRCRDQSRDR 

SLCHGKGFLECGICRCDTGYIG 

KNCECQTQGRSSQELEGSCRKD 

NNSI1CSGLGDCVCGQCLCHTS 

DVPGKLIYGQYCECDTINCERY 

NGQVCGGPGRGLCFCGKCRCH 

PGFEGSACQCERTTEGCLNPRR 

VECSGRGRCRCNVCECHSGYQ 

LPLCOECPGCPSPCGKYISCAFC 

LKFEKGPFGFCNCSAACPGLOLS 

NNPVKGRTCKERDSEGCWVAY 


16391 


46759 


A 


16488 


353 


1205 




16392 


46760 


A 


16489 


11 


440 


FRALTEGDTQLNWNIVSFPVAE 

ELSHHENLVSFLETVNQPHHQN 

VSVPSNNVHAPYSSDKEHMCT 

VVYFDDCMSIHQCKISGESMG 

SHPNIRWVSLMACCECIGPECID 

Will IT T kj l_v 1 ▼ 1 / » V/V I— VJ 1 A_^\_s 1 

YGSKTVKCMNCMF*RRQMQT 
KAT**NNRYKKLKK 
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SEQID 

NO: 


SfcQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=tlnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


16393 


46761 


A 


16490 


515 


1808 


KRKQTGEFGFNSFE\WCDSDLC 

EMN AG M P KGN LN EQDPK HC PE 

SEKCLLSIEDEESQQSILSSLENH 

SQQSTQPEMHKYGQLVKVELE 

ENAEDDKTENQIPQRMTRNKA 

NTMANQSKQILASCTLLSEKDS 

ESSSPRGR1RLTEDDDPQJHHPR 

KRKVSRVPQPVQVSPSLLQAKE 

KTQQSLAAIVDSLKLDEIQPYSS 

ERANPYFEYLHIRKK1EEKRKLL 

CS V 1 PQAPQY Y DE Y VTFNG S YL 

LDGNPLSKICIPTITPPPSLSDPL 

KELFRQQE V VRM KLRJLQH SI ER 

EKLI VSN EQE VLR V H Y RA ARTL 

ANQTLPFSACTVLLDAEVYNVP 

LDSQSDDSKTSVRDRFNARQF 

MSWLQDVDDFCFDKLKTCLLM 

RQQHEAAALNAVQRLEWQLK 

LQELDPATYKS1SIYE1QEFYVPL 

VDVNDDFELTPI 


16394 


46762 


A 


16491 


1 


699 




16395 


46763 


B 


16492 


6 


5954 




16396 


46764 


A 


16493 


22 


585 




16397 


46765 


A 


16494 


1 


837 




16398 


46766 


A 


16495 


1 


1422 




16399 


46767 


A 


16496 


13 


189 




16400 


46768 


A 


16497 


193 


366 


GRPGIFKSFCRWW*C*FHMEFI 
WKSSAVWSGVWHAGNICLSIS 
NPEDLRASQFCSSG 


16401 


46769 


A 


16498 


1 


888 




16402 


46770 


A 


16499 


<■> 


531 


DAWADAWADAWADAWALQS 

RRRRRRTQLTLSSPHDCYRGLQ 

SLLLILCKMATLKEKLIAPVAEE 

\EA\TVPNN\RITVLGDGQVGMA 

CAISILGKSLAADELALVDVLED 

KLKGGNDGSFQHG\SLFL\QTPK 

\IVGRIKDYSG\TAQF*RJVVGN 

WQGVRSARRGKVRSNLVQRN 

VNVFK 


16403 


46771 


A 


16500 


2 


406 




16404 


46772 


A 


16501 


2 


394 




16405 


46773 


A 


16502 


1 


399 




16406 


46774 


A 


16503 


74 


464 


FAFNMPEPAKSAPAPKJCGSKK 

AVTKAQKKDGKKRKRSRJCESY 

SVYVYKVLKQVHPDTGISSKA 

MGIMTMSFVNDIFERIAGEASRL 

AHYNKRSTITSREIQTAVRLLLP 

G\EL\AKHAVSEGTK\AVTKYHQ 


16407 


46775 


B 


16504 


84 


832 




16408 


46776 


B 


16505 


201 


829 




16409 


46777 


A 


16506 


1 


804 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \= possible nucleotide insertion) 


16410 


46778 


A 


16507 


3 


615 


PECI1G1D1LSSGQNPHIGSLTGR 
VRAIMVGKAKRKPLELPLPRKI 
LNQKQYRJAGGIEEISAT1KDLK 
DAGVVIPTTSLFDSPIWPVQKT 
DGSWRMTVDYRQINQVATPIA 
AAIPDVASLLKQINTSPDTW/PI 
RPPl^NOD*fiV<sGR*ACri FP1 A 
CJPHR + IT^FA^RII FOHPAIFPR* 


164 M- 


46779 • 


C 


16508 


25 


153 




16412 


46780 v • 


A- 


T6509 st 




1317 




16413 


46781 


A 


16510 


1 


1557 


QVPGCIIG1DILSSWQNPHIGSLT 

GRVRAIMVGKAKWKPLELPLP 

RKIVNQKQYHILGGTVEISATIK 

DLKDTEA VTPTTSPFNSPI WPV 

QKTDGSWRMTVDYCKLNQVV 

TP1AAAVPDV/VSLLEQINTSPG 

TWFEWSPKMCALQQVQAAVQA 

ALPFGPYDPADPMVLEVSVAD 

RDAIWSLWNAAIGESQRRPLGF 

WSKALLSSADNYSPFERQLLAS 

Y WA LVETERLTVGHQVTLRPE 

LPIMTMWVLSDPSSHKVSGAQQ 

HWKCAVHT/IIKWKWY1RDWA 

QAGLEGTS*LYWPRASRYQQG 

HQDLFILRSDLPSQVFIRDKLME 

RRNRRTGRTEKARIWEVTDRT 

VRT WIG EA V AA A AADG VTFS V 

PVTPHTFRHSYAMHMLYAGIPL 

Al IWAARHRVOFAMPF^DAVA 

MLKOLS 


16414 


46782 


A 


16511 


41 


428 




16415 


46783 


A 


16512 


1 


1026 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, V= possible nucleotide insertion) 


16416 


46784 


A 


16513 


648 


1886 


LDPEVAWAKWQHSTVKGPQK 

QFAFSWQGQQYTFTGLPQGYIN 

SLSLC YN LI PRDLDRFSLPQDIT 

L V H Y 1 DD 1 M LTG SS EQEL A YTL 

DLLVRRLCAKGWEINLTE1QEA 

STS V K FLR VQ WCG ACQDIPSK 

MKDKLLHLFPPTTKKKASLFGF 

RRQCIPHLECGPEQEICALQQAQ 

AAVQAAVPLERYDPADPMVL/ 

V/ELTWLWPLLSAQFASSGDQH 

♦ALHMAPFLGVVSQLPGGKL1IL 

DIFHHGKGRVLFSLE*TLTPDM 

GLPILHIMLLPRLPSVNSQNALS 

TVMPGFTGPGIKGWKWHHSPS 

PLV1H*QNFCFLFP*HYVLLA*R 

S*FQRKEPCHQET*Q*FH*TGS* 

GCQLDTLGSCYF*VNKLRRELQ 

CWLG*LTQTIKMKSVYYSITEN 

CWMKRSPVKRRKILELEEA 


16417 


46785 


A 


16514 


1 


402 




16418 


46786 


A 


16515 


1 


396 


PTRPGERSVHVEIPRRVGSGAG 

HAQWAGPVRVARPQLNAQLE 

G WLSQVQSTrCRPA RAI I APH AG 

YTYCGSCAAHAYKQVDPSIT\Q 

RFRYSYYDESQGEIYRS1EHLDK 

MGMSIIEQLDPVSFSNYLKKYH 


16419 


46787 


A 


16516 


2 


358 




16420 


46788 


A 


16517 


2 


769 




16421 


46789 


A 


16518 


1 


1017 




16422 


46790 


c 


16519 


54 


294 




16423 


46791 


A 


16520 


159 


245 


GISVSCSMYL*PDRSAGYYGLF 
KDRKEK 


16424 


46792 


A 


16521 


I 


1227 




16425 


46793 


A 


16522 


1 


2697 




16426 


46794 


A 


16523 


200 


696 


YG1VTGPSLCAGDKQPKJCQEK 

NPVLVSPEFVDEALCACEEYLS 

NLAHMDID/1GPGGPAVPQPPRA 

GPSSSSVRPSGPVSPLQLGLWA 

VGRCLGIDPFCLVQPLPLPQASR 

SFTPLFCSGTLEDSHCLRDRVW 

ATFLGSWHSIVTKSMDCATKW 

TAHYPKCVLCGC 


16427 


46795 


B 


16524 


1 


960 




16428 


46796 


B 


16525 


1 


2183 




16429 


46797 


A 


16526 


306 


1844 




16430 


46798 


A 


16527 


59 


189 


YNSGCLYGSQCSVCRCL*GVRN 

QVRSQQQAMMAMAILVNKKG 

G 


16431 


46799 


A 


16528 


1 


2034 




16432 


46800 


B 


16529 


1 


855 




16433 


46801 


A 


16530 


1 


834 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


16434 


46802 


A 


16531 


65 


172 




16435 


46803 


A 


16532 


321 


429 




16436 


46804 


A 


16533 


460 


647 




16437 


46805 


c 


16534 


529 


804 




16438 


46806 


A 


16535 


3 


433 




16439 


46807 


A 


16536 


1 


484 




16440 


46808 


A 


16537 


51 1 


681 


OOGYTPFOGSGRESFLASSSFW 
WL/PGLPWLAA A* LQALTPSSH 
SLLSYLCSLLFCHP 


16441 . 


46809 


A 


16538 

it * *. 


51 


634 


P V PTFGL PA RHTG A E K RR KN SG 

GEQLSKNNLYIRGLPPGGTDQD 

LIKLCQPYGKIVS\TRAFLDKTTI 

RCKGYGFVDFDSPAAAQKAVA 

SLKANGVQAQMAKLQERDPA\ 

GLSVSSLLL\SMYEQELENMLK 

PFGHVISTRILRDANGVSRGVG 

FARMESTEKCEVVIOHFNGKYI 

KTPPGTPAPSFPT I CKIADG 


16442 


46810 


A 


16539 


1 


759 




16443 


46811 


A 


16540 


74 


352 




16444 


46812 


A 


16541 


1 


747 


GSAVYLCYKKSVAKTNTVSYK 

AGLICRYPQEDYESFSLPESVPL 

FCLPMGATIECWPSNSKYPLPV 

FSTFVLTGASAEKVYGAAIQFY 

EPYSEENLTEKQRLLLGLTSAD 

GKSDSSKTIHTNKCICLLSHWPF 

FD\AFRKFLTFLYR\YS1SGAHVL 

PIEKHISHFMHKVPFPSPQRPRJL 

VOLSPHDNLILSOPVSSPLPLSG 

GKFSTt LONLGPENAVTLLVFA 

VTEHKILIHSLRPSVLTSVTEAL 


16445 


46813 


A 


16542 


319 


969 




16446 


46814 


A 


16543 


131 


342 


NSDMGLNLGSALTG*PWVAIEF 
CCFGFFOHIVFSCLLGWL*VAP 
HPNLPSSPAEYMDFREAOEGTD 
VIY 


16447 


46815 


A 


16544 


1 


1086 




16448 


46816 


A 


16545 


469 


759 




16449 


46817 


A 


16546 


3 


598 




16450 


46818 


A 


16547 


227 


604 




16451 


46819 


A 


16548 


416 


1814 




16452 


46820 


A 


16549 


763 


867 




16453 


46821 


A 


16550 


1 


1419 





2122 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last nmino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


16454 


46822 


A 


16551 


915 


3125 


SLAGMRLTGTVSGGEVRV/TAK 

AGARVGPPELVGRPLEGECWY 

FSGVSRTQAQQLLLSPPNEPGA 

FL1RPSESSLGGYSLSVRAQAKV 

CHYRVSMAADGSLYLQKGRLF 

PGLEELLTYYKANWKLIQNPLL 

QPCMPQKAPRQDVWERPHSEF 

ALGRKLGEGYFGEVWEGLWL 

GSLPVAIKVIKSANMKLTDLAK 

EIQTLKGLRHER L1RLHAVCSG 

GEPVYIVTELMRKGNLQAFLGT 

PEGRALRLPPLLGFACQVAEGM 

SYLEEQRVVHRDLAARNVLVD 

DGLACKVADFGLARLLKDD1Y 

SPSSSSKIPVKWTAPEAANYRV 

FSQKSDVWSFGVLLHEVFTYG 

QCPYEGMTNHETLQQIMRGWF 

FGC1SRSEAVRRLQAEGNATGA 

FLIRVSEKPSADYVLSVRDTQA 

VRHYKIWRJIAGGRLHLNEAVS 

FLSLPELVNYHRAQSLSHGLRL 

AAPCRKHEPEPLPHWDDWERP 

REEFTLCRKLGSGYFGEVFEGL 

WKDRVQVAlfCVISRDNLLHQQ 

MLQSEIQAMKKLRHKHILALY 

AVVSVGDPVY11TELMAKGSLL 

ELLRDSDEKVLPVSELLDIAWQ 

VAEGMCYLESQNYIHRDLAAR 

N I L VGENTLCK VG DFGLARLIK 

EDVYLSHDHNIPYKWTAPEALS 

RGHYSTKSDVWSFGILLHEMFS 

RGQVPYPGMSNHEAFLRVDAG 


16455 


46823 


A 


16552 


1 


990 




16456 


46824 


A 


16553 


1 


2847 


MTAREHSPRHGARARAMQRAS 

TIDVAADMLGLSLAGEPHRACT 

GLQTTGYPGL\DPSG*TRK*GRG 

MSALFL*TASAGA*LH*FSSLVA 

GAPPG*CGNVQVF/WLAHAQA 

MGTNNPIFLSS1AFFQDSLINQM 

TQVKLSVYDVKDRSQGTVKSA 

ESDRVGNITVIGWQMEEKSDQ 

RPPVTRSVDTVNGRLHPPAPTV 

MHSLSHRHSKKNSNFRALALM 

VI PVDFSI TFALGIRSKYASLR 

KDT1 LKSVFGGAICR 


10*0 / 




A 


1 UJJH 


i 
■ 


^97 




1 OH jo 


4££9£ 
HOoZO 


A 


1 Ojjj 


9 SO 


J 1 U7 






AfSOl 
HOoZ / 


A 
r\ 


1 OJJD 


9A9 






16460 


46828 


A 


16557 


1 


1398 




16461 


46829 


A 


16558 


123 


393 




16462 


46830 


A 


16559 


245 


424 





919* 



WO 01/075067 
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SEQ id 


SKQIDNO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X-Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*-Stop codon, /=possible nucleotide 




sequence 




09/540,217 


cod on for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










;»Ltj ucnLc 






1 6465 


46851 


A 

l\ 


16S60 


1 

1 


531 






4685? 


A 

fx 


1 UJV I 


7548 


2775 




16465 


46833 


A 


16562 


373 


555 


LRJOVTFDDVAVEFTPEEWALL 














DTTQKYLYRDVMLAENYMNLA 














SVGKSNIT1 LGMVACTCS 


1 0400 


hOojH 


A 
rV 


IOJOj 


1 6^ 

I OJ 


H J 1 




16467 


4685S 




16S64 




349 


K*TMK*EMGKFK*FY/IYLEOED 














YANANALLSPAPALPKEKRTDS 














NGRVYFVNHNTRJTQWEDPRS 














QGQLNEKPLPEG WEM RJFTVDG 






-r \ .- r 


/ V , * i *~ ■ 






IPYFVDHNRRTTTYIDPWSTRP* 




4£ft56 


A 


16^as 


1 

1 


?? 1 7 




1 A4£Q 

i o^oy 


HOo J / 


A 


1 OJUO 




1 860 




16470 


46858 


A 
r\ 


16S67 


461 


696 


KRMCFCTSLSSARSSGSMYMSC 














RJCCSMMPPFSSVFRSISSRYSR 














AAFWXAWTETRLCWQAAMPRQ 














QPPGLLHQWTTSP 


16471 

1 OH / I 


4685Q 


A 


16S68 


1 

1 


601 




1647? 

1 OH 1 £. 


46840 


A 


16S69 

J UJU7 


468 


1215 




16475 


46841 


A 


16570 


2 


365 


EGCFOKIKLDHILSPPPMPFWIC 

JL*J Vw' ■ 1\1 A VL> t 1 IJ^ut A a I'll & ¥ T » V* 














CSNPDVAFGPGKSLKYKROLS* 














DGROLRRGSLGGALTGRYLLP 














NPVAGQAWPASAETSNLVGMR 














SQALGQSAPSLTASLPCVSKCW 














FMIPPWMNPPPIK 


I OH /H 


46R4? 

HOOHZ 


c 


16S71 


9?0 


408 




I647S 


46845 


A 

r\ 


16S7? 


840 


1091 

l,U7 1 


OSLOHDVTL*VPVLLSYPEPAPS 














GHGLLRGSAOIAL*TIPADPAGT 














YLKTREPTLGCOTVPLPAPHLS 














VDTVCRCLSSSVWPO 


16476 

1 OH /O 


46844 


A 

r\ 


16575 


1 


1356 




1£477 

1 OH / / 


HOOHJ 


R 


16S74 


1 
1 


1084 




16478 


46846 


A 


16575 


2 


526 


OPRGKKFSKNKPRKONFPTPKH 














MRVVLPPF/PPLKFFIFPKGLKFL 














FnrirPNi^ppofrrKriSi pkipr*v 














LI RPPIRKKLFPCTARVKLGPPO 














GSFKTAAPSSSSP*SADPVYLAG 














K/PRQSSSPGGTGGLNPPPRRLQ 














PQPHPGPSWHSSSSRGPGGHPR 














RESAERSRCASGNPGGQ 


16479 


46847 


A 


16576 


36 


167 


RQLFENTQSDETKQEQNKQNK 














K*STATESRKVPQTGKSKSYWP 


16480 


46848 


A 


16577 


171 


527 




16481 

IOHO 1 


46849 


R 


16S78 


i 
■ 


471 




164X2 


46850 


A 


16579 


] 


294 




16483 


46851 


A 


16580 


185 


299 


GLQYLKGKSGLKVKRGKVW*S 














ACCKKKGAALGTVASPL 


16484 


46852 


A 


16581 


3 


414 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location or last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


16485 


46853 


A 


16582 


462 


928 


WGVPGLPGRHLLPLPSQPPPSW 

LSILYVSWAALTCFLN'SGESTA 

AKFFCPNLSA1SYHTEAIPTTWQ 

GVHLSWAFGNGAPDIFSGPGGL 

L*PA/POP/DLALGALFGAGVLV 

TTVVAGGITTLLLFIOHHTTOEI 

H*QIVQWIKTTL*ILATVSYVIG 


16486 


46854 


A 


16583 


1 


654 




16487 


46855 


A 


16584 


66 

- 


323 


RVSLEIHVIQKRRPHHLSLLSFW 
TRMKTFRRRK/WGEAEESATDT 
TSETNKVGTGVFVLSLWVPVL 
VRNLAGPGVVLGN1CKHFPVC 


16488 


46856 


A 


16585 


1 


1530 




16489 


46857 


A 


16586 


615 


873 


FVFLWSLMMVMYRWGFGVAV 
LS VC* FSF*OSGPS A AG LLEFAG 
GPFQTPFAWVSVVEAAEQRIML 
NSKRCCV1VPLWSSQRGTRP 


16490 


46858 


A 


16587 


286 


626 


PCKLFPCCNTC YS\RV* DFFRVA 

GKRSLXLNNYTSWVNTSMLVPR 

VAFACGFPLQQAAVLCVHLLG 

SPILGAADSSVTPPFCWMANAH 

ICGLQLQNTLSFAEP1YLGQEHA 

QLS 


16491 


46859 


A 


16588 


226 


489 


PYLSVIFFFDYGINEEQCQRPIQ 
GDGONFHRHNGWIKINPSCISF 
AIFFPFGAEKNMWSTPVTEAFN 

rill ill \wi 4 \ l\l ^ 1 ▼ x tv ▼ i J ^ 

LLST*AF*LFGYKCTLVISSS 


16492 


46860 


A 


16589 


1 


1344 




16493 


46861 


A 


16590 


1 


257 




16494 


46862 


A 


16591 


73 


374 


ESETEHKRPG KHSPKRSCN MCG 

QWAFHASLTVSYCLLTWCNET 

CSGDGCEGGMRJDIDPPVSQTR 

FFITLL*LC\FPGAGPQPAYFCTQ 

TQCHVETPRVSQ 


I64QS 


4686^ 




16592 


1 


666 




16496 


46864 


A 


16593 


95 


1840 




16497 


46865 


A 


16594 


1740 


2026 




16498 


46866 


A 


16595 


39 


487 


SRLDPRVRLLFRQFCETRPGLEC 

YIQFLDSVAEYEVTPDEKLGEK 

GKEIMTKYLTPKSPVFIAQVGQ 

DLVSQTEEKLLQKPCKELFSAC 

AOSVHEYLRGEPFHEYLDSMFF 

DRFLQWKWLE/RVCACQVRAT 

GK\MYACSRLEKKRJQKRK 


16499 


46867 


A 


16596 


1 


591 
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SEQin 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


16500 

• "-■■./\"---> 


46S68 


A 


16597 

•****. k .. . 


71 


1994 


EQEQRGRQGGLLAPPAPAAAA 

AARAAAAAAAAPQALTAPPAG 

SVADRRLSMELEN1VANTVLLK 

AREGGGGKRKGKSKKWKEILK 

FPH I SQC E\S L RRTI DRD YC R VC 

DKQPIG\RLLFRQFCETR\PGLEC 

YIQFLDSVAEYEVTPDEKLGEK 

GKEIMTKYLTPKSPVF1AQVGQ 

DLVSQTEEKLLQKPCKELFSAC 

AQSVHEYLRGEPFHEYLDSMFF 

DRFLQWKWLERQPVTKNTFRQ 

YRVLGKGGFGEVCACQVRATG 

KMYACKRLEKKRJKKRKGESM 

ALNEKQILEKVNSQFVVNLAY 

AYETKDALCLVLTIMNGGDLK 

FH I YN MGNPG FE EE RALF Y A A E 

ILCGLEDLHRENTVYRDLKPEN 

ILLDDYGH1RJSDLGLAVK1PEG 

DLIRGRVGTVGYMAPEVLNNQ 

RYGLSPDYWGLGCLIYEM1EGQ 

SPFRGRKEKVKREEVDRRVLET 

EEVYSHKFSEEAKSICKMLLTK 

DAKQRLGCQEEGAAEVKRHPF 

FRNMNFKRLEAGMLDPPFVPD 

PRA V YCKDVLDI EQFSTVKG VN 

LDHTDDDFYSKFSTGSVS1PWQ 

NEMIETECFKELNVFGPNGTLP 

PDLNRNHPPEPPKKGLLQRLFK 

RQHQNNSKSSPSSKTSFNHHIMS 


16501 


46869 


A 


16598 


1 


963 




16502 


46870 


A 


16599 


192 


609 


RPKGARELRLHPGPRYGRTSPQ 

NCPWARPGCLHEAL*G\WKICL 

HCKCPQEEHMVTVMPLEMEKT 

ISKLMFDFQRNSTSDDDSGCAL 

EEYAWVPPGLKPEQVHQYYSC 

LPEEKVPYVNSPGEKLRIKQLL 

HQLPPHDNEV 


16503 


46871 


A 


16600 


1 


915 




16504 


46872 


B 


16601 


30 


820 




16505 


46873 


A 


16602 


99 


248 


RLEKHINCSRVI*SWAASPGLTA 

AAYRVTLMPPGTFLEGVAKVG 

QYTFT 


16506 


46874 


A 


16603 


1 


717 




16507 


46875 


A 


16604 


271 


556 


TAACLQSHHFKSSGQLSFERKW 
PKVGTITRSIASLLSGPVFGLHH 
LA FS AH VPREG PTTP WN Y FPRV 
A A P/RRWTPG EH ARTTTG LG A A 
PCVLLWA 


16508 


46876 


C 


16605 


135 


341 




16509 


46877 


A 


16606 


125 


226 




16510 


46878 


A 


16607 


194 


547 





2126 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


1651 1 


46879 


A 


16608 


2073 


2338 




16512 


46880 


A 


16609 


1127 


1282 




16513 


46881 


C 


16610 


1 


2094 




16514 


46882 


A 


1661 1 


523 


706 


QHPLPNPCCHQPFHLCLRR*TL 
HCLRQQ*WPPLRQLPGKIMLIL 
LRSHPQHPCLLLDLQLD 


16515 


46883 


B 


16612 


190 


805 




16516 


46884 


B 


16613 


90 


2812 




16517 


46885 


A 


16614 


44 


216 


RCRRRLIPH PRRLSPV V 1 RRIQVP 

Q/VQPGAGPSRPGHTRDPIGAA 

AAHGPCPGDSGAH 


16518 


46886 


A 


16615 


1 


1107 


MTEEPLQALVLSAVLLYQEAY 

VRRSLTALGLDTFANFAHFSEM 

QPLSDAPCGLVTGVTRPLVAYS 

VEVGGFTI1CGLSLASGNISGWC 

QLYLLLTQCRRGAATLWDSGM 

GGG RQSSRQTS VPR WTLDSKCI 

PGPKLTTRPQMDTKALGGQQA 

HVEHQTHED1RPQVDTQAPGG 

HKALGEQQDPVGHQASVGYSP 

QVPQDSLGQALAGQATPEIPLG 

LQLHTVLVQEIQEL1EAQTRAP 

GPCAEVRALPAPAAEPEPAWEE 

APPERALELEGAPAKDQTNEEL 

PEITA/PYC/EPLALTLELKAWLE 

RKVGGRG\DQHSPSQQLPCCP*S 

WARWQTCRQRAGHLAWPPVP 

RCREASLIH*NHSPAAAGPFILL 


16519 


46887 


A 


16616 


I 


792 




16520 


46888 


A 


16617 


1 


963 




16521 


46889 


A 


16618 


1 


378 




16522 


46890 


A 


16619 


1 


494 


MKPRTLAVSVTVLKGGVSRVC 

SFWCSDVFRVSSFWWVRGLAD 

SGVKLRTFAVSVTPLKAARLEL 

FVPPGGFVVSLASGVKLQPFEV 

S VT AHKG S V DPKSEKQQDLLQ 

RGKEQSYHTGEGHPSRLP/PAG 

SGSLLLFSYLAPPTSC*LVQPSG 

LF*QGADWCIYNP 


16523 


46891 


A 


16620 


137 


262 





2127 



WO 01/075067 
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SEQ "> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
had 


SEQ ID NO: 
in USSN 
0*>/540,2l7 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l/nkno»vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


16524 


46892 


A 


16621 

.. . -1 


I 


2786 


EVSLREATQRKLRRFSELRGKL 

VARGEFWDIVAITAADEKQELA 

YNQQLSEKLKRKELPLGVQYH 

VFVDPAGAKIGNGGSTLCALQC 

LEKLYGDKWNSFTILLIHSDEW 

KKKVSES YVITI ERLEDDLPI KE 

KELTELRNIFGSDEAFSKVNLN 

YRTENGLSLLHLCCICGGKKSH 

IRTLMLKG\LRPSRLTRNGFTAL 

HLAVYKDNAELITSLLHSGADI 

OOVOYCiril TAl HIAT IAGHI FA 

ADV1 1 OHGANVN 


16525 


46893 


A 


16622 


174 


722 




16526 


46894 


A 


16623 


1 


1554 




16527 


46895 


A 


16624 


1 


843 




16528 


46896 


A 


16625 


2 


745 


ECWDGEHDIETPYGLLHVVIRG 

SPKGNRPA I LTYHD VG LN HKLC 

FNTFFNFEDMQEITKHFVVCHV 

DAPGQQVGASQFPQGYQFPSM 

EQLAAMLPSVVQHFGFKWVIGI 

G VG AG A YV LAKFA L1FPDLVEG 

LVLVN1DPNGKGW1DWAATKL 

SGLTSTLPDTVLSHLFSQEELVN 

NTELVQSYRQQIGNVVNQANL 

V^Lf* WlNiVl I IN Oivi\L/L,L/l IN Ivr VJ I V 

PNAKTI RPPVM1 VVGTYWAPAF 

I IN /A IV 1 L/I\.V_* 1 V IVI L/ V V VJL/IN/AJ /A L/ 
JL/VJ V V C/V_/ IN JIN. 


16529 


46897 


A 


16626 


•j 


949 




16550 


46898 


A 


16627 


1 






16531 


46899 


A 


16628 


2 


1324 




16532 


46900 


A 


16631 


1 


591 




16533 


46901 


A 


16632 


138 


832 




16534 


46902 


A 


16633 


55 


586 


IF VH PTPA ASTM PSKFDPN EIK V 
VYLRCTGGEVGATSALAPKIGP 
LGLSPKKVGDDIAKATGDWKG 
LRITVKLTIQNRQAQIEVVPSAS 
ALIIKALK\EPPRDRKKQKNIKH 
SG1MITFDFIVNIAROMRHRSLAR 

kJ VJ 111 ■ I \-J \—t\ V 111 f \ I\v^i VI 1 Vi 1 IVOLi/V 1 V 

EVLSGTIICEILGTAOSVGCNVDG 
RHPHDNDDINSGAVECPAS 

IVI 11 11 L/ 1 1 LJ L/ 1 1 1 xj VJ /» V LJV^I / » lJ 


16535 


46903 


A 


16634 


1 


735 




16536 


46904 


A 


16636 


3 


346 




16537 


46905 


A 


16637 


57 


649 


GPRRAYGGRMAGGGGDLSTRR 

LNECISPVANEMNHLPAHSHDL 

QRMFTEDQGVDDRLLYD1VFK 

HFQR\NKVEISNAIKKTFPFLEG 

LRDRDLITNKMFEDSQDSCRNL 

VPVQRVVYNVLSELEKTFNLPV 

LEALFSDVNMOEYPDL1HIYKG 

FENVIHDKLPLQESEEKEREERS 

GLQLSLEQGTGENSFRSLTWPP 



2128 
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SEQ ID 

NO: 


SKQIDNO: 
of peptide 
sequence 


Mel 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 

5CCJ IICI1LC 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


16538 


46906 


A 


16638 


1 


1665 




16539 


46907 


A 


16639 


348 


1534 




16540 


46908 


A 


16640 


1 


627 




16541 


46909 


A 


16641 


1 


1343 




16542 


46910 


A 


16642 


76 


479 


1RAVSRSRERPGSRSRYLQAC*G 

GGAFPGP*SAE1SRLVRSHNLGG 

YSCT/EGGGGCRKGSCLLQHSC 

LLWHSCLLPASKNTVCSKDLG 

GCSCTOESRAPACSWSPRTOCiG 

SASSHDLGSCRNAWETPSROI G 

RSW 


16543 


46911 


A 


16643 


130 


675 




16544 


46912 


c 


16644 


1 18 


420 




16545 


46913 


A 


16645 


] 


987 




16546 


46914 


A 


16646 


1 


494 




16547 


46915 


A 


16647 


360 


1510 




16548 


46916 


A 


16648 


375 


2187 


VTAAAAATAMAESGESGGPPG 

SQDSAAGAEGAGAPAAAASAE 

PKIMKVTVKTPKEKEEFAVPEN 

SSVQQFKEEISKRFKSHTDQLV 

LIFA\GKILKDQDTLSQHGIHDG 

LTVHLVIKTQNRPQDHSAQQTN 

TAGSNVTTSSTPNSNSTSGSATS 

NPFGLGGLGGLAGLSSLGLNTT 

NFSELQSQMQRQLLSNPEMMV 

QIMENPFVQSMLSNPDLMRQLI 

MANPQMQQLIQRNPEISHMLN 

NPDIMRQTLELARNPAMMQEM 

MRNQDRALSN LESI PGG YN A LR 

RMYTDIQEPMLSAAQEQFGGN 

PFASLVSNTSSGEGSQPSRTENR 

DPLPNPWAPQTSQSSSASSGTA 

STVGGTTGSTASGTSGQSTTAP 

NLVPG VG ASM FNTPGMQSLLQ 

QITENPQLMQNMLSAPYMRSM 

MQSLSQNPDLAAQMMLNNPLF 

AGNPQLQEQM RQQL PTFLQQM 

QNPDTLSAMSNPRAMQALLQI 

QQGLQTLATEAPGLIPGFTPGL 

GALGSTGGSSGTNGSNATPSEN 

TSPTAGTTEPG HQQFIQQMLQA 

1 AfiVNPOl ONPFVRFOOOI FO 

1 ^AMGFf 1MRFANI OAI 1ATGG 

DINAAIERLLGSQHHSSISVS 


16549 


46917 


A 


16649 


269 


440 




16550 


46918 


A 


16650 


469 


746 


RLNLPGPLCAGTSILFAVLMEAI 
GVSCFRQAGGGHVASHIY*GLM 
/PAI A I *DTPPR>JP<sAI PFTPI C 

GSGPQSQMGHQTSHLLSSPGTG 
LSF 


16551 46919 


A 


16651 


I 


1026 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \~possible nucleotide insertion) 






A 
r\ 


16AS7 


710 






I OjJJ 




D 
D 


J vwJJ 


I 










A 
r\ 


1££^d 

J OOJH 












A 
a\ 


1 \>OJJ 


i no 

I uv 


177 




1 OjjO 




A 


1 OO jO 


1 
1 


1 ^d7 




16557 


46925 


A 


16657 


1 


453 




16558 


46926 


A 


16658 


2 


487 




16559 


46927 


A 


16659 


1 


1260 

i 
i 


M EDAEGT VTLL A VTL V A RDLN 

CIQPQTGPSGGIPEESIVIIGDVSS 

MHVIAPEDLPVGQDVEVEDSDI 

DDPDPVRALPLQ1HACGRVGFE 

AHDDWSEGGDPAADTLIDPSQ 

DARYLKCEGMQAPHNSNPVAQ 

KTE1SYHIWIARIPREKSGKVTG 

TLCDLLKDLTVIHSL1PKQGCSD 

GLGVLVQGTFQPQGNTDTCTC 

QVSAVEGKGEGLMQLASLSRR 

VTIWAYGDSQERDLKTQLEK1T 

AIKDMKEMQEKEYRIMEKAHS 

RQRKQHHKGPERJCEQAAIFAV 

LQPPLV1TRQTGSGVDPQKTPA 

DLQKRCRTVRRKTSQQKAVAS 

TLTKRITTQKLNAKDHNSSPTR 

EQNCTENEFDELTEVGFRRWVl 

TNSSELKEHVLTQCKEAKNFDK 

RLEELLIQ1TSLEKNISDLMEL*S 

FALSFCVVILFVNVDATAFCWL 

VFLLTVRHLFCRSAGVFWGSTP 
novn viTQnnppTAwi a apcpi 

Ur VLLV 1 1 oUULKlnMAALorL 
C:nPI U/PPFT PI FWAPQIII VQP^I 

CISFMSLIA VIFSN WVLRSLS 


16560 


46928 


A 


16660 


1 


799 




16561 


46929 


A 


16661 


1 


969 


MHVIAPEDLPVGQDVEVEDNDI 

DDPGQAKKTMEEQWTLVSLLS 

TSQQQGPVPPGSTASSATDKLS 

RWELTLLYSTTLFLAREAFRRA 

CLSGGTQRDWSQTLNLLWLTV 

PLGVFWSLFLGWIWLQLLEVPD 

PNVVPHYATGVVLFGLSAVVE 

LLGEPFWVLAQAHMFVKLKVI 

AESLSVILKSVLTAFLVLWLPH 

WGLYIFSLAQLFYTTVLGLCYV 

IYFTKLLGSPESTKLQTLPVSRJT 

DLLPNITRNGAF1NWEEAKLAW 

urr\yr ri^KV^ivL I cvjutx t vuu 

HFI MVLNFGDOGVYD1MNNLG 

SLVARLIFQP1EESF1YS 


16562 


46930 


A 


16662 


1 


1665 





2130 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


16563 


46931 


A 


16663 


1 


1521 


MDVSSPPCVDGVSILPPLL1PRQ 

TGSGVDLQQNPTDLQLRVLTV 

KRKTN KQKG H PHQNS ICTSPSS 

KTKEYTFFSVQHHTYSKIDH1V 

GSKAVLSKRKT1EI1TNCLPDHS 

AIKLELRJKKLTQNHKTTWKQN 

NLLLNDYWVHNKMKAEIKMFF 

ETNKNKDTTYKNLWDTVKAV 

CRGKFIALNAHKRKQERSKIDT 

LTSQLKELEKQEQTHSKASRRQ 

EITKIRAELKEIETQKTVQRIHES 

RSWFFEKINKIDRPLAGLIKKKR 

EKSQKDAIKNDKLDITTDPTET 

QTTIRDYHKHLYAIKLENLEEM 

DKFLDTYTLPRLNQESLNRPITG 

SEIEAIINSLPTKKKYRTRRIHSR 

ILSEVQGGAVLEVLARAIRQEK 

EIKCIQLGKEEVKLSLFADDMIV 

YLENPTVSAQNLLKLISNFSKVS 

RYKINVQKSQAFLYTNNRQTES 

OfM^FI PFTIASKRIKYI GIOI TR 

DVKDI FKFNYKPI 1 NFIKFD/N 

KWlv^IPPPRIfiRTNIM 
rv w ixoirur rvi vj rvi in i ivi 


1 UJlH 




A 


J OvU*r 


7 


Z- J 1 _> 




1 UJUJ 




A 


1 UvHJ J 


1 
i 


71i 




1 vJUU 


46914 


A 


16666 

J UUUU 


1 
i 


917 




16S67 

1 VJ-JvJ 1 


4691 S 


R 


16667 


199 


619 




16568 


46936 


B 


16668 


64 


1815 




16569 


46937 


A 


16669 


1 


239 




16570 


46938 


A 


16670 


1 


242 


FREDGKTACGHEPSPVLLGLRL 
GLQPWG*GWGCSHGAGSAPDL 
VAG^AFKCGI WI PGSI HHHPA 
QCLP A LLCGHLCLS VQDQQN G 
LLGR 


16571 


46939 


A 


16671 


58 


505 


ASSRTRPSCTLARGRRWFPQPL 
SG RQRQRGG RRG SRVG/YGTA 
QNSTTLTSPAASASEATVSGHW 
PSTAPCCV\PAGAG\SATMWRSP 
A*AACGSAAWTSTWSRRSPGP 
GAAAfiYfifiVRTFrOPAfn TR/I 

\JrtrtAVJ I VJVJ V l\ 1 1 t\\J Lj I IWJLf 

ANRSTAGI CGWGLTLSCRETEl 


16S72 


46940 


A 


16672 


242 


29S2 




16573 


4694] 


B 


16673 


474 


2690 




16574 


46942 


A 


16674 


97 


451 




16575 


46943 


A 


16675 


667 


893 





91^1 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


16576 


46944 


A 


16676 


3 


639 


RJRVHPTPAAFTMPPKFDPNE1K 

VGYLRCTGGEVGATSALAPKIG 

PLGLSPKKVGDDIAKATGDWK 

G L R 1 T V KLTI HN RQ AQI E V APS A 

S A LI I KA LKEPPRDRKKLKILKL 

SGN1TFDENGNICSTDMR/HRSL 

SRELSGTTKEI LGTAQS VGCN V 

DGRHPHDIIDDFNSENDKOPRKS 

KMRTSFSPQIPGHEHFHYLLLL 

QHVHCQLALTL 


16577 


46945 ~ 


A* 


16677 


350 


984 


VYLEVAPGGESRLPLSALGPQR 

1GPPGSCLPKKSWVNDICQRQP 

G\DWKGP*GLQVKLTHSRTGQ 

APDCTRVP/VLPSCP*FIQSPSRE 

PPKRPEKKPEKTFKHQLGIFTFL 

NEICSTLLRQMR\HRSLSPEKLS\ 

GTPLK£IPGGLPQSSWAGNV*W 

AAIPHDIVIDDIOOWVLWKCPAV 

SDIFIVTVGVKGGPPSVFTEISW 

FVI FMVTGGVG 


J 03 / o 




A 
r\ 


1 OO / o 




064 




1 A^7Q 




A 
r\ 


i oo / y 


i 
j 






l Ojou 




A 
r\ 


1 OOOv 


?7S 


619 




165S1 


46949 


A 


16681 


376 


418 




16582 


46950 


A 


16682 


1135 


1591 




16583 


4695 J 


A 


16683 


3 


420 


AAKEIEVGGGRKAIUCSFQKIQV 

RLVRELEKK.FSG KH V VFI AQRR 

ILPKPTRKSRTKNKQKRPRSRTL 

TAVHDAILEDLVFPSEIVGKRJR 

VKI DGSRLIKVHLDKAOONNV 

EHKVETFSGVYKKLTGKDVNF 

EFPEFQL 


16584 


46952 


A 


16684 


1 


879 




16585 


46953 


A 


16685 


2 


691 


HEE*vAMFSSSAKIVKPNGEKP\ 

DEFESGHLPGLFLELE\MNSD\L 

KASAQGT*IITAS*RKLKVGGCS 

ESLFH*SFVPRSLKLKTFPQKNP 

KVRA*LRRJGKKKVPVGKAMS 

VLYPPSEGEFLPLSPTSEKARTK 

K*AKSRPPGARTLDKLVH\DAH 

PLRDFGPFPSGNFWAKRIPRSNL 

DGQPGS1 K VPF WTKAQQNQC W 

NTRVETFFLVSYK\KLTGQGC*F 

LEFPRVFNC 



2132 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


16586 


46954 


A 


16686 


1 


452 


TLLVIPRKMRSAVELQQTSTDL 

QLRDLTVRKKTNKRKATASTS 

QKG H LHQN PICRSPTSKTKE VG 

FRRSVITNFSELKEDVRTYHKE 

AKNLENRLDEWLTRJNSVEKTL 

N DLKELKTM A RDLHDACTS FN 

RRFDQVEERVTVTEDQIN*QTE 

SNSINFTKRSSTPKPHLARSPTSK 

TK.EVGFRRSVITNFSELKEDVR 

T Y HKE A KN LENRLDE WLTRINS 

VEKTLNDLKELKTMARDLHDA 

CTSFNRRFDQVEERVTVTEDQI 


16587 


46955 


A 


16687 


1 


618 




16588 


46956 


A 


16688 


280 


353 


SCNSIFARSVRACCS*VASSSFC 
C 


16589 


46957 


A 


16689 


1 


459 


IKYSSPMKSTFVDPVDPVAVAV 

1YCLAAGLVIIRIPFFQLVPLKEE 

KMVLLNMDYYEMASLSLVTH 

RNEAPFSGRVRSSLPATEQSWM 

ENDFDKLTEVGFRRSV1TNFSEL 

KEHVLTHH KEAKNLEKRLDKW 

QTRINSVEKTLNDLMELKTMA* 

EEKMVLLNMDYYEMASLSLVT 

HRNEAPFSGRVRSSLPATEQSW 

MENDFDKLTEVGFRRSVITNFS 

ELKEHVLTHHKEAKNLEKRLD 

KWQTRINSVEKTLNDLMELKT 


16590 


46958 


A 


16690 


2 


403 


LALSGEMTLVLFMLLAGGWVT 

HDKPEPMPRAATSGGTRKGKT 

KAALKDLIATWKEVCVSSPATE 

QSWMENDFDELTEVGFRRSVIT 

NFFKLKEYVLTHHKEAICNLEK 

MLDEWLTRINSVEKTLNDLME 

LKNMA*ELTEVGFRRSVITNFF 

KLKEYVLTHHKEAKNLEKMLD 

EWLTRINSVEKTLNDLMELKN 


16591 


46959 


A 


16691 


1 


676 




16592 


46960 


A 


16692 


1 


1965 




16593 


46961 


c 


16693 


1 


3075 




16594 


46962 


A 


16694 


78 


152 


CAAGFGLPVFY*GFLHRCSLGIL 
V 


16595 


46963 


B 


16695 


1 


904 





WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location or last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


16596 


46964 


A 

cm 


16696 


1 


2026 

t 


EQEASYGRDAFAKAIYERLFC 

WIVTRIND1IEVKNYDTTIHGKN 

TVFGVLD1YGFEIFDNNSFEQFCI 

NYCNEKLQQLFIQLVLKQEQEE 

YQREGIPWKHIDYFNNQIIVDL 

VEQQHKGIIA1LDDACMNVGK 

VTDEMFLEALNSKLGKHAHFSS 

RKLCASDKILEFDRDFRIRHYA 

GDVVYSVIGF1DKNKDTLFQDF 

KRLMYNSSNPVLKNMWPEGKL 

SITEVTKRPLTAATLFKNSMI^L 

VDNLASKEPYYVRCIKPNDKKS 

PQIFDDERCRHQVEYLGLLENV 

RVRRAGFAFRQTYEKFLHRYK 

MJSEFTWPNHDLPSDKEAVKKL 

IERCG FQDDV A YGKTKI F I RTPR 

TLFTLEELRAQMLIRIVLFLQKV 

WRGTLARMRYKRTKAALTIIR 

YYRRYKVKSYIHEVARRFHGV 

KTMRDYGKHVKWPSPPKVLRR 

FEEALQTIFNRWRASQLIKSIPA 

SDLPQVRAKVAAVEMLKGQRA 

DLGLQRAWEGNYLASKPDTPQ 

TSGTFVPVANELKJtKDKYMNV 

LFSCHVRKVNRFSKVEDRA1FV 

TDRHLYKMDPTKQYKVMKTIP 

LLQLTCLNWSNGKDQLVVFHT 

KDNKDL1VCLFSKQPTHESRIGE 

L VOW L. V INrlr IV3ClVKrtl-.v^ V UN V 

TMPVATQl T4^\ If k' PTVQ VFTP 1 
1 INr Vl^l^oLrlUVIVrvV^ J VoVtl rvL 

NQPQPDFTKNRSGFILSVPGN 


16597 


46965 


A 


16697 


1 


1665 








A 
A 


1 

looyo 


1 77"7 
1 IL / 


1 GAG 

iyuo 


r Lr r i IC KJbL i rl^lAAjv^r w INK 
r^Kivi i ppKvfvii i lu/r.nFpruvn 

t^IN VL»L.rvtvlvl 1 1LL1 WuUcrLKiv 

i ni i r.APi WQVPnvur' 

LULLUACLINjVrU I rt\^ 


jojyy 


HOyO / 


A 


jooyy 


1 
1 


J OH 




JOOUU 


/I AO A ft 


A 


J 0 /uu 


1 
1 


OjO 




luOUl 


*t.oyoy 


A 
A 


1 A7ft1 


1 7/lzl 


LZ.OJ 




lOOUZ 


*fOV /u 


A 
A 


1 A7A7 


104 

i yn 


jOo 






46971 


c 






£.\JJ 




16604 


46972 


B 


16704 


1 


1257 




16605 


46973 


A 


16705 


1 


1077 





2134 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Mel 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


16606 


46974 


A 


16706 


1213 


1228 


AQN*QTQRTSTPKPHLASSPSTK 

TKENDFDELREEGFRRSVITNFS 

K L KED VRTH RKEAKNLEKRLD 

EWLTR1NSVEKTLNDLMELKT 

MAQELRDTYTSFSSRFDQVEER 

VSVIEDQMNDMKREEKFREL/K 

RVQRNEQSLQE1WDYVKRTNL 

RL1GVPEKIQTT1REYYKHLYAN 

KLENLEEMDKFLDTYTCPRLN 

QEE V ES LN RP VTG S E I E A I f N SLP 

TKKVQDQADSQPNSTRVFKTV 

C 1 SSLGHTTASA DTQD VCQLP V 

TSLLEQGLSSKSAGFLDYAVQR 

LWLLGTEPL 


16607 


46975 


A 


16707 




263 




16608 


46976 


A 


16708 


204 


1756 




16609 


46977 


A 


16709 


760 


821 


TMRTH G H RKGN I * QR/R* * PEST 

KNSNKFTRKNQTTPSKREWMK 

LETIILSKLSQGQKSKHRMFSLI 

SGN*TMRTHGHRKGNITHWGL 

LWG 


16610 


46978 


A 


16710 


1 


879 




16611 


46979 


A 


16711 


311 


514 


KNAHHQWPSKKCKSKLQ*DTIS 
HQLEWQSLKSQETTGTRMKME 
TITLSKLSQGQKSKHCMFSLIGG 
N 


16612 


46980 


A 


16712 


24 


1268 


AGLCAARARMRLFRWLLKQPV 

PKQ1ERYSRFSPSPLSIKQFLDFG 

RDN AC EKTS YM FL RKELP VRL 

ANTMREVNLLPDNLLNRPSVG 

LVQSWDMQSFLELL*YENKSPE 

DPQVLDNFLQVLIKVRDRHND 

VVPTMAQGVIEYKJEKFGFDPFI 

STNIQYFLDRFYTNRISFRMLIN 

QHTLLFGGDTNPVHPKHIGSIDP 

TCN V A D V VKD A Y ETAKMLC E 

QY YL V A PELE VEEFN AKAPDKP 

IQVVYVPSHLFHMLFELFKNSM 

RATVELYEDRKEGYPAVKTLV 

TLGKEDLSIK1SDLGGGVPLRKJ 

DRLFNYMYSTAPRPSLEPTRAA 

PLAGFGYGLPISRLYARYFQGD 

LKLYSMEGVGTDAV1YLKALSS 

ESFERLPVFNKSAWRHYKTTPE 

ADDWSNPSSEPRDASKYKAKQ 


16613 


46981 


A 


16713 


175 


465 




16614 


46982 


A 


16714 


240 


381 


FFLSFPPLCQSS*NQNLLPW/ICA 

KVCSFTPEVSKTTNPLEGRNSG 

HI 


16615 


46983 


A 


16715 


268 


1524 




16616 


46984 


A 


16716 


1 


378 





9135 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


16617 


46985 


A 


16717 


708 


987 


IQLPGHRSQGQAAGASHTDARQ 
QDPGNSHSDFVRHSHSLPCLER 

IxrV I IV/A r nun l noUnUyoLrnn 
QWRQP^P 


16618 


46986 


A 


16718 


1 


2052 




16619 


46987 


B 


16719 


1 


606 




16620 


46988 


A 


16720 


1 


541 

i 


QHQRKQKRQLRAQQNLSWEEI 

AKEYQNEEDSLGGSRVVVCDI 

NKEMLKVGKQKALAQGYRAG 

LAWVLGDAEELPFDDDKFD1YT 

IAFGIRNVTHIDQALQEAHRVL 

KPGGRFLCLEFSQVNNPLISRLY 

DLYSF\RVIPVLGEVIAGDWKSY 

QYLVE\SIRRFPSQE\KFKD\MIE 

D AGF\HK VT Y ESLTSGU V A I HSG 

FKL'FLCLEFSQVNNPLISRLYD 
i v^FnriHPrpr.Rp.HRWRi pvi q 
vppRPVQPnPRi r v PPkrnunR r 

V rl^lvJCr V OCUr rvLIVlVCr iV^riLJiViv 


16621 


46989 


A 


16721 


526 


933 




16622 


46990 


A 


16722 


191 


468 




16623 


46991 


A 


16723 


2 


677 


GKVHVLERRGFHRTEMHLQKI 

LLLPVLSSSSSSDP/STLSVSALV 

RMFSSADE*SVSEASSSEPSSSFS 

RRSSCSFGSEPSFASFSFSSFPDL 

ASLSSVFLLFRAFS\SSHVM* WL 

PSSS*VGS/STSARAQLPSYVPSF 

SVKTKSGLKSALRFFPKAFCRL 

P^TMfiP<l^QQc;PFC!nQA i Up 141 v 
II HVWl nil^PRVRk*PPPRRC:HP 

p|/p AHPAVRPI TFRQI 1 WI R 
rvrvtv/W^i *\ V tvj L* 1 r IvoLL. V V L,tV 


I OU^4 




A 


i fkUd 

1 D /ZH 


1 1 


1 o / 




16625 


46993 


A 


16725 


215 


947 




16626 


46994 


A 


16726 


1 


378 




16627 


46995 


A 


16727 


2 


7567 


GGGGARRQRRGDAGGGAETAP 
SEULSPAAEERSGRSETLRRGT 
A AG RM ATV V VE ATE\PEPSG SI 
AN PA ASTSPSLSH RFLDSK F Y LL 
VWVGEIVTEEHLRRAIGSIELGI 
RSWDTNLIECN LVDQELKLF VSR 
HSARFSPEVPG\QKIL\HHRSERF 
*ETV\VLIQ\PFLMEGSSGTEVRL 

GELILQSGSFSFQNIFIE1FTDQEI 
GELLSTTHPANKASLTLFCPEE 


16628 


46996 


A 


16728 


101 


365 


VITGQPNPTNPNLQATPDIQGTL 
ARLGPA/LHPRGIIPFIGHOSA/R 
PHAPAPANPNKRTLFRPPPLSPP 
SPEPPGSGQGAGLGARPALP 



2136 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


16629 


46997 

— 


A 


16729 


1170 


2847 


VASC*ENACICQNQRQKPCDYL 

NRCRKGLWQNSTTLHAKNSO* 

TVLYKTIKFQLEKTTLKF1WNQ 

KRAH1AKSILSQKNKAVG1TLPD 

FKLYYKATVTKTAWYWYQNR 

DIDQWNRTEPSEIMPHIYNHLIF 

DKPDKNKKWGKDSLFNKWCW 

QNWLAICRKLKLDPFLTPYTK1 

NSRWIKDLHVRPKTIKTLEENL 

GNTIODIGTGKDFMSKTPKAM 

ATKDKIDKWDLIKLKSFCTAKE 

TTIRVN ROPTK WEK 1 FTT 


16630 


46998 


A 


16730 


79 


536 




16631 


46999 


A 


16731 


232 


771 




16632 


47000 


A 


16732 


3 


339 




16633 


47001 


A 


16733 


279 


416 




16634 


47002 


A 


16734 


1 


1760 




16635 


47003 


A 


16735 


309 


1718 




16636 


47004 


A 


16736 


10 


417 


IAIMNDTVAIRTRKFMTNRLLE 

RKQM V I D VLHPG KAT VPKTE I L 

EKL AQM YKTTPD V I F VFG FRTH 

CGGGKTTGFGMIYDSLDYAEK 

NEPKHRLARHGLYEKKJCTS^fC 

QRQERTNRMKKVRGTAKANV 

VAG*KPNE 


16637 


47005 


A 


16737 


96 


609 


EKFMT\NRLTSGETKWVI*CPFT 
PGRRTVP*AQKIR\EKLAQNVQ 
RPH PD V I F VFG FRTH FGGG KTT 
GFGM1 YDSIADYAKEKMN PKH 
RLAXRHGPGMEEGKRPSKKGN 
GKER\KNON*RKVOGGLAKGP 
LLGAGOKEEMKCLGSELEIGSO 
PKELKVLPMMLAVATVDFSQE 


16638 


47006 


B 


16738 


1 


1041 




16639 


47007 


A 


16739 


3 


447 


VSVPFIFIWLTCKSFLKFDLK.SN 
TNVLQSL/GKFQSEVSKRQKLA 
TVFSSFTSTGLCQGSVAFISRCP 
PLASGSDSVWRGGSVFFSFRP* 
RLMISLLGSCVSHOFPEKLEF* * 

1 X immt I'll k./ h^t M—4 <J ▼ <J A X \^ ft ft ft^ luul^l 

KKMPYKIPTAHHOOODDOORG 

1V1XITII X ft^.1 ft A #V A ft ft A—' \^ l\VJ 

HEHKOSOPDAVPHLG 

ft ftft^ft A. I ». A A-*' X »> V A ■ Aft^X^J 


16640 


47008 


A 


16740 


| 


2385 




16641 


47009 


A 


16741 


I 


639 




16642 


47010 


A 


16742 


1 


993 




16643 


47011 


A 


16743 


127 


426 


CTDKlTLVFGV*MLTPKPDKyCD 

DSAV*ELLWLTNQLSACVVHP 

GLYHLHVRSIW1PYRCLFSTMC 

GVCQTCTVAMQLDCLADSFNA 

VFKLTEAAGHMAR 



913.7 



WO 01/075067 PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


16644 


47012 


A 


16744 


3 


374 


SLRLQFYYK1SFQTQDQATMKLS 
DSDASHLHPLAPCSEPTRTNVH 
TKLPRERPQSQIASPYPLPPCPE 
RI KKOTNKKKNW*FP^PHH PP 

i\L/ 1\ r\.\^ ■ i n rvrvrv j ^ w Li or n iL/i r 

RNAAAHTGOSRASKSI PAPPPT 
VSPRPRPGAPGT 


16645 


47013 


A 


16745 


16 


253 




16646 


47014 


A 


16746 


163 


588 


tfhavlhienagyfns1pffril 
nhnplttvedpylfklpalkyl 
*vl*yshesrddlysf*ifhqrl 
silhlg*nvii\kf*lsy*kkvige 

FKN*FDV*WSROPACiERFf)r*R 

TH I DLE/PCRHMEE Y YLTKKAK 
GKRCSLF 


16647 


47015 


A 


16747 


2 


363 


GTSQTLLRSLASACIFQPKVRLL 
SREEIPLNLNY*SVSPNSNPNHL 
YSRHT1LTAMLTLQLGTCVLLP1 
GI 1 VPYPNCPSPTGI OVTPFT PS 
PrGSGWPASFTYSSTslRFTTMI I 
FCVF1L 


16648 


47016 


A 


16748 


1028 


1621 




16649 


47017 


A 


16750 


1 


112 


LGNTWG*QPCKRLKIWLSLEFT 
KINVIRHMWKKFKRL 


16650 


47018 


A 


16751 


91 


597 


LKMRRRSRPS1RQSIGSTSVSRW 
LTSLFTYLDHTADVQ*V*REFIP 
LKPRQ*ED*MFQSWLHAWGDT 
LEEAFEQCAMAMFGYMTDTGT 
VEPLQTVE VETQG DDLQSLLFH 
FT DFWI YKFSADFFFTPXGWGFF 
FSLSKHPQGTEVKAITYSAMQV 
YNEENPEVFV1IDI 


16651 


47019 


A 


16752 


226 


668 


1 YFFRLHA WGDTLEE A FEQCA 

MAVMFGYMTDTGTVEPLQTSRS 

\KTQGDDLQSLLFHFLDEWLYK 

FSADEFFIPREVKVLSIDQRNFK 

I RFN\GWGFFFS1 SKHPOGTFV 

KA1TYSAMOVYNEENPGSFCD 

HWTFKTTQKIKRLPTGKK 


16652 


47020 


A 


16753 


3 


942 




16653 


47021 


A 


16754 


3 


419 


SLYHNSSQKRHWTFSSEEQLAR 
LRADANRKFRCKAVANGKVLP 
NDPVFLEPHEEMTLCKYYEKRL 
LEFCSVFKPAMPRSVVNLTCAFL 
APKVnFFNV^NPOFVGNI RESP 
1 GOFKAI FOH FYFI 1 1 IOOLNF 
nL<j v mm 


I UUJt 


47022 


a 




112 


S17 




1 UUJJ 


47023 


3 


16756 


209 


1 JO 1 




16656 


47024 


A 


16757 


1 


927 




16657 


47025 


A 


16758 


1 


3987 




16658 


47026 


A 


16759 


2 


175 





2138 



WO 01/075067 



PCT/USO 1/08631 



SEQID 


SKQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unkno\vn, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /= possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, V=possiblc nucleotide insertion) 
















16659 


47027 


A 


16760 


2395 


2700 




16660 


47028 


A 


16761 


2 


1 118 




16661 


47029 


A 


16762 


26 


1205 




16662 


47030 


A 


16763 


1 


1594 




16663 


47031 


A 


16764 


1 


595 




16664 


47032 


A 


16765 


1 


1029 




16665 


47033 


A 


16766 


1 172 


1364 




16666 


47034 


A 


16767 


253 


389 




16667 


47035 


A 


16768 


489 


855 




16668 


47036 


A 


16769 


2 


401 




16669 


47037 * 


A 


16770 * 


415 


694 


EAKJLHLNLCDMSWLCCPTKGK 














RKQALEVLNILGPFLAPFW1AK 














SYFFTSPKTQVSSL*FLRYKRIK 














LQCRPKTCTNPSRTRSCALPGR 














FIPPF 




47038 


A 


16771 


1 


765 




1 vv / I 


47039 


3 


16772 




1095 




1667? 

1 \J\J 1 


47040 


A 


16773 




31 1 


KAlsl^DVPFGFGVNl FHI MFAC 














NS/GTNLLNSKJILHNDCICLASH 














TDVS11ARKCCLVVSCLLLLRGL 














SILRSKESHC 


16673 


47041 


A 


16774 


2 


683 




16674 


47042 


A 


16775 


1 


2703 




16675 


47043 


A 


16776 


1 


555 


DHNSSPAREQ/SSMENKFHELT 














EVGFRKJTSLEKMINDLMELKN 














TARELREAYTSIKSRIDQAKESI 














SEIEDQLNEIKCEDKVREKRMK 














SNKQNFQEIWDYVKRPNLRLT 














GVPESDRENGTKLENTLQEI1QE 














NFPNLARQANIQIQEIQRTAQR 














QSSSRATPIHIIVRFAKFEIKEKM 














LRAAREK 


16676 


47044 


A 


16777 


j 


839 




16677 


47045 


A 


16778 


j 


504 




16678 


47046 


A 


16779 


j 


2367 




16679 


47047 


A 


16780 




1566 




16680 


47048 


A 


16781 


146 


464 


VTGWTNYEGNGRWRERSRQLC 














GCCSRKSSSSWGISLMICGSGAP 














L RPG RMM WSG FRKCSDTQVM 














YS*R*LLETMTLAS1MR*THTIC* 














NALRKCSALKDCFLGKALTL 


16681 


47049 


A 


16782 


1 


1782 




16682 


47050 


B 


16783 


221 


1075 




16683 


47051 


A 


16784 


1 


627 




16684 


47052 


A 


16785 


1 


1539 





WO 01/075067 



PCT/US01/08631 



SEO ■» 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEO ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, ^possible nucleotide insertion) 


16685 


47053 


A 


16786 


1 


1318 


LSPVLSLSPDSMSFTTRSTFSTN 

YRSLGSVQAPSYGARPVSSAAS 

VYAGAGGLATGIAGGLAGMG 

GIQNEKETMQSLNDRLASYLDR 

VRSLETENRRLESKIRJEHLEKK 

GPQVRDWSHYFK11EDLRAQIF 

AN TV DN A RI VLQ 1 DN A\RL A A D 

DF\R VKYETELA M RQSWENDIH 

GLRKVMDDTN1TRLQLETE1EAL 

KEEL\LFMKKNHEE\EVRGLQA 
QIASSVG LTVEV\t)APKRQDlRQ 
DSWADIR\AQY\DELARKEPRG 
A * TK Y WF S A DL RESTT V\ VTTQ 
F\AEV\GAA*DDASQSWRTYSPS 
SLGDPTWGFPWRKS*RAS\LEN 
SLREG* RPA Y ALT/QM EQASTGI 
LACTFESELGTDPGAEGQRQAQ 
E YXEALLN I KVKLE AEIXATYRRL 
\LEDGEDFN LGDALDSSN SMQT 
IQKTTTRR1VDGKVVSETNDTK 


16686 


47054 


A 


16787 


I 


253 


RVRTLK.TSTSTCLYWFENKDS/ 

DHPERbSP*YMSPSHRYGSLVK 
ASITKPAFLKTSGRLFTCSSQFC 
PLISKISDGFSHLPPFST 


16687 


47055 


A 


16788 


1 


276 


AAAAGPPGPLVMFTYRERVSG 
LRSVHILRASHTDARLRQEEPT 
ERLQr HbSGLLIKrSKEi EPIGV 
YIKED* EEWAYKMM VFAKSHD 
LPFAN 


loooo 


4 /Ujd 


A 

A 


lo/oy 


i 
1 




LLH 1 b 1 KNtLWQ*UrCRL)PLi Vr 
YTQYLF*EKTTRK*NQRQAGSL 
A LG PKPG L RLPG LN P V VENQFI 


16689 


47057 


A 


16790 


8 


361 


RGLDGQGGRDGSSSGGGGGGR 
RRRCLLLLAPAPAVIRASGRGP 
R*DCWRAGCA*AWRPC/RLAR 
KJvlW 1 LKorL IKoLY VNJVI lour 

GGPAAAAGGRJCENHQVARKR 
LNVCVFTRSVSETA 


16690 


47058 


A 


16791 


674 


1076 


VQLFRSAGSRDHHRFLGRGRN 
KQTKTLYPTPIPCSLKYQRKQN 
GSLLWTSRMPSSVFPCTLTPSFS 
LrLKJM^l 1 nrNLKUrbCrKULU 

IAI IC1 \/DU\in V I# A TCf^\/i*^ A 1 

WoroMWIVllYrWLrVyK.rnAoK 


looV 1 


4 /toy 


t> 


1 HHOTi 

lo fyZ 


Zyo 


1 A 

1470 






4/UOU 


A 
A 


1 <*701 


1 


11 A 

334 






4/Uol 


A 

A 


1 £'TQ>I 

)o/y4 


1 1 O 
/ 15 


2541 




16694 


4/UOZ 


A 

A 


lo/y_> 


Z 


406 




looyj 


*♦ /UOj 


A 
t\ 


IO /yO 


1A 

m 


404 




16696 


47064 


A 


16797 


159 


610 




16697 


47065 


A 


16798 


1 


273 





2140 



WO 01/075067 



PCT/US01/08631 



SEQID 


SEO 10 NO: 


Met 


SEQ »> NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for Inst amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \~possible nucleotide insertion) 










sequence 






i 66QX 
1 O07O 


47066 


A 


16799 


1 


S47 

JHJ 




166QQ 

I 0077 


47067 
H / I/O / 


R 


16X00 


l 
i 


X77 




i 670o 


4706X 


A 
r\ 


16801 


i 
i 


SSX 

J JO 




1 6701 
1 0 /U 1 


4706Q 


A 
r\ 


1680? 


77 


1 76 

1 JO 




1 6707 


47070 


A 


1 6X07 


XO 

07 


767 




IO/Vj 


4 /U / 1 


A 

A 


1 0oU4 


^7Q 


yy** 




1 6704 


AlCilO 
** l\3 1 L 


A 

/A 


16X0^ 


170 
I ty 


767 


PKIIOPRR ATTRFT^IHGWRIPP^ 














1 PPFP F ATINR R RC V K V VTC H 




























OKISDCY 


1 670^ 
1 O / Uj 


47077 


A 


16X06 


X7X 
o / o 


1X11 

loll 




16706 


47074 


A 


16X07 


1 
i 


X47 




1 6707 


4707^ 

H /U / J 


p 

Vv 


16X0X 


to 


77 1 

Z J 1 




i 670X 




A 

M. 


1 6X09 


1 


16S0 




1 670G 


47077 


A 


1 6X10 

1 DO 1 U 


7 


404 




i 67 1 o 


4707X 
4 /U to 


A 

A 


16X1 1 
I Do I I 


770 
z iy 


47X 




1 67 1 1 
1 O / 1 1 


47O70 


A 
A 


1 Oo I Z 




S07 






4 /UoU 


A 

A 


1 6ft 1 1 
lOo I J 


i 
l 


1 I7X 
1 JZo 




16713 


47U81 


D 


168 14 


1 


<67 




1 A1 1 A 
lO / 14 


4 /U5Z 


A 

A 


1 6 ft 1 ^ 




1706 
IzUO 


r.^pr.nr. a n pnri a a a ta a amp 




























r>i F^niripri^'Mr'KMiMnTAnisj 














nPVfFVPPHPHR H A A A A f A AM 
L/i I V Lrncn rvJl nnnaL/\n IVl 














NUlvKIIVlOl^tV IvVIN WA 1 1 rooV^ 














L'LTlTQXILI CTl-r\/l7\/nr>I CDOITTP 














DIK" A A R A PFHR 19HA R VVKDMA 














TPiK^K nYnFV^FFNK WDAFN A 














XOOMGnnWl nfiROIRTNWATR 














K'PPAPK'^TYF^sNTICni ^YDFVV 














>jriQQPC'Kir , T wprin\/T<jr; i tpo 

IN V^oor oIN\-. IVl LUU V 1 OvJ L 1 OV^ 














LiVItvV^ 1 roi rAj\V^lIVl\CIi\ V r r L/fvVj 














YX^FV R FM^/H M F^fi R HM A I V 
i \or v rvi i> yji 1 1 1 vi ovj rvi i i ▼ i r \ i v j v 














NfSTTIFriHVVICrYWrilCFTL \D 














m pmp v\ooono i n y po p yoo wr; 














OVWYnNAOOlGOYMPNGWOV 














PVAYGMYGOAWE/SSOGFMSDT 














VFLAPWDGDPNFGSCNRLOGO 














NG\SLLPN\RPSGYRVAGYETO 


16 / 1 J 


4 /Uoj 


A 

A 


1 6fi 1 6 
1 Oo 10 


1 AOS. 


1 ^64 
1 j04 






4 /Uo4 




tool / 


l < 1 


7TG 

Jjy 




16717 


4 /Uo> 


A 

A 


loo 1 0 


of 


J / 3 


Fr'nPHI-IFII MFI^CIPHI WPVGIFCl 
r v^LA^rliir ILlVIr IVOrrll W r Vulro 














^Wl I TFFWACLHHSLSIALLSC 














TKRYSGLILYFLCSSFEITVSSKS 














SVSF*RRMVFRNQVLGSRCACC 














C*GVAAPRPFP 



WO 01/075067 



PCT/US01/086J1 



SKQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


16718 


47086 


A 


16819 


1 


799 


MGPHWLWLHLALVLLPPSALL 

LPSCEKGVLRVRFYHEKWIYV 

H KESTK ERHG YCTLG E A FN RL 

DFSSA IQD1 RRFN YV VKPLLPR Y 

KFQRLNAITKDRQRSSSGVQLP 

HAGQPQGADPTQDERRQVAGD 

TPG D PRAL AGGG V V DRTYPG S 

YEASGRPGLQLALA1EDLLRDS 

A1GCTFCDRCRPVGAQRLLAHS 

LALAAPGAEKREyVKLLLyAY 

VDRRPPiWlsJI TTfYNIiT , 0\PA*AnVI 
V iyI\J\j OJvINJL I l V^lNv^v^xr/A/AvJ i I 

PRVLIGSA 


16719 


47087 


B 


16820 


28 


438 




16720 


47088 


A 


16821 


366 


793 


AWVEQSKVLIKEGGIQLLLTIV 
DTPGFGDAVDNSNCWQPGINY1 
DSKJEDYLNAESQVNRCQMPG 
N RVHCCL YFI APSGHGPLHN * R 

1 DDCrDTn*VM c\/TTU/un 1 1 P 
LrroOKivj YlvlrV 1 1 WrU^LL-LrK 

i i/pi rUPPHTk'I-I! WPV VTsJTIPI IAI^ 

ADTLMPEEC 


16721 


47089 


C 


16822 


228 


374 




16722 


47090 


A 


16823 


291 


604 


AWELEK.SHLRRGLDPSHNINIR 
VEPKF*SKYGGVQLLLTIVDTP 

Kr O U A V UiN o IN C W K^r V 1 IN 1 1 \J 1 Is. 
pprwi xi a pcp vwi?rnMPr.>jp v 

r fcJJ I LIN Ac.oK.VlNKl^VtflV" VJlNiv V 

Q* *LYFI A PSGHGPLHN 


16723 


47091 


A 


16824 


148 


498 




16724 


47092 


A 


16825 


1 


595 


DRPRITGGGKSGTEYPENLPTL 

KATIENKNS VLNTATKM KDVQ 

TSTPAEQDLEMAVSEGEQKRLE 

EYENNQPQVKN\QIHSRDDLDD 

IIQSSQTVSEDGD\SLCCNCKNV1 

LLIDQHEMKCKDCVHLLKIKNT 

r L, W lv K L. 1 IvL 1SJJ IN rl U C L tv V N 1 

PI^I k^XJVAQVI Okf P TQPK' PPIV^ 
KlxLNIN lw\ o V ,LV^*SJ\J o EN C C 1 I\.o 

Cii It' UP 1 1 PI PWPT r*QT BFAIOfYF 


16 llo 




A 

A 


looVo 


1 


o/o 




16726 


47094 


A 

A 


1 

loKz / 


1 


j4U 




1 6797 




A 




29S 

£.7 J 


460 




16728 


47096 


A 


16829 


2 


1355 




16729 


47097 


A 


16830 


650 


1184 





WO 01/075(167 PCT/USO 1/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, ' 
*=Stop codon, /=possible nucleotide 
deletion, Impossible nucleotide insertion) 


16730 


47098 


A 


16831 


725 


2368 


AVDHKEIKHPQKHKKLPAFQLR 

PFPLREET1PCNGVSFPRCEPPCL 

AEVYMCLNEMLKDEKKGCMN 

KSGAGENPQERTAQKRKFPSPP 

H SSNG HSPQDTSTS PI KXKKK P 

GLLNSNNKEQVKQPLECIETQS 

KAMTMLTIEQLSYLLKFAIQKM 

KQPGVRRKLKPVPLEQHPDYA 

EYI FHPMDLCTLEKVGLRQMY 

GCTEAFLADAKW1LHNCIIYNG 

GEWLRTQ1AKVV1KICEHEVCV 

SQVCPECYLAACQKRDNWFCE 

PC VS W1 YD\S ACQP V * WKLVIQ 

MFLPM/WKADIL/RGEEG*YTSE 

LIGWL*SLSCDCSAGTS1SHPSD 

SD*RWLTEHEGRRVSWP\VNNC 

YLMSKEIPFSVKKTKSIFNSAM 

QEMEVYVENIRRKFGVFNYSPF 

RTP YTPN SQYQM LL DPTNPS AG 

T AK1 DKQEK VK LNF DMTA SPK I 

LMSKPVLSGGTGRR1SLSDMPR 

SPM STN S S VHTGS D VEQDA EK 

KATSSH FS ASEESM DFLDKSTG 

QLRAGERGGGPLDTGVSHGCT 

LGGPKQVSIKQQASVLQDTMN 


16751 


47099 


A 


16832 


2 


164 


PSTLRAEAWPP*NGSPVPLASS 
QASSSRSGPTSCIPRYPVASPSE 
RLPLPTAAA 


16752 


47100 


A 


16833 


51 


498 




16733 


47101 


A 


16834 


1 


531 




16714 




c 


16835 


257 


358 






47103 


A 


16836 


63 


193 


SGRLAPHTSRRTSANCSDDAKS 
SDSCSPSRKT* WSG RNTNRI H 


16736 


47104 


A 


16837 


1 


834 




16737 


47105 


A 


16838 


258 


545 


CQNPQILASPSTKDLMGLGRNT 

NKDTLKACLARVVKRRSECSQ 

KPAS*MCTERNPTSMREVHDLE 

RKYAVLYQPLFD*AVLKLLMQ 

FMNLRKEGM 


16758 

1 \J 1 JO 


47106 


A 


16839 


66 


476 




16759 


47107 


A 


16840 


1 


1362 


■ 


16740 


47108 


A 


16841 


1 


747 




16741 


47109 


A 


16842 


522 


687 




16742 


47110 


A 


16843 


112 


861 




16743 


47111 


A 


16844 


87 


472 


T VTFSQCRFG K M LPLE KA F ASP 
QELPSPAGSAHAGVSSRSSSRK 
NPRPSLRGPLLTLEFSRLRFREF 
VYP\EAAGPHHTLARLDELCRQ 
WLMPEARSKEQMLELLVLEQF 
L/SILPDKVRPWVVAQYPES 


16744 


47112 


A 


16845 


1 


393 





2143 



WO 01/075067 



PCT/US01/08631 



SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,217 


cotton for peptide 


of peptide sequence 


deletion, \= possible nucleotide insertion) 










sequence 






1674S 


471 n 

" / 1 1 j 


A 

IX 


16X46 


69 1 


1000 

1 v77 






471 14 


A 


16X47 


1 
1 


4S1 

4JJ 




16747 


471 1 ^ 


A 
A 


1 Oo4o 


7HO 


1 1 7^ 
1 1 fj 




16748 


471 16 


A 


16X40 


1 


S46 




16740 


47 1 1 7 
4/11/ 


A 
/A 


1 0o3U 


t 87 


A1 1 


LAjcoov Uor\rrr 1 UvjL.urA 1 u 














0*PI fiO^FORKFI A AIFAV^OV 














<s1 VVPPfiMfSFTFATfilW^RPPA 














IN \J IN O 1 1 V L/ w nils. 


167S0 

1U / ~t\J 


471 1 8 


A 


16XS1 

1 UOJ I 




16S4 




167S 1 


471 10 

4/117 


A 


I6XS9 


1 66 

1 DO 


46S 

4UJ , 


1 1 


167S? ' 
10/ 


471 ?n 


A 
A 


168^1 ■ 
1 Oo-J J 


1 
I 


JJO 




167n1 


4717 1 
4 / IZ 1 


A 
A 


1 Do JH 


C 1 

3 1 




pxTMl 111 THHFVI IfOFI IPPtfPT 














KYYI VITPY^I <\INV1 ^NFFYY^ 
rvi I LViir 1 0 1^01 in v bOJNrr 1 1 0 














PF<1I TsJnTr\]PYHHFFAnTPWR*F 














I AlFFfil FMIAHOMONMPFFT 1 














wvovpfti vmnni prim 


167S4 


47197 


A 
A 


1 OOJJ 


<> 


JJU 




167SS 

iO/JJ 


47171 


A 
A 


16X^6 
lOOJO 


1 
1 


467 




167S6 

IO / JO 


47174 


D 
D 


105.) / 


1 

1 


7fi 1 1 
Zo I 1 




10 /.> / 


471 7^ 
H / I Zj 


A 


lOojo 


-> 


J IH 


A Cr.TA PFin A PPTD PPPI^P PP V 














1 1 PI IT\C AFA \C A\C Al K'AVK'AVl 














1^ rl VH <iH k' 1^ 1 P TCPTFP P PkTT 
l\U V norlN.rvNls.ll\,l or 1 rlsjvr 1 














1 Rl RROPkrYPRkr^APRRNkTI HH 














YAJIKrrL.1 I CoAiYlrvKlClJININ 1 L 














V r J V U V rwn IN [VJi 1 iN-v^/A V fvJVL I 














HinVAK'VMTl IRPDHFk'K' A VVR 














I APHYHAI nvANK^inn 

LajIJ I L/rtLU V A1N rvlVJ 11 


167SX 


47196 


A 


16XS0 

J UOJ7 


71 


106 

J7V 


FFOF^PK" I^MP^VWW>JP\ A FVI I 
r ryr or rvrviN v^o v w w inv_/ vac* v ll 














YJ^TriFTMnFFI I lfWOl 1 HPHI 














KRI PW1 NR^OTVVFFVI AFI H 














XII VQAOTVFI RPPI QK4IAQT4FV 
IN L. V jny I V r LIvrL/Lom 1 Aorlr V 














ppr v 1 1 1^ f n nv nv ^ n<5 nn f nn 


16759 


47127 


A 


16X60 


119 


1S7 
jj / 


YV9KFAC1R1 ^SSS^F^FT^T^P^ 














I MITRPinTlv'Wn^lMHAFTR^FF 

l_/lVli 1 IWJvJ 1 l\¥VUOM HAD 1 JVOCCi 














Xjc;i P*YK ITJ^K^OII FHYPPHFY 














o i rvyAioi 


16760 


47128 


A 


16X61 

1 you 1 


1X0 


S07 

J7/ 




16761 


47190 


A 


16X69 


170 

) / 7 


9X0 


ORniK^PVOll OWF<mTRPFTN 














Cr i ivirviN v ivino 


16765 


471 10 


A 

A 


16X61 


9 


17S 




16763 


47131 


A 


16864 


178 


374 




16764 


47132 


A 


16865 


386 


2120 




16765 


47133 


A 


16866 


887 


1104 





2144 
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SKO ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ li) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, ' 
*=Stop codon, /-possible nucleotide 
deletion, \=pussible nucleotide insertion) 


16766 


47134 


A 


16867 


1 


708 


MEVAALEHLDHRLREKVKQQN 

ALRHQVVLRQRRLEELQLQHS 

LRLLEMAEAQNRHTEVAKTMR 

NLENRLEKAQMKAQEAEHITS 

VYLQLKAYLMDESLNLENRLD 

SMEAEVVRTKHELEALHVVNQ 

EALNARDIAKNQLQYLEETLVR 

ERKKRERYISECKKRAEEKKLE 

NE/LHGAQADPGSDLNPRADPP 

RAPAATVRRHHPGQPACQGGG 

AAAALEHVPDGGDLWQGQGR 

HWH 


16767 


47135 


A 


16868 




1327 




16768 


47136 


A 


16869 




1776 




16769 


47137 


A 


16870 


| 


397 




16770 


47138 


A 


16871 




1974 




16771 


47139 


A 


16872 




336 




16772 


47140 


A 


16873 


3 


661 


GRGGHNFAPNLTARSAVTSGL 

GGPPAAVMVGSLNCIVAVSQN 

MGIGKNGDLPWPPLRMEFRYF 

QRMTTTSSVEGKQNLVIMG\KK 

TW\FSIPE/RRNRPFKG*EFNLVL 

SRELQGNLPQGAHFLSRSLDDA 

LKLTEQPELANKVGMVWVIVG 

GSSI\YKESN4NHSSSLKLFVTR11 

QDFESDTFFPEIDLEKYKFLPEY 

PGVFFDVQEEKG1KYKFEVHEK 


16773 


47141 


A 


16874 


38 


755 


ALKTCSVNQPDAKDNIAGSSGH 

LRTLSPVVSRSCLKEEERRRRR 

RM KRRQRS RRRRS RRRRMRRR 

RRSRSRRRRMKRRKRRRRMKR 

RSSFILMYFFMLLLSGIPLLYME 

VIMGQWLHVDN1RVWKQLVP 

WLCSMSY/SSQSVCASVSLYNS 

T1ISWNFFYSFAHPLPWDHCPLV 

KNISVTDWAHQYFLYHTTLHA 

SDHSEEAAEALVPNRSLGCLLG 

RJDHRDLDFKPEIRRGAHTGGAR 


16774 


47142 


A 


16875 


1 


1830 




16775 


47143 


A 


16876 


2 


1142 




16776 


47144 


A 


16877 


1 


435 




16777 


47145 


A 


16878 


1 


963 




16778 


47146 


B 


16879 


247 


1092 




16779 


47147 


A 


16880 


1 


1653 




16780 


47148 


A 


16881 


I 


2268 




16781 


47149 


A 


16882 


301 


555 




16782 


47150 


A 


16883 


1 


630 




16783 


47151 


A 


16884 


731 


834 




16784 


47152 


A 


16885 


1 


2277 




16785 


47153 


A 


16886 


45 


2446 




16786 


47154 


B 


16887 


625 


696 
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SK Q ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16787 


47155 


A 


16888 


193 


3I5 


WPGGGYSLLCFWCPLSFAGAA 
G/W*PPPGHH*PYSPKQEHYRT 
NSDTLIFLSSRTLVLOGS*GIKV 
AGSEGPKYNE*PRNPVLPSLCL 
HLFGC 


16788 


47156 


A 


16889 


1 


588 




16789 


47157 


A 


16890 


2 


229 




16790 


47158 


A 


16891 


I 


502 




16791 


47159 


A 


16892 


516 


576 




16792 


47160 


A . 


16893 


144 


435 




16793" 


47161' 1 


e :: 


1 6894 


1 


996" 




16794 


47162 


A 


16895 


424 


632 




16795 


47163 


B 


16896 


446 


1944 




16796 


47164 


c 


16897 


207 


470 




16797 


47165 


A 


16898 


1 


396 




16798 


47166 


A 


16902 


1 


585 




16799 


47167 


A 


16903 


141 


906 




16800 


47168 


B 


16904 


99 


276 




16801 


47169 


A 


16905 


1 


756 




16802 


47170 


A 


16906 


1 


383 




16803 


47171 


A 


16907 


1 


582 




16804 


47172 


A 


16908 


3 


615 


PECIIG1DILSSGQNPHIGSLTGR 

VRAIMVGKAKRKPLELPLPRKI 

LNQKQ YRJ AGG IEEI S ATI KDLK 

DAGVVIPTTSLFDSPIWPVQKT 

DGSWRMTVDYRQ1NQVATP1A 

AAIPDVASLLKQINTSPDTW/PI 

RPPISNGD*GVSGR*ACCLEPLA 

GPHR*ITSEASRILEQGPAIFCR* 

LLSF*ETALGLLLGFGGN*TFDY 


16805 


47173 


A 


16909 


3 


415 


PVK/VGA*GGQVINGVLAQV*L 
TVGPVGPRTHPVV1FPVPECR1G 
RDILSS WQNPHTG SLTG R V RA F 
M VGKA K WKP* ELPLPRKT VNQ 
KQYR1PGG 1 A EIS/A/TI KN LRRG 
VVIPTTSRFNSPIWPVQKTDGS 
W*TAADY 


16806 


47174 


A 


16910 


232 


633 




16807 


47175 


A 


16911 


1 


1677 




16808 


47176 


A 


16912 


328 


381 


LLKJLQH*MQSPYLVGPSQ 


16809 


47177 


A 


16913 


3 


811 




16810 


47178 


A 


16914 




1 125 




16811 


47179 


A 


16915 


-j 


1 191 




16812 


47180 


A 


16916 


1 13 


485 




16813 


47181 


A 


16917 




357 




16814 


47182 


A 


16918 


12 


398 




16815 


47183 


A 


16919 


498 


595 


TEMASTTTCT/RFHDEYQLFEEL 
*KGAFSVNGT 


16816 


47184 


A 


16920 


5 


367 





2146 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unfcnown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


16817 


47185 


A 


16921 


190 


2005 


VLYPLHLGTGTGKGAGGASSG 

EEGSEARRRRRIGGLWGRRPHA 

TLSG H LPS RP A PA HTPSRA S Y F R 

TRKVRAALGDSAAGPVPGLAA 

RLL A SG PSRSQPG HSPGPEMAS 

TTTCTRFTDEYQLFEENLGRGAF 

SVVRRCMKIPTGQGYAAKirNT 

KKLSARDHQKLEREARICRLLK 

HPNIVRLHDSISEEGFHYLVFDL 

VTGGELFED1VAREYYSEADAS 

HC1QQ1LESVNHCHLNGIVHRD 

LKPENLLLASKSKGAAVKLADF 

G L A I E VQG DQQ A WFG F AGTPG 

YLSPEVLRKDPYGKPVDMWAC 

GVILYILLVGYPPFWDEDQHRL 

YQQIKAGAYDFPSPEWDTVTPE 

AKDLINKMLTINPAKRJTASEAL 

KHPWICQRSTVASMMHRQETV 

DCLKKFNARRKLKGAILTTML 

ATRNFSAAKSLLKKPDGVKEST 

ESSNTTIEDEDVKARKQEIIKVT 

EQLIEAINNGDFEAYTKICDPGL 

TAFEPEALGNLVEGMDFHRFYF 

ENALSKSNKPIHTIILNPHVHLV 

GDDAACIAYIRLTQYMDGSGM 

PKTMQSEETR V WHRRDG K WQ 

NVHFHRSGSPTVPIKPPCIPNGK 

ENFSGGTSL WQN I 


16818 


47186 


A 


16922 


1 


288 




16819 


47187 


A 


16923 


318 


458 




16820 


47188 


A 


16924 


1 


578 




16821 


47189 


A 


16925 


803 


1068 




16822 


47190 


A 


16926 


1 


660 




16823 


47191 


A 


16927 


2 


325 


TSSENlsfNGPKR*IHSTESLYLLQ 

GSVVADHDY1GLPEIPIGAYQA 

NILVEDATIGIVDNELLTSSKDR 

ELLEYRNTKISPL1DDHSSLEKQ 

TFSLLDSSNQVLEYLS 


16824 


47192 


A 


16928 


156 


573 




16825 


47193 


A 


16929 


405 


599 


GLEPPQKPGLVTSILQANPVPLP 
CGNSQSR*TSTRCWYEHLQCTQ 
SHLQMQQYHEAYQSACALA 


16826 


47194 


B 


16930 


1 


1676 




16827 


47195 


A 


16931 


I 


1 125 




16828 


47196 


A 


16932 


27 


818 




16829 


47197 


A 


16933 


1 


4986 




16830 


47198 


A 


16934 


1 


4401 




16831 


47199 


A 


16935 


153 


370 


SVLETCMSTAFPVSCHSSFKTA 
VLRISLS*ISAQGGPIDLFSQCHP 
SSSTGVSSVNHRGSWDTPGQSL 
VVICL 
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SEQ ID 

NO: 


SEQIONO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


I UOJi 


47200 


3 


169)6 


47 


SOI 




16S33 


47201 


A 


16937 


49 


1714 




16834 


47202 


A 


16938 


1 


999 




16835 


47203 


A 


16939 


140 


2029 


FAARAGPGGSRRARRGNKWAR 

M PYEI KK VFASLPQVERG VSKI 1 

GGDPKGNNFLYTNGKCVILRNI 

DNPALADI YTEH AHQV V V AKY 

A PSG FY 1 ASGD VSGKLR! WDTT 

QKEHLLKYEYQPFAGK1KD1AW 

TEDSKRJAVVGEGREKFGAVFL 

WDSGSSVGEITGHNKVINSVDI 

KQSRPYRLATGSDDNCAAFFEG 

PPFKFKFT1GDHSRFVNCVRFSP 

DGNRFATASADGQIYIYDGKTG 

EKVCALGGSKAHDGG1YAISWS 

PDSTHLLSASGDKTSKIWDVSV 

NSVVSTFPMGSTVLDQQLGCL 

WQKDHLLSVSLSGYINYLDRN 

NPSKPLHVIKGHSKSIQCLTVH 

KNGGKSYIYSGSHDGHINYWD 

SETGENDSFAGKGHTNQVSRM 

TVDESGQL1SCSMDDTVRYTSL 

M LRD YSGQG V VK\LD\ VQPKC\ 

VAVGPGGYAVVVCIGQIVLLK 

DQRKCFSI\DNPGYEPEVVAVH 

PGG\DTVAIGGVDGNVALYSIL 

GTTLVKDEGKLLEAKGPVTDVA 

YSH\DGAFLAVCDASKVVTVFS 

VADGYSENNVFYGHHAKIVCL 

r\ wor L/ncrir/\ovju ivi \j ivi j vi v i v 

WTI ^nPFTRWlOHAHRI HHVQ 

^1 A WI HPHTT VTT^HnAQVK'P 
C3L/\WL<l--'Ori 1 L/V 1 1 jnL/nj V ]\D 


16836 


47204 


A 


16940 


31 


449 




16837 


47205 


A 


16941 


1 


53 




16838 


47206 


A 


16942 


1 


389 


GMPTSTIASCSQDGRVF1WTCD 
DASSNTWSPKLLHKFNDVVWH 
VSWS1TAN1LAVSGGDNKVTEG 
nnMFo*nnRwni aphppapc;! 
pi pfiPTKiniTfiK^pni nonYFP 

RR^VRP<1HRI IIPF IsJVIfiN Al 


16839 


47207 


A 


16943 


I 


438 




16840 


47208 


B 


16944 


1 


1267 




16841 


47209 


A 


16945 


635 


808 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
bod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


16842 


47210 


A 


16946 


37 


1319 


QGEGHGRGLHGFLGRPESQIPS 

WSRSAPLHRLEIWGALAPSLAD 

HSEGSPEVSVINTVDTSHEYMI 

YXDAQMDYYGHPPGQPASSDRS 

VKIF*CAQWEGRSLFADLQGS 

WKGPVWQVGWGFTPLLRATS 

WAFVASLLTGKFIYSWERGKT 

GTLGRRATSNAGTRLLKLNFGC 

CWAPHGLTVLHSWACWVVSD 

RGPSSLVLDFTPGEGQWEVKKTN 

NAHT1GCNAV\TWAPACCTWK 

PHRRPHRGQKPNYIKRFASGGC 

\DNLl\KLWKEEEDGQWKEEQK 

LE\GHSDWV\RDVAWAPSIGPA 

HQH HRPA APRMGRVS1 WTCDD 

ASSNTWSP*IV\DKFNDVVWHV 

S\WSITANILAVL\CGDNK\VPL 

WKESS*WAKWVVPSSDVKQRG 

PGLPYQPSSDQEGPARNEQVNK 

DQGGALAPPPAQLPGPAPSPGP 


16843 


47211 


A 


16947 


1 


1021 


MSGEFIDHSH1ARIIYPGIFGTDA 

GSCIDQRGITGKLQQPPEDRRL 

GEGKLTNTKDIHTKTPSVRHHH 

QRPKVDKTTKIGKKQSRKTGNS 

KNQSAPPPPKECSSSPAMEQSW 

TENDFDELREEGFRRSNYSELK 

EEFRTHG KE VKM LEKRLDE WL 

TRITNAEKSLKDLMELKTKARG 

LQRVSVMEDEMNEMKQEEKFR 

EKRl KRN KQSLQEI WD Y VKRPN 

LRLIGVPESDGENGTKLENTLQ 

DIIQESFPNLARQANIQIQE1QR 

MPQRDSLRRATPRHIIVRFTKV 

EMKEKMLRAAREKAVHIALIPK 

LTT* LEVKLSSAN VKEQKL*QT 

VFQTTVQSN 


16844 


47212 


A 


16948 


1 


393 




16845 


47213 


A 


16949 




2631 




16846 


47214 


A 


16950 


1 


1155 




16847 


47215 


A 


16951 




1185 




16848 


47216 


A 


16952 




942 




16849 


47217 


A 


16953 




615 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Wet 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


16850 


47218 


A 


16954 


474 


2678 


IKPQRWGKKQSRKTGNSKNQS 

ASPPPKERSSSPAMEQSWTEND 

FDELREDSFRRLVITNYSELKEE 

VRTNGKEVKNLEKKLDEWLTR 

ITNAEKSLKDLMELKTMAQELP 

DQCTSLSSRCDQLEERVSVMED 

EMNEMKCEEKFREKJUKRNEQ 

SLQE1WHYVKRPNLRLIGVPES 

DGENGTKLENTLQD11QENFPN 

LARQAMIQIQEIQRMPQRYSSR 

RATPRHIIVRFTKVEMKEKMLR 

VAREKGQVTHKGKPl\RLTADL 

LAETLQARREWGVPIFNILKEKN 

FQPRISYPAKLSF1DRSTRQKVN 

KDTQELNSALHQADLID1YRTL 

HPKSTEYTFFSAPHHTYSKIDHI 

VGSKALLSKCKRTEI1TNCLSDH 

SAIKLELRJKKLTRNHSTTWKL 

NNLLLNDYWVHNEMKAEIKM 

FFETNENKDKTYQNLWDTFKT 

VCRGKFIALNAHKRKQERSKID 

TLTSQLKGLE1CQEQTHSKASRR 

QEITKIRAELKERVGR WRIG E A 

ADLVGVSSQAIRDAEKAGRLPH 

PDMEIRGRVEQRVGYT1EQIMH 

MRDVFGTRLRRAEDVFPPV1GV 

AAHKGGVYKTSVSVHLAQDLA 

LKGLRVLLVEGNDPQGTASMY 

HGWVPDLHIHAEDTLLPFYLGE 

KDDVTYAIKPTCWPGLDIIPSCL 

ALHRIETELMGKFDEGKLPTDP 

HLMLRLAIETVAHDYDVIV1DS 


16851 


47219 


A 


16955 


1 


675 




16852 


47220 


A 


16956 


I 


1032 




16853 


47221 


A 


16957 


3 


978 


HEAKHQMADDAGGSGGGPKA 

LVGPGMG\NPVAFRRGF\GIVIR 

GPGSRPGGRGRGR\GRGARGSK 

VAEDKDW\MPVTKLG/RALVKD 

H*RSKFPWKEIYLFSLPH*RNQR 

IIDF\FLGGLLSKDEGFE*LCPVQ 

EQDPCPASRTQASRPFVAIGGL 

QMAHVGLGC*VLPRKVATGHP 

VGAIILAKLS\JVPVRR\GYLGNK 

VLAKP\HTVP\CKV\TGRCGSVL 

VRLIPAP\RGLGMVSAPVA\KJCL 

LMMAGIDDCYTVSARG\CTATL 

GOIWPRATL*LPFLRTYKLP*PP 

DLWKGRLYLPSFPIKEFTVDHLV 

KDPHPESSVQQDSELQLVATT 


16854 


47222 


B 


16958 


124 


274 





2150 
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StQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of firs! 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown f 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


16855 


47223 


A 


16959 


202 


2264 


KWPKMNPQQQRMAAIGTDKE 

LSDLLDFSAMFSPPVNSGKTRP 

TTLGSSQFSGSGIDERGXGTTSW 

GTSGQPSPXS YDSSRG FTDSPH Y 

SDHLNDSRLGAHEGLSPTPFMN 

SNLMGKTSERGSFSLYSRDTGL 

PGCQSSLLRQDLGLGSPAQLSS 

SGKPGTAYYSFSATSSRRRPLH 

DSAALDPLQAKKVRKVPPGLPS 

SVYAPSPNSDDFNRESPSYPSPK 

PPTSMFASTFFMQDGTHNSSDL 

WSSSNGMSQPGFGGILGTSTSH 

MSQSSSYGNLHSHDRLSYPPHS 

VSPTDINTSLPPMSSFHRGSTSS 

SPYVAASHTPPINGSDSILGTRG 

NAAGSSQTGDALGKALASIYSP 

DHTSSSFPSNPSTPVGSPSPLTG 

TSQ WPRPGGQA PSSPS YENSLH 

SLQSRMEDRLDRLDDAIHVLRN 

HAVGPSTSLPAGHSDIHSLLGPS 

HNAPIGSLNSNYGGSSLVASSR 

SASMVGTHREDSVSLNGNHSV 

LSSTVTTSSTDLNHKTQENYRG 

G LQSQSGT V VTTEIKTEN KEKD 

ENLHEPPSSDDMKSDDESSQKD 

IKVSSRGRTSSTNEDEDLNPEQ 

KIEREKERRMANNARERLRVR 

DINEAFKELGRMCQLHLKSEKP 

QTICLL1LHQAVAVILSLEQQVR 

ERMLNPKAACLKRREEEKVSA 

VSAEPPTTLPGTHPGLSETTNP 


16856 


47224 


A 


16960 


1190 


1327 




16857 


47225 


A 


16961 


386 


554 


ATISFRYSQCK*AEQGCDSELG 
LFTKIRKSGYWGV*ATISFRYSQ 
CKALEIHLTAPVVPSALRIWGF 
Q1PGFNQLSFHPSPESKGSFLPC 


16858 


47226 


B 


16962 


499 


915 




16859 


47227 


A 


16963 


1 


1785 




16860 


47228 


A 


16964 


1 


3036 




16861 


47229 


A 


16965 


2 


710 




16862 


47230 


A 


16966 


349 


493 


SS*VRWVSGR*HPQ*STLSAPLG 
ETSGCHQGGLHDLK1VVL 


16863 


47231 


A 


16967 


1 


1335 




16864 


47232 


A 


16968 


83 


426 




16865 


47233 


A 


16969 


93 


345 


APALCLQILLDCKSVRNRTSRF 
RPREVGIQQYKKGGGAAGKGG 
TGNAPGFLLFSKDS*1CDPTPLPP 
PLLL* GQRDH* IQLHQE 


16866 


47234 


A 


16970 


1 


1302 




16867 


47235 


A 


16971 


1 


1174 




16868 


47236 


A 


16972 


274 


1428 





2151 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
'-Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


16869 


47237 


A 


16973 


411 


629 


HCLSHFQNTGPRGDVDFQQEL\ 
FPVLMADIRKFFRSHLCRSSRR 

TWTILDKS*IOGSRLSSK£OGW 
GWGTSRK 


16870 

1 UO / U 


47738 


A 


16974 


U 1 O 






16871 


*T / 


A 


16975 




558 




1687? 


47740 


A 

f\ 


16976 

I U7 / U 


1 


765 




I UO / J 


47941 


A 

IX 


16977 




418 




16874 


47949 


A 
r\ 


16978 

1 U7 / O 


130 


1965 




16875 ' 

1 UO / -J 


47943 


A 


16979 

1 U7 / 7 * 




1062 




1 6876 * 

1 UO / \f 


47944*-"' ^ 




16980 5 * 


j — : — — 


558 




16877 

1 UO / f 


47945 


A 


16981 


37 


676 




16878 

1 UO / o 


47946 


A 


16989 




1014 




16879 
i uo / y 


47947 


A 


16983 


1 


2964 




16880 
1 uoou 


47948 

*T / A. *tO 


a 

L> 


16984 


959 


1751 




16881 


47249 


A 


16985 




987 




16882 


47250 


A 


16986 




1047 




16883 


4725! 


A 


16987 


3 


1413 


GLHAARGPWVVQAWISITMXER 

KEVCYGQLGCFSDEKPWAGTL 

QRPVKLLPWSPED1DTRFLLYT 

NENPNNFQLITGTEPDTIEASNF 

QLDRJCTRFIIHGFLDKAEDSWP 

SDMCKKMFEVEKVNCICVDWR 

HGSRAMYTQAVQN1RVVGAET 

AFLIQALSVKPCLGPVLWVGVR 

EGQGDAARGTALEDVHVIAHS 

LGAHT/AAEAGRSWGPRGRJTD 

DLGTA*YKVDGMG*ERRGVRF 

SI * P* GGG V* AG FGGERFR* RKN 

VGKSTAGWRMXGLDPAGPCFQ 

DEPEEVRLDPSDAVFVDVI HTD 

SSPIVPSLGFGMSQKVGHLDFFP 

NGGK.EM PGCKKN VLST1TDI DG 

IWEGIGGFVSCNHLRSFEYYSSS 

VLNPDGFLGYPCASYDEFQESK 

CFPCPAEGCPKMGHYADQFKG 

KTSAVEOTFFLNTGESGNFTSW 

RYKVSVTLSGKEKVNGYIRIAL 

YGSNENSKQYEIFK 


16884 


47252 


B 


16988 


95 


315 




16885 


47253 


C 


16989 


1 


780 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
bod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Slop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


16886 


47254 


A 


16990 


2 


1426 


SGTLDRMLIFWTITLFLLGAAK 

GKEVCYEDLGCFSDTEPWGGT 

AIRPLKILPWSPEKIGTRFLLYT 

NENPKN FQ1 LLLS DPSTI E ASNF 

QMDRKTRFIIHGFIDKGDESWV 

TDMCKKLFEVEEVNCIFNADWK 

KGSQATYTQAANNVRVVGAQ 

VAQMLDILLTEYSYPPSKVHLI 

GHSLGAHVAGEAGSKTPGLSK/ 

RLQGLDPVEASFESTPEEVRLAD 

PSDADFVDVIHTDAAPLIPFLGF 

GTNQQMGHLDFFPNGGESMPG 

CKKNALSQIVDLDGIWAGTRDF 

VACNHLRSYKYYLESILNPDGF 

AAYPCTSYKSFESDKCFPCPDQ 

GCPQMGHYADKFAGRTSEEQQ 

ICFFLNTGEASNFARWRYGVS1T 

LSGRTATGQIKVALFGNKGNTH 

QYSIFRGILKPGSTHSYEFDAKL 

DVGTIEKVKFLWNNNVINPTLP 

KVGATKITVQKGEEKTVYNFCS 

EDTVREDTLLTLTPC 


16887 


47255 


A 


16991 


1 


1407 




16888 


47256 


A 


16992 


954 


1663 


EPSPDPAHAPSVALLHTGNQSK 
VLPWPRNPCMKRW*K*KMLKI 
SWVHEWVTSNW1STAVRSLRV 
FAPKNVFQ**ALGPSGWLVYC 


16889 


47257 


A 


16993 


3 


242 




16890 


47258 


A 


16994 


1 


1815 




16891 


47259 


A 


16995 


1 


375 




16892 


47260 


A 


16996 


3 


2005 




16893 


47261 


A 


16997 


I 


651 




16894 


47262 


A 


16998 


114 


275 




16895 


47263 


A 


16999 


1 


270 




16896 


47264 


A 


17000 


140 


876 


PPALVVGRRQKSWRMFEQMRA 

NVGKLLKGIDRXYNPENLATLE 

R\YVETQAKENAYDLEPNLAVP 

ESCTKFNPVAFFQTNGSTAQDSC 

* KA LTN\LPHT\DFTL\C KCVM IRP 

GHIQEXERPIPTDFCYLGGPGWE 

TWPFSRAFWESPGMKTVDLLW 

KV*LGF\EDSV\RKFI\CHVVG\IT 

YQHIDR\WLLAEMLGDLFGQAS 

♦RCW\MSKYGWSADESGQIFIC 

SPRREHLTPRNIVEKIDFDSVSS1 

MASSQ 



2153 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540*217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16897 


47265 


A 


17001 


1 


777 

i 


MSGENVTKVSTFILVGLPTAPG 

LQYLLFLLFLLTYLFVLVENLA1 

JL1VWSSTSLHRPMYYFLSSMSF 

LEIWYVSDITPKMLEGFLLQQK 

R1SFVGCMTQLYFFSSLVCTEC 

VLLASMGYDRYVAICHPLRY\N 

LACTDFSTAELV/SF1LAFIILVFP 

LLATILSYWH1TLAVLRJPSATG 

CWRAFSTCASHLTVVTVFYTA 

LLFMYVRPQAIDSQSSNKLJSA 

VYTVVTPirNPLIYCLRNKEFKD 

▼ 1 It T m Mr III l 1 ft M \/^lVJ HVLjI JTV 

ALKKALGLGQTSH 


16898 


47266 


A 


17002 


2 


876 




16899 


47267 


A 


17003 


I 


894 




16900 


47268 


A 


17004 


377 


501 




1 6901 


47269 


A 


17005 


3 


823 




16902 


47270 


A 


17006 


I 


874 




16903 


47271 


C 


17007 


156 


287 




16904 


47272 


A 


17008 


1 


1 140 




16905 


47273 


A 


17009 


1299 


3135 


1SGSVC1LLWLQLLPAYNL1IHT 

WEHRHSPPGT/RMSRLAKRNA 

WEADR/YAEAKLAASRRGQPSS 

LMSSREGGWGEGSQSRNSSHG 

ALKEAQF1ITNAEKSLKDLMEL 

KTMAQELRDECTSLSSRFDQLE 

EKVSVMEDEINEMKQEEKVRE 

KRIKRNEQSLQEIWDYVKRPNL 

HLIGVPESDRENGTKLENTLQDI 

IQEMFPNLARQANIQ1QEIQRMP 

QRYSSRRATPRHIIVRFTKVEM 

KEKMLRAAREKEIQTTIRJEYYK 

HLYTNKLENLEEMDKFLDTYS 

LPRLNQEEVESLKRP1TGSEIGA1 

1NSLPTKKSPGPDGFTAEFYQRY 

KJCELVPFLLKLFQSTE1CERILPN 

SFYEASIILIPKPGRDTTKKENFR 

PISLMNINAKILNKILANQIQQH1 

EKLIHHDQVGFIPGMQGWFNIR 

KSINVIQHINRTNEKNHMIISIDA 

EJCAFDKIQQPFMLKTLNKLGID 

GT YLK I V RA I YDKLTAN 1 1 LNG Q 

KLEAFPLKTGTRQGCPLSPLLF 

NIVLEVLARAIRQEKE1KGIQLG 

KEQVKLSLFADDMIVYLENPIV 

SAONLLKLISNFSKVSGYKJNV 

OKSOAFLYTNNROTESOIMSEL 

PFTIASKR1K 


16906 


47274 


c 


17010 


189 


457 




16907 


47275 


A 


17011 


2 


2600 




16908 


47276 


A 


17012 


107 


1493 





2154 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/ 54 0*2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, V= possible nucleotide insertion) 


16909 


47277 


A 


17013 


3 


2209 


1HTKTPSVCHHHQRPKVDKTTK 

MGKKQSRNTGNSKNQSTSPPP 

KECSSAPAMEQSWMENDFDEL 

REEGFRRSNFSELTEEVRTHRK 

EAKNLEKKIRQMWTRJTNVEK 

SLNDLMELKNMARELRDKCTS 

FSSRFDQLEERVSVIEDQMNEM 

KQEEKFREKRVKVRN EQSLQEIR 

DYVKRPVNLRLIGIPESDEENGT 

KLENTLQDI l\QENFPNLARQAN 

IQIKEIQKMPQRYSSRRATPRQI\ 

IVRFTEVEMREKVMLRAAREKG 

RVTHKGKTIRLTVDLSAET1QA 

RRESTRQKVNKD1QELNSAQHQ 

ADLTDNYRTLHPKSTEYTLFSA 

PHHTYSKIDHIVGSKALLSKCK 

RTEIITNCLSDHSAIKLELRJKKL 

TQNLSTTWKLNNLLLNDYWVH 

NEMKAEIKMLFETNENKDTTY 

QNLWDTFKAVCRGKYIALNAH 

KRKQERSKIDTLTSQLKELEKQ 

EQSHSKASRRQEITK1RAELKE1 

ETQKTLQK1NESRDWFFEKIMKI 

DRQ L A RLI KK KRE KNQI DTI KN 

VLEFLAKAIRQDKEIKGIQLGKE 

EVKLFLFAEDMIVYLENPIVSA 

QNLLKLISNFSKVSGYKiNVQK 

SQAFLYTNNRQTESQIMSELPFT 

1ASKRJKYLGIQLTRDMKDLFK 

ENYKPLLNKIKEDTKKWKNIPC 

SWVGRINIMKMAILPKVIYRFN 

AIPIKLPMTFFTELEKTTLKFTW 


16910 


47278 


A 


17014 


292 


699 




16911 


47279 


A 


17015 


269 


803 


ALGPCSEALPTWVNENGEEMA 

QE1DLSALKELEREAILQVLYRD 

QAVQNTEEERTRAAGN*KHTC 

SISGGKGPKNTDWEHKEKCCA 

RCQQVLGFLLHRGAVCRGCSH 

RVCAQCRVFLRGTHAWKCTVC 

FEDRNVKIKTGEWFYEERAKKF 

PTGDNSVXRTSCTGKHETVGGQ 

LLQSYQK 


16912 


47280 


A 


17016 


1 


1173 




16913 


47281 


A 


17017 


349 


718 


AGPEGTTTAECP/I/CQQQRPILS 
LRYGTISWG/DQSATWWQVDY 
IRTLLSWKWQSASAKTTIHGLT 
KCLIHHDIPHSIASD'GTCFMAK 
EVWQWYCFSHSQDSRVQESRG 
G I G SCTTH H H PCS FPN 
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SEQID 


SKQIDNO: 


Met 


SKQ ID NO: 


Nucleotide 


Nucleotide location or last 


Amino acid sequence ( X=Unknown, 


NO: 


or peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


cod on Tor peptide 


of peptide sequence 


deletion, \~possibIe nucleotide insertion) 










sequence 






1 U7 1 t 


47282 


A 

rV 


1 1 V 1 O 


196 


577 


GSSGOSESAOPOGLWVl PSRTS 














LAILSTDVNV*OPCFPAGAHO(l 














OPLAWPVPFLAWLSWOOKRC* 

V£* Lin f ▼ a t 1 ■ uri tt <j tt v/wi\l\v/ 














FCOORSSRNLVDHRNPGW1 HFF 














GDKTPFFHHPFPOLGOSLSOO^ 














LLPAGRR*ARGPOOLPSPP 

t-tk-iW nvjivix /V 1 v vj 1 v^v^ui kj ■ 1 


1 \Js 1 J 


47981 


A 


17019 

1 /U 17 


| 


2523 




16016 


47284 


A 


17020 


916 


558 

-7«/0 




16917 

1 U7 I / 


4798S 


A 


17021 


1610 


2004 


VTWSAOOMPWAIKNCPTHSPI 














GOGCLPOPKM*VVONDFO*G* 


>u 1." ' ' 




\*.« ^ « 








WTHCRKG IKGGORVG V WPWO 

TV 11 IV^IVIVVJ ll\.VJ ▼ VJ) V IT 1 T V \J* 














TONRGKGTFLTPLHSAVADAM 














LYAL*RGSDLDAAOTI PTAAO 














DA L Y A VVPGGE PTG OLO V R HN 














FFAI GO 


1691 8 

1 U7 1 O 


47286 


A 


17022 


\ 
* 


715 

/ J J 




16919 


47287 


A 


17021 


88 


1871 
10/1 






47288 


A 

/A 


17024 


1 
1 


1299 

■ £<77 






47289 


A 


17025 


9 


260 




1692? 


47290 


A 


17026 


144 


1717 




1692*? 


47291 


A 


17097 


] 


1 182 




I AQ04 


47909 


A 


1 709R 


969 


1 1 19 

1 1 jZ 




1 U7ZJ 


47901 


A 

AY 


17099 


1 

I 


484 




16096 


47904 


A 


17010 


1 


189 


I KGAPDf F1 DGF^RRTWRFRK 














GRKRKFRAI GRWOV*RSRCA* 

VJ JVIV IVJ vl— '1V/V LvVJ IV »T VJJ V IV lJ JW^/V 














P/^TPAAT NAPLOGA^HSPFRLR 

I / O 1 1 i\ i\ 1 ^ fx 1 I— fV^VJ 0 1 1J1 1 IVJL_# IV 














NCWKGRSVRASSLLROLAKGG 














CAARR1 SWNLCOIVOMYEGHS 














OOPGLOPRLORWSSOTLRTA 

v^vj^r vj L->v^i i\jla^jv tt kjkjvjj i i~-> * v i rA 


16927 


47295 


A 


17011 


] 


2022 




16928 


47296 


A 


17032 


209 


403 




16090 


47907 

*r /Z7 / 


A 


1 7011 


911 


1001 




16010 


47908 


A 


17014 


1 
1 


178 




16911 

1 U7J I 


47999 


A 


17035 


64 


1 180 


SASHSGAPATSLYERGVCPPAL 

jaoi i kJVJ n i a\ i Lji-t i i_^ivvj v v^i i n i_« 














RRPPAVLVCRAAASCTLLAMS 

1V1VJ. I / k T T V' IV/\ /V/V lJV_^ 1 !_/ 1— </V ITlO 














D1 OFFGKNArN^PMSPAF VDVH 
Lyi->v^ddvj iviN/Ai i^i or ivjoi^rt Lj v l/y n 














PEDTOL E ENEERTM 1 DPTSKEDP 














KFKELGKVLLDWrNDVLAEERJ 














1VKOVLEEDLYDGOVI OKLF/EK 














NL AGLO^LNVAEVTOSEIGOKO 














KLOKVI EOLHXDLLRPRSWALR 

lVl__( V^lv. V L-> L< 1 I VLX LtL^lVJ (VvJ TT r\ I»«IV 














\wi nisj^iunk^Mi vniopni i v^i 

\ W LVJlNoJ nvJlvlN V VJ IN i v^L'L' V OL 














AMMFRAPTRI PFHVTVOVVVV 

/A1VI n r lvr\ I 1 IxLlCn V I Vy V V V V 














ivfAj^j^vjl^l^noOtiioCCiw l l i ■ Crivj 














MMGRFERDAFDTLFDHAPDKL 

IVl I VI VJ 1V1 1_/ 1 V_L//A 1 LJ I Lsl 1-/1 LTll 1 *— ' 














^VVlClv^l ITFV1SIKHL NKLNLEV 














TP1 FTnFAnr.vvi Vl 1 Mni 1 F 














DYFVP1 HHFYL TPESFDOK1VHN 

Ls I I V I I 11 II 1 Li 1 I L^tJi J-' V( IV Y I 111 














VSFAFELMLGRRPSRNPRLVLK 














TWLTWDLKSPLRVLYNLFTKY 


16932 


47300 


A 


17036 


3 


764 





2156 
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SEQID 

NO: 


SEQH> NO: 
of peptide 
sequence 


Met 
hod 


SEQ !l> NO: 
in USSN 

Aft tCA n 111 

09/54 0,2 1 7 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
'-Stop codon, /^possible nucleotide 
deletion, \— possible nucleotide insertion) 


16933 


47301 


A 


17037 


1 


1230 




16934 


47302 


A 


17038 


1 


313 




16935 


47303 


A 


17039 


145 


263 


IFLLYLKNKVQNK*E1KQHFLG 
KIMS RDNNTYLT WG TEN 


16936 


47304 


A 


17040 


5 


982 


PTFSRAVATMFSRAGVAGLSA 

WTLQPQW1QVRNMATLKD1TR 

RLKSIKNIQKITKSMKMVAAAK 

YARAERELKPARIYGLGSLALY 

EKADIKGPEDKKKHLLIGVSSD 

RGLCGAIHSSIAKQMKSEVATL 

TAAGKEVMLVGIGDK1RGILYR 

THSDQFLVAFKEVGRKPPTFGD 

ASVIALELLNSGYEFDEGSI1FN 

KFRSVISYRTEEKPMFSLNTAVAS 

ADQHGVSMTDIDADVAAKITQ 

EY/NIWANIILLTLWKESTTSGG 

RSARG*QPWDNGQARJAFWRM 

DLDNLDIWTFVNR\TRQAV1TKE 

LIEIISGAASSVKKENSAS 


16937 


47305 


A 


17041 


1334 


1790 




16938 


47306 


A 


17042 


1 


930 




16939 


47307 


A 


17043 


2 


477 


SGLGRLPGPWQEAGSSRGPSSG 

DMAGVKALVALSFSGAIGLTF/ 

LHMLGCALEDYGVYWPLFVLI 

F\HAISSIPHF1AKRVTYDSDATVS 

SACRELAYFFTTGIVVSCLW1SP 

VILARVALIK\WGACGL\VLA\G 

NAVIFPYNSRGFSLYLGRGDDF 

SW\EQW 


16940 


47308 


A 


17044 


130 


434 




16941 


47309 


A 


17045 


1 


1365 




16942 


47310 


A 


17046 


656 


839 




16943 


47311 


B 


17047 


16 


149 





?157 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /= possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \-possible nucleotide insertion) 


16944 


47312 


A 


17048 


i 


1317 


MTLNEHAAFKHLFNKAHLAPP 

LIHLTLSGHSTCFREHRVGVICS 

HFAQDLWPEQGREDSFQKVILR 

RYEKCGHENLQLKIGCTNVDES 

LTYKRIHTGEKPCKCEECDKAF 

SKFSILTKHKVIHTGEKHYKCE 

bCOhvAr I KbbbLlbHKKbHAGE 

KPYKCbbCGKAFSKAS rLTAHK 

TIHAGEKPYKCEECGKAFNRSS 












i 


NLMEHKRIHTGEKPCKCEECG 














KAFGNFSTLTKHK V 1 HTG EKP Y 

KCEECGKAFSWPSSLTEHKR1H 

AGDKPYKCEECGKTFKWSSTL 

TKHKIIHTGEKPYKCEECGKAF 

TTFSSLTKHKVIHTGEKHYKCE 

ECGKVFSWSSSLTTHKAIHAGE 

KLYKCEECGKAFKWSSRLSEH 

KRIHTGEKPYKCEECGKAFSW 

VSVLNKHKKIHAGKKFYKCEE 

CGKDFNQSSHLTTHKRIHTGVE 

KPYKCEECGKAFSKASTLTAHK 

TIHAGEKPYKCEECGKAFNRSS 

NLMEHKRIHTGEKPCKCEECG 

KAFGNFSTLTKHKVIHTGEKPY 

KCEECGKAFSWPSSLTEHKRIH 

AGDKPYKCEECGKTFKWSSTL 

TKHKIIHTGEKPYKCEECGKAF 

TTFSSLTKHKVIHTGEKHYKCE 

ECGKVFSWSSSLTTHKAIHAGE 

K\ YKCEECGK AFKW^RI SFH 

KRIHTGEKPYKCEECGKAFSW 

VSVLNKHKKIHAGKKFYKCEE 


16945 


47313 


A 


17049 


2 


2183 





2158 
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SKQ ID 


SEQ ID NO: 


Met 


SEQ II> NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of First 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


16946 


47314 


A 


17050 


3 


1440 


IKVLLGENRVPNTMAVWLAQ 

WLGKGASLTSFPPCPTASLLRR 

LGEHIQQFQESSAQGLGLSLGP 

GAAALPKVGWLEQLLDPFNVS 

DRRSHL\QRYWVNDQHWVGQ 

DGPIFLHLHLTSPPPTHTLFTGH 

PAALAPA WGALVISLEHRFYGL 

SIPAGGRLALSRLFN1SSSSPWIC 

FGG S Y AG SLPSHH APTF\PRAQR 

IS*HFRJPSSAVRPQVVSRSLMS 














TAIGGSLE/CRRWGLVRGGLGG 

K.RGLGCQGRGGPA*VLADIASC 

FPQCRAAVSVAFAEVERRLRSG 

GAAQAALRTELSACGPLGRAE 

NQAELLGALQALVGGVVQYD 

GQTGAPLSVRQLCGLLLGGGG 

NRRGGIYVLCMYIVP*IVLHSLG 

QKCLSFSRAETVAQLRSTEPQL 

SGVGEAPIYLAPSYPFFPGDTDP 

WH V LS VTQALGSSESTLLIRTG 

SHCLDMAPERPSDSPSLRLGRQ 

NIFQQLQTWLK.LAKESQ1KGEV 


16947 


47315 


B 


17051 


41 


2709 




16948 


47316 


A 


17052 


874 


1024 




16949 


47317 


A 


17053 


I 


1602 


MDSLWGPGAGSHPFGVHNSRL 

SPDLCPGKIVLRALKESGAGMP 

EQDKDPRVQENPGDQRRVPEV 

TGDAPSAFRPLRDNGGLSPFVP 

GPGPLQTDLHAQRSEIRYDQSS 

QTSWTSSCTNRNAISSSYSSTGG 

LPGLKRRRGPASSHCQLTLSSS 

KTVSEDRPQAVSSGHTQCEKV 

AEKAPGQTLALRNDSSRSEASR 

PSTRKFPLLPHRRGEPLMLPPPV 

ELGYRVTAEDLDWEKEAAFQC 

IKSALQVEDKAISDCRPSRPSHT 

LSSLATGAS\DSAQVTSLIPAPFP 

AASMDAGMRRTRPGTSAPAAA 

AAAPPPSTLNRTLGSLLEWMEA 

LH1SGPQPQLQQVPRGQNQRSQ 

TSRTSSCPK/LKCHLELLQLYGR 

PPGTKAEEAPASSHCQLTLSSSN 

TVSEDGPEAVSSGHTQCEKTAD 

TAPGQTLGPRGGSPRSQSSRPR 

RHKFPLLPRRRGEPLMLPPPLEL 

GYWVTAEDLDREKEAAFQRIN 

SALQVEDKAISDCRPSRPSHTLS 

SLATGASGLPAISKAPSMDAQQ 

ERHKS 


16950 


47318 


A 


17054 


1 


1155 





WO 01/075067 



PCT/US01/W8631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


16951 


47319 


A 


17055 

...r i ; 


1 


1237 


MDSLWGPGAGSHPFGVHNTRL 

SPDLCPGKIVLRALKESGAGMP 

EQDK.DPR VQEN PG DQRR VPEV 

TGDAPSAFRPLRDNRGLSPFVP 

GPGPLQTDLHAQRSEIRYNQTS 

Q1SWTSSCTNRNAISSSYSSMGG 

LPGLKRRRGPASSHCQLTLSSS 

KTVSEDRPQAVSSGHTQCEKA 

ADIAPGQTLALRNDSSTSEASRP 

STHKFPLLPRRRGEPLMIAPPSL 

EVGVPGSLVKELDR£iCEAAF\Q 

RJNSALQVEDKAISDCRPSWPS 

HTLSSLATGTSGLPAISKAPSMD 

AQQETHK.SQDCLGLLAPLASA 

AGVPSTAPMSGKKHRPPGPLFS 

SSDPLPATSSHSQDSAQVTSL1 P 

ArrrAAbMUVOIviKKI KKObrL 

AAFQRIKSALQVEDKAI 


16952 


47320 


A 


17056 


132 


835 




16953 


47321 


A 


17057 


1 


2947 


MPEQDKDPR VQEN PDDQRR VP 

K VTG DA RS A FRPLRDNG VLSPF 

VPRPGPLQTYLHAQRSE1RYNQ 

TSQNTWTSSCTNQNAISSSYSS 

VGGLLGLKWRRGPAGQESGAG 

MPEQDK\DPRV\QQNPDDHRTV 

PE VTGDA RS A F WPLRDNGG LSP 

FVPRPGPLQTDLHAQSSEIRYN 

QTSQTSWTSSSTKRNAISSSYSS 

rrr r un\ l/HDDr.DA CCDrAl TI 

CVCI/TV/CCnDDHA \/ccr.UTD cv 
oioN 1 VocLUvrv^A VoMjri 1 tvL/JC. 

KAADTAPGQTLAPR 


16954 


47322 


C 


17058 


229 


624 




16955 


47323 


A 


17059 


1 


1011 


MVSTPATLPSLPKPALMASWG 

VPYDQLTKEEKTRVWFTDGSA 

RYAGTTQKWTAVALQPLSRTS 

LKDSSEGKSSQWAELQAVYLV 

VHFAWKEKWPDVGLYTDSWA 

VANGLAGWSETWEKQDWKIG 

DKEIWGRGMWMDLSEWSKAV 

KJFVSHVSAHQRVTSAEEEFNN 

QVDRPL/PVFTQWAHEQSGHSG 

RDGGYSWAQQT\GLPFTKADL 

AMATAECPICQQQRPTLSPLYS 

TIPQGDQPATWWQ1DY1GPLPS 

WKGQKFVLTVIDTYSRYRFAY 

lrHMA^LK^oIlir/ I iNtv^WAn 
rvnvjinwo i nv jnnrcirVrtUL 


16956 


47324 


B 


17060 


10 


597 




16957 


47325 


B 


17061 


6 


297 





2160 



WO 01/075067 
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SEQ 11) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


16958 


47326 


B 


17062 


1 


474 




16959 


47327 


A 


17063 


1 


2712 




16960 


47328 


B 


17064 


1 


738 




16961 


47329 


A 


17065 


3 


772 


DPADPMVLEVSEADRDAWP1S 

ESQQRPLGFWSKALPSSANNYS 

FFKRQLLACYWVLVEIEHLTM 

GHQVTMRPELPIINCVLSDPCSH 

KVGHAQQHS1IKWRWYIHYQA 

QAGPEGTSNLHEEVAQMPTVS 

TSATLPSLPEPTQMAL\WEVPY 

DVQFTEEEKTGAWFTDGSAHYT 

GTT*K WTV A ALQPLS RTTLKDS 

CEGKSPHHPV1AQWAHEQSGH 

GGRDGGYLWAQQHGFPLTKA 

DLAMATAECPICQQQKRTLNP 


16962 


47330 


A 


17067 


1667 


2012 


LSPHWPPGLPPSAL1YAFLGRSS 
RNKRRLMKTMKVEACEDLSAP 
KYLRIQLPTGSPRRRSEAPEVC1 
FQGSS\FSLVHPPPLLSYPSARR* 
PQTPPRPPPRHPSLH PLHPPSAQ 


16963 


47331 


A 


17068 


5 


1074 


RHSALGTGGSSSCRQQRPRDT 

WVPETTILTAWSS/RLQQLGPW 

LQVTVAGQVNTLAGIQKTJHAE 

HCNVTEXRPPTGHEALAPPCEQ 

GPPQVLDSNAVAPTADCGYQL 

STA INRNQELCG RKPA VSPSR/G 

ISPGSP1LRPAVHPGHYCLQQRL 

SGQKSNRRTTQKSFQKLHVDK 

RKPENFSKESDHLLIYSREGNPD 

VASLATPPGIWMMSATDLFYG 

DPFAFPGGGPFTLSLERGPSVIL 

GTDASEELLFTKASLAVSTSVF 

QFSTGKIYTEWVWQKNKSFLSP 

HFPTKPMASPVKGKHSTSLLQR 

LNYRDRWQCLQEGAGLALLSA 

HMKVPTGSKEPQQAGKLPSKP 

RKQTTPTFKD 


16964 


47332 


A 


17069 


2 


699 


CSACPVSHPWLLPWQSGSAFSL 

P* RALQRPPQHG HRLSKPMQSP 

RLSVLLRPWPRRPLPTDLLY*PS 

TRGHIHLHDRHHGAPSVSRRW 

GDKASPPQFPRYSRDSK/RRPPQ 

HGEVGTVFTNNKGGQS/PATST 

WEVQSAECQKAPEAGPTPPSTA 

GDAEGANALRQESEGNWGSEA 

KSPHVAEAGSWRPQQGSCHHL 

HPPDKTKDAARKTHSPGDNGC 

QPRPPRPCKTLWSLSRJ 


16965 


47333 


A 


17070 


223 


1611 




16966 


47334 


A 


17071 


12 


310 





91R1 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 
NO: 


SKQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQIl>IMO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /-possible nucleotide 
deletion, \= possible nucleotide insertion) 


16967 


47335 


A 


17072 


31 


430 


LQAVRLFTLPTTSSGL*KLRTVP 

TWPSPPSCFPHFQSGPRTTRAPT 

PSTIXPGYSGSYSSGPPSLCPRTS 

RRAPPRHRVPAGRERLHIRVPP 

YPRPERHLLRVSRRG1LGNMRV 

GRLPESRAIAGRJCEEKTDTK 


16968 


47336 


A 


17073 


1 


474 




16969 


47337 


A 


17074 


153 


1224 


RVFSESVCSPVRNLEFLWRFAF 

PLAPAGRCPPGVPLQTSPRDTD 

AHRSSPLPPARASPGQVAAAY*R 

WARCPGCGGRKPRSSGSWQLt 

RCPTLPPPPRGSRSSGRC/RTWP 

SPPSCFPHFQSGPRTTRAPTPSTI\ 

PGYSGSYSSGPGR*GLSPLHAA/ 

VSPPLPPGGP*GSWARAGLGS1 

ASAHSPCPLCRSLIRSRS*QTCT 

RSPT*NCEVPPSAP*AASPLRTM 

FA L VRT AG LK VHLLPLG YCTT 

MS*SSSMPQTVPVVVKVSN1PS 

VHPP*PCCKDCTISRSRSIFTRSPI 

CNPPGFLLPFCSPSTGO*SL*KEP 

PLASWTHFRSDVLLLFSVSMNG 

STLSLGCPSQKAVIALVQVT 


16970 


47338 


A 


17075 


215 


1246 




16971 


47339 


A 


17076 


566 


675 


OPCROO/CLOPGSPPRFHARTLT 
VTL VHTRTHTH A H A H 


16972 


47340 


A 


17077 


184 


584 




16973 


47341 


A 


17078 


1 


1167 




16974 


47342 


A 


17079 


849 


2266 




16975 


47343 


A 


17080 


1505 


1891 


D A EKAFDE IQQ/PFMIK 1 LSRJS I 
QGTYLNVIKTIYDKPTANTILN 
VEKLKTFPLRTGTRQGCPLSAL 
LFNMVLEVIARAIROEKGIKGIO 

1SKKEVKLSLFADDMIVHIENPK 
DSSRKLLELIKEFSKV 


16976 


47344 


A 


17081 


1 


842 




16977 


47345 


A 


17082 


155 


531 


GNLWSVDLRPGTPLRQNFRGTI 
RQQHSRFTKNHCSQTPLL I PRQ 
TGSGVDLSKLQQTCS*GSCLVC 
TIDLANAFFSIPVHKA/HQKQFA 
FSWO\YTFTVLPRLTWLOPC*V 
PNLPAAETNTEPSNGT 


16978 


47346 


A 


17083 


1 


1773 




16979 


47347 


B 


17084 


598 


1428 




16980 


47348 


A 


17085 


3 


227 




16981 


47349 


A 


17086 


1 


207 





2162 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/54 VU 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence < X=LJnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


16982 


47350 


A 


17087 


1 


789 


RDLQPFTSVTVHCRKGNDQTF 

GGPLDAGSELTLIPGDPKHHCG 

PPVKVGAYGGQVINGVLA\HPL 

IWLVQKTDGSAVRMTVDYCKL 

NQVVIPIAAAVSDVVSLLEQINT 

SPGTWYAA1DLANAFFSIPVHK 

AQQKQFAFSWQGQQYTFTVLP 

QWYINSPALCHNLIRRDLDCFS 

LPLDITLVHYIDD1MLIGSSEQE 

VANTLDLFVRHLRARGWEINPT 

K1QGPSTSVKFLGFQWCGACQA 

IPSKMRDKLLHLVPPTTKKEAQ 


16983 


47351 


A 


17088 


1 


435 




16984 


47352 


A 


17089 


2 


808 


PLIWLVQKTDGS/WRMTVDYC 

KLNQVVIPIAAAVSDVVSLLEQI 

NTSPGTWYA A 1 DL AN AFFSI PV 

HKAQQKQFAFSWQGQQYTFTV 

LPQWYINSPALCHNLIRRDLDC 

FSLPLDITLVHY1DDIMLIGSSEQ 

EVANTLDLFVRHLRARGWEINP 

TKIQGPSTSVKFLGFQWCGACQ 

AIPSKMRDKLLHLVPPTTKKEA 

QCL\QLLACY/WALVETEHLT1S 

HQVTMRPELPJMNWVLFDPSSH 

KVGCAQQHSIIKWKWYVHDW 

ARAGPEGT 


16985 


47353 


A 


17090 


2 


544 




16986 


47354 


A 


17091 


1 


633 


MTVDYRKFNQVVTPMAA/AVP 

DA VSLLEQINTFPGTWY A A IDL 

ANAFFSIPVHEAHQKQFAF\LPQ 

GYINFPALCHMLIRRELDFFLLL 

QDITLVHYIDDILLIGSSEQEVV 

MTLDLLIHKRSKEAEHTAASRIR 

VSCLPEQKSHEQTLPWEQVPSS 

GDIKEYFPNAFVLLTTASLQGQ 

DNTSQLQLTWKAPEDIKMSKT 

DADADEEIEALRG 


16987 


47355 


A 


17092 


1 


3228 


MVTSSLTVA1TSLVVVITSLVVH 

TSFVVVTTSLVVV1TSLVVVITSI 

AIAIATLVVVLTFTVVVLTSLV 

VVTTSLVMVITPPFAVITSLGVV 

ITSLVVIITCLVLV1TALGVVITS 

LGVVVTSLVMVITPLVAV1TPL 

GVVITSLVVVITSLVMVITSLTV 

VITSSIVVITPLVMVITSLTVIITS 

LFVVITPLVMVITFLIVVNTSLV 

VVLITLIVSPPPSLCSLVVVITFL 

VVA1TSLVVVITSLVVV1TSL 


16988 


47356 


A 


17093 


1 


471 




16989 


47357 


A 


17094 


1 


1590 





WO 01/075067 



PCT/USO 1/08631 



SKQ ID 

NO: 


SKQ II) NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \- possible nucleotide insertion) 


16990 


47358 


A 


17095 

■ * » . 


332 


1704 


RGYVFCSWKKTDGS/WRMTVD 

YCKLNQVVIPIAAAVSDVVSLL 

EQJNTSPGTWY A A I DLAN A FFSI 

PVHKAQQKQFAFSWQGQQYTF 

TVLPQWYINSPALCHNLIRRDL 

DCFSLPLDITLVHYIDDIMLIGVP 

RQLLACY/WALVETEHLT1SHQ 

VTMRPELPIMNWVLFDPSSHKV 

GCAQQHSIIKWKWYVHDWAR 

AGPEGTTTPVISQWPrJEQCGHG 

GRDGGYA'WAQQGRLPLTKAE) 

LNTATAKRPICQQQRPTLSPQY 

GTIPQGDQPATWWWVDYMGS 

LPSWKGQRFVLTGIDTYSGYGF 

AYPACNASAKTAICGLTECLIH 

HHDIPHS1ASDQGTHFMAKEVR 

QWAHDHGIHWSYHVSHHPEA 

AGLIEWWNGLLKSQLQCQLGD 

NTWQGWG K VLQK VV Y ALNQH 

PlYfiTVSPIAKlHRRVAOSI KGG 

SGSWVWGFSTI AAI DNDLGTF 

RKVRAPSTN 


16991 


47359 


B 


17096 


1 


2061 




16992 


47360 


A 


17097 


1 


1623 




16993 


47361 


A 


17098 


\ 


741 




16994 


47362 


A 


17099 


213 


679 




16995 


47363 


A 


17100 


33 


853 




16996 

I U77U 


47^64 


A 


17101 




1249 




16997 


47365 


A 


17102 


17 


770 




16998 


47366 


A 


17103 


130 


469 




16999 


47367 


A 


17104 


1 


1425 




17000 


47368 


A 


17105 


1 


882 





2164 



WO 01/075067 
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SEQID 
NO: 


SEQID NO: 
or peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
oi peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblt nucleotide 

ucicuuti* i"puwiuic nijcicuiicic inscritonj 


17001 


47369 


A 


17106 


227 


1519 


VTLIKNfNAMLETPTLS\AVSDG 

VKLSAVAAVLYVIVRCMMLKS 

ATAAPDLYLQDSGLSRFLLKSC 

PLLTKEYIPPLIWGKSGHIQTAL 

YGKMGRVRSPHPYGHRICFITM 

SDGATSTFDLFEPLAEHCVGDD 

ITMVICPGIANHSEKQY1RTFVD 

Y AQKNG Y RC A V LN H LG A LPN I 

ELTSPRMFTYGCTWEFGAMVN 

YIKKTYPLTQLVVVGFSLGGNI 

VCKYLGETQANQEKVLCCVSV 

CQGYSALRAQETFMQWDQCRR 

FYNFLMADMMKKIILSHRQALF 

GDHVKKPQSLEDTDLSRLYTAT 

SLMQIDDNVMRKFHGYNSLKE 

YYEEESCMRYLHRIYVPLMLV 

NAADDPLVHESLLTIPKSLSEKR 

ENVMFVLPLHGGHLGFFEGSVL 

FPEPLTWMDKLVVEYANAICQ 

WERNKLQCSDTEQVEADLE 


17002 


47370 


A 


17107 


21 


385 


SRSSSVVRQEPGRADGQRRRRR 

GG PG LRSPG E RQQPRPA RPCRR 

AHHPGDPAGAQ/PPPKTGKTCG 

APKATTRSTRCSISR*PPFPRSSC 

PTSPRATPSSSASSTAAMRRWL 

VTCRMPNWRA 


17003 


47371 


A 


17108 


158 


423 




17004 


47372 


A 


17109 


1 


1851 




17005 


47373 


A 


17110 


1 


1104 




17006 


47374 


A 


17111 


66 


432 




17007 


47375 


A 


17112 


103 


3531 




17008 


47376 


A 


17113 


1 


1311 




17009 


47377 


A 


17114 


1 


750 




17010 


47378 


A 


17115 


183 


373 


QPQATTLVHPVHVA*LF*VHW 

QNRYRAPDNQGYRHWRCLLPA 

LPDAGR/VRLSASC*KPPNSRG 


17011 


47379 


A' 


17116 


344 


480 


SPKDQEPSISKJCV***TSLPTSSR 
SLCLPPARMHFWVLAALLSFA 


17012 


47380 


A 


17117 




3565 


HEARRGLKMAACGRVRRMFRL 

SAALHLLLLFAAGA\RNSPARA 

SHSQGQGPGANFVSFVGQAGG 

GGPAGQQLPQLPQSSQLQQQQ 

QQQQQQQQPQPPQPPFPAGGPP 

ARRGGAGAGGGWKLAEEESCR 

EDVTRVCPKHTWSNNLAVLEC 

LQDVREPENEISSDCNHLLWNY 

FCLN LTTDPKFES V AREVCKSTIT 

E1KECADEPVGKGYMVSCLVD 

HRGNITEYQCHQY1TKMTAIIFS 

DYRLICG FM DDCKNDIN 



2165 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=pos$iblc nucleotide insertion) 


1 *70 1 1 


471RI 


A 


171 1 R 

1 / I I o 


1 


40 S 


PDRRRriPPAi <5f;^*<inpApRi ir 

1 PR ANTRHP^YRPiRI <5<sR 


17014 


471R9 


A 


j n i 7 


1 
i 


1470 




1701 s 


471R1 


D 
D 


17190 

I / 1 Zv 


67 


ODjZ 




17016 


47384 


B 


1712! 


67 


9183 




17017 


47385 


A 


17122 


1 


1440 




17018 


47386 


A 


17123 


1 


422 

* i 


FRWKELLDRPLEPSPETAQPPPP 
WLQK/NPTAVEFvANLLNMAKL 
SIKGLIESALSFGRTLDSDYPPL 
QQFFVVMEHCLKHGLKVRK^F 

I QVWlcTTIWnPI PI VFKI YPPAF 

EIGASVRDLPGLNEFYEYHALM 
MEEEGAVIVG 


17019 


47387 


A 


17124 


2 


587 


WMGSCGLHRAWLQMRWWPE 

SAWKELLDRPREPPPETAQPPPP 

WLQK/NPTAVERANLLNMAKL 

SIKGLIESALSFGRTLDSDYPPL 

QQFFVVMEHCLKHGLKVRKSF 

LSYNKT1WGPLELVEKLYPEAE 

FlP.AQVRni Pfll kTTPF f.RAPAU/ 
T RI A1 k'MA HVT DPI IFOR 
HI 1 xPPVPYHAI MMFFFf.AVI 


17020 


47388 


A 


17125 


312 


493 




1 7091 

1 /UZ 1 


471R0 
*t / joy 


c 


1 719A 
1 / 1ZO 


109 


97R 
Z / o 




1 7099 
1 /UZZ 


471Q0 


A 
M 


1 7197 
1 / 1 Z 1 


Z 


140 


\C AVTMPQni PRPPI rYWPQVQ'NRI 

paqpi QPRni ^nRUP^n^ovi 

rMor l^OrlvL/LiN.\Jr\.\lv^oL/ OyVL 


17091 


47101 


A 
/\ 


I719R 
t / I Zo 


1 
1 


90^1 
ZUj 1 




1 709/1 
I /UZH 


471 09 


A 
t\ 


1 7190 


1 
1 


470 




1 709^ 


*♦ / jyj 


A 
M 


\ 71 10 


9 
z 


140 




1 709£ 
1 /uZD 


47104 


A 
r\ 


17111 
i / 1 j i 


140 

1 HU 


106 




1 7077 


4710S 


A 

r\ 


1 71 19 

1 / I JZ 


701 


019 
y i z 




1709R 

I /V/Z.O 


47106 


R 
L> 


17111 
i / i j j 


901 

Zv 1 


019 
7 1 z 




1 7090 


47107 


A 


17114 


1 
i 


11R9 

1 jOZ 




1 701ft 


47108 


A 


1711S 


9 
z 


411 




17031 


47399 


B 


17136 


99 


1 151 




17032 


47400 


A 


17137 


1 


891 




17033 


47401 


A 


17138 


15 


2722 





2166 
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SEQID 

NO: 


SEQID NO: 
of peptide 

sctjuencc 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
couun lur pepuue 

sequence 


Nucleotide location of last 
codon Tor last amino acid 

ui pepiioc >ct|uc»i*.c 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 

ffplptinn V=nncciKli* mtcl^ntiffo inc<>rtinnt 
uviciiuiif v~|iuiiiuic iiuLicuiiuc inacr uon| 


17034 


47402 


A 


17139 


476 


2934 


TEPKTKTT* LSQ * MQKK PLTKF 

NNPSC'KLSIN/IVLEVLARAIRQ 

EK.E1KGIQLGK.EEVK.LSLFADD 

MIVYLENPIVSAQNLLKL1SNFS 

KVSGYKINVQKSQAFLYTNNR 

QTESQIMSELPFTIASKRIKYLGI 

QLTRDVKJDLFKENYKPLLKEIK 

EDTNKWKNIPCSWVGRrNIVK 

MAILPKVIYRFNAIPIKLPMTFF 

TELEKTTLRFIWNQKRARJAKAI 

LSQKNKAVGITLPDFKLYYKAT 

VTKTAWYWYQNRDIDQWNRT 

EPSEITPLIYNYQIFDKPEKNKQ 

WGKDSLFNKWCWDNWLAICR 

KLKLDPFLTPYTKINSRWIKAL 

NLRPKTIKTLEENLG1TIQDIGTG 

KDFMTKTPKAMATKDKIDKW 

DLIKLKSFCTAKETTIRVNRLPT 

KWEKIFATYSSDKGLISRIYNEL 

KQIYKKKTNNPIKKWEKDMNR 

HFSKDDILAAKKHMKKCSSLAI 

REMQ1KTTMRYHLTPVRMAIIK 

KPGNNSQKDIPDWRNGPKRK.D 

RQITTFRGPTKLQVVVPTLGAA 

PGRGCPWPRRPRCPGREGEELH 

PALGGERGQRQAAGSGGARRL 

APSAGDGLCVGPVEDTGETQT 

WKTGQPGLREPWWGWRPTEPP 

PAPSSHSEEWPRRPPVRRAPRP 

AGEHAGEGGAAVADTTAFSPW 

LPRVGG WHLQVHRGG RSCAG A 

RRFGGSRGWDLGDLSSAPVASL 


17035 


47403 


A 


17140 


1 


2298 




17036 


47404 


A 


17141 


3 


482 




17037 


47405 


A 


17142 


1 


1026 




17038 


47406 


A 


17143 


1 


623 




17039 


47407 


A 


17144 


25 


392 


ESLKGADPKFLRNMRFANKHM 

KKGLKKMQANSARATSARAD 

AIKALVKPKEGKPDIPKGVSRK 

LDPLAYIAHP\RLGKCAHSCIAK 

GLKLCRLQAKDKDQTKAQAA 

APA*APKGARTPTKASE 


17040 


47408 


A 


17145 


1 


507 
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SEQ ID 
NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \= Lin known, 
*=Stop codon, /= possible nucleotide 
deletion, \-possihlc nucleotide insertion) 


17041 


47409 


A 


17146 


2 


811 


Y Rf SG PTI R S 1 QN HTTHNQG R K 

WHKKGIKKPRAQRYESLKGPE 

V*PSGQGVTCLLRADWLSPLLG 

SGTYWGPKFLRNTRFAKKHNK 

KGLKJCMQAKNAKAMSARVAE 

AM KALVKPKE VKPKIPKGG\SR 

KLRSTLPDIVHPMCLGKSARAPY 

LPRGFRLCLPNANAKSISSQGQ 

GQGQGQGSNQGPGFKPQLQVP 

ASGVPNVPRALTKGFQSRYSLA 

QHEGQERTWVRPPTPRPWGYH 

FAWGWGSPVA1CTNKPEAGKR 

RNEKJEKLCQGDGY 


17042 


47410 


A 


17147 


I 


636 




17043 


47411 


A 


17148 


169 


410 




17044 


47412 


A 


17149 


385 


1359 


QTNSPNCVRGRVSPPVLPGSSS 

MDVLASYSIFQELQLVHDTGYF 

SALPSLEETWQQTCLELERYLQ 

TEPRR1SETRGEDLD\CFL\HAFP 

SPCIEESFRRLDPLLLPVEAAICE 

KSSAVDILLSRDKLLSETCLSLQ 

PASSSLDSYTAVNQAQLNAVTS 

LTPPSSPELSRHLVKTSQTLSAV 

DGT VTLKLV A KKA ALSS V K VG 

GVATAAAAVTAAGAVKSGQS 

DSDQGGLGAEACPENKKRVHR 

CQFNGCRKVYTKSSHLKA HQR 

THTGEK.PYKCSWEGCEWRFAR 

SDELTRH YRKHTG AKPFKCN H 

CDRCFSRSDHLALHMKRHI 


17045 


47413 


A 


17150 


1 


948 




17046 


47414 


A 


17151 


400 


446 


PSFLR*PSFWSREFH 


17047 


47415 


A 


17152 


7212 


10914 


ADSGCKL/PSSC*HVLCA/WVTY 

MVMAAILHKLDQLDASRGRAI 

PFCGQRGRFKYEILVKTGWGR 

GSGTTAHVGIMLYGVDSRSGH 

RHLDGDRAFHRNSLDIFRJATP 

HSLGSVWKIRVWHDNKGLSPA 

WFLQHVIVRDLQTARSAFFLVN 

DWLSVETEANGGLVEKEVLAA 

SDAALLRFRRLLVAELQRGFFD 

KHIWLSIWDRPPRSRFTR1QRAT 

CCVLLICLFLGANAVWYGAVG 

DSAYSTGHVSRLSPLSV 


17048 


47416 


B 


17153 


1 


14934 





2168 
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SEO ID 
NO: 


SEO ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino ncid sequence ( X^Unknown, 
*=Stop codon, /^possible nucleotide 
deletion., \ = possible nucleotide insertion) 


17049 


47417 


A 


17154 


999 


3009 


ADSGCKL/PSSC*HVLCA/WVTY 

MVMAA1LHKLDQLDASRGRAI 

PFCGQRGRFKYE1LVKTGWGR 

GSGTTAHVGIMLYGVDSRSGH 

RHLDGDRAFHRNSLD1FRJATP 

HSLGSVWKIRVWHDNKGLSPA 

WFLQHV 1 VRDLQT A RSAFFLVN 

DWLSVETEANGGLVEKEVLAA 

SDAALLRFRRLLVAELQRGFFD 

KHIWLSIWDRPPRSRFTRIQRAT 

CCVLLIGLFLGANAVWYGAVG 

DSAYSTGHVSRLSPLSVDTVAV 

GLVSSVVVYPVYLAILFLFRMS 

RSKVAGSPSPTPAGQQVLDIDS 

CLDSSVLDSSFLTFSGLHAEVRT 

LLGVLGWAGGPAALAQLGLKT 

LCTSQQAFVGQMKSDLFLDDS 

KSLVCWPSGEGTLSWPDLLSDP 

SIVGSNLRQLARGQAGHGLGPE 

EDGFSLASPYSPAKSFSASDEDL 

IQQVLAEGVSSPAPTQDTHMET 

DLLSSLCAEVHTALPLHCSCLQ 

DS VQ WH A VQGLPA FCRGDPVT 

QEAQETA RPAAQNLVL1PLHA A 

PHQA VAE I DALYDV Y LD VIDK 

WGTDDM LFLGDFN A DCS Y VR 

AQDWAAIRLRSSEVFKWLIPDS 

ADTT VGN SDCA YDRI V ACG AR 

LRRSLKPQSATVHDFQEEFGLD 

QTQASGPWGGAGLGSPPPGRT 

QAAGRALAISDHFPVEVTLKFH 


17050 


47418 


A 


17155 


242 


363 


TKRQENG RKKQDRTPTEQQLR 
VK*KSRSTKKRRKQSRSES 


17051 


47419 


B 


17156 


1 


12879 




17052 


47420 


A 


17157 


3 


596 


NLLFPVRSERGPHRPTPLSWLW 

LRPCELNKLAAGGLAAGSSRA 

GALYLLIYIPRRPARAAPLCPAA 

ATGAPGASAGSASPASARPPGL 

A RAAPGPLRGRRPRSPRTPFC V/ 

WLGVSLLLS\YQHYFAEPFESFQ 

VCCRHCG1LCLTIRVHFPCLSAN 

PFHFSQLHLGPRPGKACHSVGL 

Ql YNSQA HSH PSQQERQLFC 


17053 


47421 


A 


17158 


1 


235 


FFFVLYNLFLFV1TSIPLQKVSIL 
TQRQLVAEENVKCCTVXPEPQ** 
♦LSNYPIFVEMGFCHVGPGWSR 
TPTPKSVSR 



WO 01/075067 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


17054 


47422 


A 

\ . *. 


17159 


256 


4064 


ADSGCKL/PSSC*HVLCA/WVTY 

MVMAAILHKLDQLDASRGRAI 

PFCGQRGRFKYEI LVKTG WGR 

GSGTTAHVGIMLYGVDSRSGH 

RHLDGDRAFHRNSLDIFRJATP 

HSLGSVWKIRVWHDNKGLSPA 

WFLQHVIVRDLQTARSAFFLVN 

DWLSVETEANGGLVEKEVLAA 

SDAALLRFRRLLVAELQRGFFD 

KHIW1 SIWDRPPRSRFTRIOR AT 

CCVLLICLFLGANAVWYGAVG 
DSAYSTGHVSRLSPLSV 


17055 


47423 


A 


17160 


2 


347 


LTSRGP/LCCVLLICLFLGANAV 
WYGAVGDSAYSTG/LCVQAEP 
AERRHSRCWPGVQRGCLSRLP 

RAAGAGRRQLPGLNPCWTAPS 
SRSEASTLR 


17056 


47424 


A 


17161 


9415 


9994 


ADSGCKL/PSSC*HVLCA/WVTY 

MVMAAILHKLDQLDASRGRAI 

PFCGQRGRFKYEILVKTGWGR 

GSGTTAHVGIMLYGVDSRSGH 

RHLDGDRAFHRNSLDIFRIATP 

HSLGSVWKIRVWHDNKGLSPA 

u/pt OHVIVRHI fYTARQAFFI V"M 

nwi <JVFTFAMr;pii vfk'Fvi a a 

<iK A'JFRVPTPCJR^PVAl PAPAf5f5 


i f\ij t 


4747S 


A 


171*7 

I / I \J£, 


J V Jvf 


1777 




1 fVJo 




A 


171 K\ 
1 / I Dj 


z. 






17059 


47427 


A 


17164 


25 


115 




17060 


47428 


A 


17165 


1 


383 




17061 


47429 


A 


17166 


120 


596 


1 KAPCASFPTSGFPGQRRSFVGR 
SSSTPEECGHSELGRNEDKASR 
GRI RQQ/PFA VLKYLLFCSLRW* 
YPGKQGLEWTSSKLQQTCRKY 
RERHK DTPQEEQLQDT*LSG/V 
TK/G *NEG KN VKG SQRERSG YS 
QREAHQTNSRSLGRNSTSQKRV 
GASIQRS 
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SEQID 

NO: 


SEQ ID NO: 
Of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17062 


47430 


A 


17167 


1 


2236 


RPSGPQPLPGSVRHPRPVLRRPL 

PRAQGSSSSFRPRPPFAPDTMD 

KFWWHAAWGLCLVPLSLAQID 

LNITCRXFAGVFHVEKNGRYSIS 

RTEAA\NLCKAFNSTLPTMAQM 

EKALSIGFETCRYGFIEGHVV1P 

RIHPNSICAANNTGVYILTSNTS 

QY DTYCFN AS APPEEDCTS VTD 

LPN A FDGPITITI VN RDGTRY VQ 

KGEYRTNPEDIYPSNPTDDDVS 

SGSSSERSSTSGGYIFYTFSTVH 

PIPDEDSPWITDSTDR1 PATSTSS 

NT1SAGWEPNEENEDERDRHLS 

FSGSGIDDDEDFISSTISTTPRAF 

DHTKQNQ\DW\TQW\NPSH\SNP 

E V L L\Q\TTTRMTD VDRNG TT A 

YEGNWNPEAHPPLIHHEHHEEE 

ETPHSTSTIQATPSSTTEETATQ 

KEQWFGNRWHEGYRQTPREDS 

HSTTGTAAASAHTSHPMQGRT 

TPSPEDSSWTDFFNPISHPMGRG 

HQAGRRMDMDSSHSTTLQPTA 

NPNTGLVEDLDRTGPLSMTTQ 

qsnsqsfstshegleedkdhpt 

tstltssnrndvtggrrdpnhs 

egsttllegytshyphtkesrt 

fipvtsaktgsfgvtavtvgds 

nsnvnrslsgdqdtfhpsggsh 

tthgsesdghshgsqeggantt 

sgpirtpqipe wlii lasll al ali 

lavciaVnsrrrcgqkkklvin 

sgngavedrkpsglngeasks 


17063 


47431 


A 


17168 


1 


1980 





?171 



WO 01/075067 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17064 


47432 


A 


17169 


362 


2551 


EDFSTSATTPSSSPRELPSGQGL 

WLCWLELLPSFTRNGVVHTGP 

C*GLC*RWQLSPQPSLPSNFGM 

KISDMATLITTVPAA/FSSSSDW 

NTPAPTQSPEEVRRLHLCTSFM 

DMLKVGGQGEGAAAGLVQNP 

SGHALGCLDSAASGISDPSVAV 

LLENVPNQRGESLRCVPVYLGQ 

WNCSKETGMDSGQFGEEKGAH 

DPSPTYYHACLSTQW f WPSPESP 

YPQPSGPQVKEPRNPGKSISML 

CLWIRYHAADSGSSRAKLPLEE 

RLRPFSPTHDCLAFPLPLEKRPE 

GNVGSRCPSGTKLPEEGSGSNI 

CCSAIFPVLQPPLVIPRQTRSGV 

DLQQTPTDLQLRDLTDRSSLPA 

M EQS WIEN DFDELN RSRLQKA 

NKLENLEETDKFLDTYTLPRLN 

QEETESLNRPITGSE1EAIINNVP 

TKKSPGPDGVTAKFYQRYKEE 

LRTVNKNHMIISIDAEKAFDNIQ 

QPFMLKTLNKLGIDATYLKIIRA 

IDDKPTANIILNGQKLEAFPLKT 

GTRQGCPLSPLLFN I VLE VLA R 

AIRQEKEIKGIQLGKEEVKLSLF 

ADDMIVYLENPIVSAQNLLKLI 

NNFSKVSGYKINVQKSQEFLYN 

NNRQTENQIMSELPFTIASKRJK 

YLG1QLTRDVKDLFKENYNPLL 

NE1KKDTNKWKNIPCSWIGRINI 

MKMAILPKSGPSAARLLEFAGG 

PLQTLFAWVSPEEAAEQQILPN 


1 706 S 


47411 


A 


1 7170 


1 


4351 




1 7066 


47414 


A 


17171 


52 


321 




17067 


47435 


A 


17172 


274 


393 




17068 


47436 


A 


17173 


304 


415 




17069 


47437 


A 


17174 


321 


796 




17070 


47438 


A 


17175 


1 


198 




17071 


47439 


A 


17176 


2 


454 


CRPVPAATNGRCFPATPRDPGP 
RMRRACAWGRSKGAGRCLRR 
ATRRDKMAKKESILDLSK\YID\ 
KTIRVKFQGGRKVASGILKGFEP 
NI I \N1 VI TVTI*YMRDPDDOY 
Kl TEDVTROl G\LVVFRG\TSLVL 
\ICPODGMFA IPVNPFIOOODA 




47440 


A 
r\ 


171 77 


i 
i 


1 ouu 




17073 


47441 


A 


17178 


1215 


2065 




17074 


47442 


A 


17179 


217 


441 




17075 


47443 


A 


17180 


1 17 


296 


DWSDIQKLG*SLSLSKEIFQL*IV 
SPPALHPAKLLHRSA*LSVPQIG 
RECQGCGWTAMC 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
uciciiun, v— possiDic nucleotide insertion) 


17076 


47444 


A 


17181 


2 


138 


LRTAPEFPGRRFRGCAAAAAES 
VAALL*STPPCRSGDSLCGKSR 


17077 


47445 


A 


17182 


222 


760 




17078 


47446 


A 


17183 


192 


244 


YIQPVF*GWTLGCCQFF 


17079 


47447 


A 


17184 


1 


990 




17080 


47448 


A 


17185 


1 


2196 




17081 


47449 


A 


17186 


459 


1387 




17082 


47450 


A 


17187 


2 


454 




17083 


47451 


A 


17188 


1 


957 




17084 


47452 


A 


17189 


398 


553 




17085 


47453— 


A- 


17190 ; 


2 


293 




17086 


47454 


B 


17191 


53 


182 




17087 


47455 


A 


17192 


3 


1 114 




17088 


47456 


A 


17193 


1 


1024 


SVVEFIPSCAVVLWSSVLLSPVR 

LLSYLSGVPPGHPMEDSMDMD 

MSPLRPHNYLFGCELKAGQDY 

HFKVDNDENEHQLSLRTVSLGX 

AGAKDELHUVEAEAMYYEGSP 

1 KV/THL ATLKMS VQPTWSLGG 

\FE1TPPVV\LRLKCGSGPVHISG 

QHLVAV\EEDAESEDEEEEDVK/ 

LSLSI SGKRS AP\GGGSK VPQKE 

RKTCMLMKDDDD\DDEEDGYD 

EDD\DDDDDDF\DDEEAEEKAP 

SERNLYRDTPXAKNAQKSNQNG 

KDSKPSSTPRSKGQESFUCKQEK 

TPKTPKGPSSVEDIKAKMQASI 

A/EKGGSLPKVEAK.FINYVKNC 

FPMTDQDA1QDLWQWRKSL 


17089 


47457 


A 


17194 


2 


291 




17090 


47458 


A 


17195 


185 


307 




17091 


47459 


A 


17196 


3 


392 


VRGGQAFRQRPAPPLPVTRSAH 
RGRRPTRASQPSLFHLLLREGK 
MSESSSKSSQPLASKQEKDGTE 
KRGRGRPRKQP\PVSPGTALVG 
SQKEPSEVPTPKRPRGRPKGSK/ 
NKLEKEEEEGISQESSEEEQ 


17092 


47460 


C 


17197 


76 


378 




17093 


47461 


B 


17198 


1803 


1905 




17094 


47462 


A 


17199 


1 


416 




17095 


47463 


A 


17200 


30 


407 




17096 


47464 


A 


17201 


1 


993 




17097 


47465 


A 


17202 


1 


1287 




17098 


47466 


A 


17203 


1 


2004 




17099 


47467 


A 


17204 


] 


1368 




17100 


47468 


B 


17205 


] 


3035 




17101 


47469 


B 


17206 


j 


981 




17102 


47470 


A 


17207 


1 


2017 




17103 


47471 


A 


17208 


1 


1069 




17104 


47472 


A 


17209 




2463 




17105 


47473 


A 


17210 




324 





2173 
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SEQII) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unl<iiown > 
*=Slop codon, /=possiblc nucleotide 
deletion, \=|>ossible nucleotide insertion) 


17106 


47474 


A 




51 


1528 


GREASKMAQTQGTRRKVCYY 

YDGDVGNYY*G\QGHPMKP\HR 

IRMTHNLLLNYGLYRKMEIYRP 

HKANADEMTKYHSDDYIKFLR 

Sl/R V PDNI VGSTSKQMQRFN VG 

EDFPS1 PM ACFEFCQLSTGGS V A 

KCL*NFNKQQTDIAVNWAGGL 

HHAKJCSEASGFCYVNDIVLA1L 

ELLKYHQRVLYIDID1HHGDGV 

EEAFYTTDRVMTVSF[HKYGEY 

FPGTti DlSRDl G AGKGk Y YA'Vil 

YPLRDGIDDESYEAIFKPVMSK 

VMEMFQPSAVVLQCGSDSLSG 

DRLGCFNLTI KGHAKCVEFVKS 

FNLPMLMLGGGGYTIRNVARC 

WTYETAVALDTE1PNELPYNDY 

FEYFGPDFKLH1SPSNMTNQNT 

NEYLEK1KQRLFENLRMLPHAP 

GVQMQAIPEDA1PEESGDEDED 

DPDKRISICSSDKRJACEEEFSDS 

EEEGEGGRKNSSNFKKAKRVK 

TEDEKEKDPEEKJCEVTEEEKTK 

FFKPEAKGVKEEVKLA 


17107 
I / l u / 


47475 

H /H / -J 


A 


17717 


I 
■ 


407 




17108 


47476 


A 


17211 


1 


1851 




1 7100 


47477 

H /*t / / 


A 
/A 


17714 


1 


751 




17110 


47478 
*f /*+ /o 


R 


1771 S 

I /Z 1 J 


427 


614 




17111 
i / 1 i l 


47470 

H /H / 7 






1 

1 


71 1 




171 17 
i / 1 1 z 


474X0 

*r ZHOU 


A 
/A 


17717 
1/^1/ 


7 SO 


1 171 
1 1 / j 




17111 


47481 


A 

/A 


17718 


1 


1224 




171 Id 


474 87 

*t /HOZ 


A 

/A 


17710 


1242 


1743 

1 / *TJ 




17115 


47483 


A 


17220 


423 


1739 




17116 


47484 


A 


17221 


117 


1183 




17117 


47485 


A 


17222 


1 


377 


FRRGAW/VPLLTRWGFRPRGGC 
1SNDSPRRS/IHYRETKPEPPVRV 
CARGLQRTPSAGHRAVLRMPR 
RGRTRPGAPOGGAALGGPARD 

HECACAGRGAQTFALRKNCVC 
KMPSGRGRTCSKNFSYFPS 


171 \% 

1 / 1 1 o 


47486 


A 


17223 


331 


1 134 




171 19 
i / 1 1 y 


47487 


A 


17224 


178 


1200 




1 7170 


47488 

*T /*tOO 


A 

/A 




1 


367 




17191 

1 / 1 Z 1 


47480 
*t /Hoy 


A 
r\ 


17226 


85 


1160 




1 7177 
1 / 1 zz 


47400 


A 
/A 


17777 
1 /zz / 


ft 
o 


010 

y j\j 




I / 1 


47401 


A 

/A 


17778 
1 /zzo 


1 

1 


765 




1 7174 

1/1 Z*T 


47407 

H /H7Z 




17720 


120 


500 




1717S 
1/1 z D 


47401 


A 
/A 


17710 


212 


1 187 

J 1 o / 




1717£ 
1/1 zo 


47404 


A 

/A 


17711 
i / j i 


1 


000 




17127 


47495 


A 


17232 


1 


325 




17128 


47496 


B 


17233 


1 


535 




17129 


47497 


A 


17234 


271 


634 





2174 
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SEQ ID 

NO: 

. • » 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
inUSSN 
09/^40,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, \-possiblc nucleotide insertion) 


17130 


47498 


B 


17235 


301 


523 




17131 


47499 


A 


17236 


1 


1185 




17132 


47500 


A 


17237 


178 


497 


LPVPAYELNGSQQLPLLLGAAA 

IGYLAYKRFYVKDHRNKAMIN 

LHIQKDNPKIRHAFDMEXDLGD 

KAV\YCRCWRSKKFPFCDGAHT 

KHNKEYTGDNVGPLIIKKKET 


17133 


47501 


B 


17238 


184 


395 




17134 


47502 


A 


17239 


1 


103 


PA WH EGQPQPESECPPQRQCIC 
SHGRGTP A RCG VS Y * A RT/PAG 
ESP*TQQDLRAS*LGTRANHSQ 
RASARHKDSASAVTGAGHQRD 
AE 


17135 


47503 


A 


17240 


447 


667 


H RPRRRFQI KPQSQVPEH APLPL 
PTASDPP/AHSPRCPSESRLSPGG 
QRLGFPSSVLNCSKCSWQLAAC 
MGFSF 


17136 


47504 


A 


17241 


265 


890 




17137 


47505 


A 


17242 


I 


1374 




17138 


47506 


A 


17243 


1 


6189 




17139 


47507 


A 


17244 


I 


8277 




17140 


47508 


A 


17245 


178 


1177 




17141 


47509 


A 


17246 


1 


447 




17142 


47510 


A 


17247 


1 


465 




17143 


47511 


A 


17248 


3 


3910 




17144 


47512 


A 


17249 


2 


1871 




17145 


47513 


A 


17250 


1 


666 




17146 


47514 


A 


17251 


1 


635 


FPGRRFRRAVWCTHCCAPTPSG 

PVLPHSAAMSFLKSFPPPGPAE 

GLLRQQPDTEAVLNGKGLGTG 

TLYIAESRLSWLDGSGLGFSLE 

YPTISLHALSRDRSDCLGEHLY 

VMVNAKFEEESKEPVADEEEE 

DSDDDVEPITEFRFVPSDKSAF* 

FPCSVEAMFTAMCECQALHPD 

PEDEDSDD YDG EEYD VEAHEQ 

GQGDIPTFYTYEEGLS 


17147 


47515 


A 


17252 


1 


2796 





2175 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Lfnknoivn, 
*=Stop codon, /^possible nucleotide 
deletion, Y=possiblc nucleotide insertion) 


17148 


47516 


A 


17253 


1 

i 


2393 


ME1RGALDLRKRQVLIFLVLLG 

LSRAGTESAHYSVAEETEIGSFV 

ANLARDLGLGVEELSSREARV 

VSDDNKKYLHLDLLTGNLLLN 

EKLDRDELCGSTEPCVLHFQVV 

LENPLQFFRFELCVKDFNDHSPT 

FLDKEILIKISEGTTVGATFLME 

SAQDLDVGSNSLQNYT1SPNSH 

FYIKIPDSSDRKIYPELVLDRAL 

DYEQEAELRLTLTAVDGGSPPK 

SGTTLVLIKVLDIND^IAPEFPQS 

LYEVQVPEDRPLGSW1ATISAK 

DLDAGNYGKISYTFFHASEDIR 

KTFEI1MP1SGEVNLRSPLDFEVIQ 

SYTIN1QATDGGGLSGKCTLLV 

KVMD1NDNPPEVTISSITKRIPE 

NASETLVALFSILDQDSGDNGR 

M1CSIQDNLPFFLKPTFKNFFTL 

VSEKALDRESQAEYN1TITVTDL 

GTPRLKTE YN ITVLLSD VN DN A 

PTFTQTSYTLFVRENNSPALHIG 

SVSATDRDSGTNAQVNYSLLPP 

QDRHLPLASLVSINADNGHLFA 

LRSLDYEALQEFEFRVGATDRG 

SPALSSEALVRVLVLDANDNL\ 

PFVLYPLQNGSAPCTELVPRAA 

EPGYLVTKVVAVDGDSGQNA 

WLSYQLLKATEPGLFGVWAHN 

G E VRT A RLLSERD A A KH RL V V 

LVKDNGEPPRSATATLHVLLVD 

GFSQPYLPLPEAAPAQAQADLL 

TVYLVVALASVSSLFLLSVLLF 


17149 


47517 


A 


17254 


89 


1283 




17150 


47518 


A 


17255 


1 


276 




17151 


47519 


A 


17256 


2 


259 


WQGGILGSDPTPPLTSPNLLQT 
ACFREERDV/RRERGOPLGDHS 
ALCLPRRGVPVPCDGLLCWWG 
PPDAAEPLRGPSPARAGPVLPG 


17152 


47520 


A 


17257 


624 


4055 




17153 


47521 


A 


17258 


3 


1784 




17154 


47522 


A 


17259 


] 


1272 




17155 


47523 


A 


17260 


3 


576 




17156 


47524 


A 


17261 


1 


1017 




17157 


47525 


A 


17262 


1 


1107 




17158 


47526 


A 


17263 


256 


634 




17159 


47527 


B 


17264 


76 


1340 





2176 



WO 01/075067 



PCT/US01/08631 



StQID 
NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 

H^l^tiAn \~rtft«:cihl* n%\f*\c*(\t\i\t* inc»rt!nn\ 

uciciiun, \— |iuisiuic uuiicuiiuc in&crtiuii/ 


17160 


47528 


A 


17265 


1659 


2107 


NLLCCTCSPFSSPVSAPQTCTSN 

CIALLVHQQQWLVSSHLQKHF 

LHLH1FLA\LIVFNFSLHSF*IFDF 

DPWKLPP*PISPTLSSLPSNRHIA 

LILPCSCMTEDFDFKMPPAVAR 

YMTSPQAVH1IAVCPFKASRKV 

SHSSLKIWLFKSV 


17161 


47529 


A 


17266 


248 


540 


KFFSLRMLNINPHCLLACRVSA 
ERSAVSLMGFPLCISRPFSLAAL 
NIFSFISTLVNLMI1SLGVALLEE 
YLCG 1 LCI S* IG M LACLARLG K F 
SWIIR 


17162 


47530 


A 


17267 


4880 


5121 




17163 


47531 


A 


17268 


468 


602 


CLQLCSFGLGLTW*CGLFFYST 
*TLK* FFPI L* RMMV VF* WG LH 


17164 


47532 


A 


17269 


359 


462 




17165 


47533 


A 


17270 


457 


600 


LWWFNALFLCWLTSFLTTTLLE 

LHECLPVWRD*TRRHLTGWSK 

GSCTN 


17166 


47534 


A 


17271 


2405 


2830 


TPVFRF1ALSYTFADSDGEYF*IL 

LSENPQRFFKCCFNMRSNKIPW 

DTFANSIKGAEFSGKHFITEFISS 

SESESESESTRFRDFRGLETSSSL 

SLDSFSLLGDDFLSFLLSFT1DA 

VSSKRLSKE1RKARLCWRFPR1 


17167 


47535 


A 


17272 


1 


2172 




17168 


47536 


B 


17273 


446 


625 




17169 


47537 


B 


17274 


1 


2604 




17170 


47538 


A 


17275 


1 


3039 




17171 


47539 


B 


17276 


1 


1383 




17172 


47540 


A 


17277 


1 


993 





?177 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17173 


47541 


A 


17278 


3 


2494 


RSTRQKVNKDTQELNSALHQA 

DL 1 01 YRTLH PKSTE YTFFS A PH 

HTYSKIDHIVGSKTLLSKCK.RTE 

IITNYLSDHSAIK.LELRIKNLTQS 

RSTTWKLNNLLLNDY WVHN E 

MKAEIKMFFETNENKDTTYQN 

LWDAFKAVCRGKF1ALNAYKR 

KQERSKIDTLTSQLKELEKQEQ 

THSKASRRQEITKIRAELKE1ET 

QKTLQKINESRSWFFERTNKIQR 

PLARJLlKNKREKNQIDTIfCNDR 

GDITTNPTEIQTTIREYYKHLYA 

N K LENLEEM DTFLDTYTLPRLN 

QEEVESLNRPITGSEIVAIINSLP 

TKKSPG PDGFTA EF YQRYKEEL 

VPFLLKLFQSIEKEGILPNSFYE 

ASIILIPKPGRDTTKKENFRPISL 

MNIDAKILNKILANRIQQHIKKL 

IHHDQVGF1PGMQGWFNIHKS1 

NVIQH1NRAKDKNHMIISIDEEK 

AFDKIQQPFMLKTLNKL\G/DKI 

PRNPTYKGCEGPLQGELQTTAQ 

GNKRGHKQMEEHSMLMGRKN 

QY HENGHTAQG/IL*IQCHPHQ 

ATM DFLHRIGKN YFK VHMEPK 

KSPHRQVNPKPKEQSWRHHTT 

♦LQT1LQGYSNQNSMVLVPKQR 

YRSMEQNRALRNNAAYLQLSD 

L*QP*EKQAMGKGFPI**MVLG 

KLASHM*KAETGSLPYTLYKN 

OFKMD*RFKR*T*NHKNPRRKP 

RHYHSGHRHGOGLHVONTKSN 


1 7174 


47S49 


A 


17970 

\ 1 £.17 


9RS 






I / J / j 


*T / jHj 


A 

/A. 


179Rft 




1 1RQ 




1 7176 
I / I /o 


47S44 


pi 


179R1 


1 


I Z_)_> 




1 71 77 
i / 1 / / 


47^4S 


A 
AY 


179R9 


1 






1 71 7R 

1/1/0 


47S4£ 


D 
O 


179R1 





1 770 




1 71 70 
I / 1 /" 


47S47 


R 


1 79 R4 





1 197 




17180 


47548 


A 


17285 




3325 




17181 


47549 


A 


17286 




3145 




17182 


47550 


A 


17287 


1 


1095 


M1MGDFNTPLSTLDRSTRQKVN 

KDIQELNSALHQADLIDI YRTLH 

PKSTE YTFFS A S H LT Y SKI DHIV 

GSKALLSNCKRTEIITNYLSDHS 

AIKLELK 1 KKLTPNRSTTWKLN 

NLLLNDYWVHNEMKAEIKMFF 

ETNENKDTTYQNLWDTFKAEC 

RGKFIALNAHKRKQERSKIDTL 

Tcni KELEKOFOTHSKA^RROF 

ITKIRAELK£METQK\TLQK\INE 

SRG/WKKFLEKLCF1ELS*ARRI 



2178 



WO 01/075067 



PCT/US01/086J1 



SEQIU 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-linknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


17183 


47551 


A 


17288 


1 


3229 




17184 


47552 


A 


17289 


1 


1205 




17185 


47553 


A 


17290 


1 


986 




17186 


47554 


A 


17291 


1 


3170 


MGDFNTPLSTLDRSMRQKVKK 

DTQELNSALHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSKIDHIL 

GSKALLSKCKRTEIITNYLSDGS 

AIKLELRIKNLTQNRSTTWKLN 

NLLLNDYWVPNEMKAEIKMFF 

ET^NENKDTTYQNLWDTFKAV 

CRGKFTAbNAHKJtKQERPKIDT 

LTSQLKELEKQEQTHSKASRRQ 

EITKIRAELKEIETQKTLQKTN*S 

QSWFFERVKKIDRPLARLIKKX 

REKNQIDTIKND 


17187 


47555 


B 


17292 


I 


2148 




17188 


47556 


A 


17293 


1 


1416 




17189 


47557 


A 


17294 


1 


3099 


MGELITPLSTLDRSTRQKVNKD 

TQELNSALHQGDLID1YRTLHP 

KSTE YTFFS A PHHTYSKIDH I LG 

SKALLSKCKRTEIITNYLSDHSA 

IKLELR1KNLTQNRSTTWKLNN 

LLLNDYW1HNEMKAEIKMFFET 

NENKDTTYQNLWDAFKAVCR 

GKFIALNAHKRKQERSKIDTLT 

SQLKELEKQEQTHSKASRRQEI 

TKIRAELKE1ETQKTLQKINESR 

SWFFER1NKIDRPLARLIKKKRE 

KNQIDTIKNDK 


17190 


47558 


A 


17295 


1 


3345 




17191 


47559 


B 


17296 


1 


3122 




17192 


47560 


A 


17297 


1 


2118 




17193 


47561 


A 


17298 


965 


4091 




17194 


47562 


B 


17299 


15 


2762 




17195 


47563 


A 


17300 


1 


3049 


MTVKVRJTVTSGKKPPWLIPRQ 

TGYGVDLWQTPTDLQLRVLTV 

RRKTNKQKGHPHQNPICTSPSS 

KTKDRSTRQKVNKDIQELNSAL 

HQEDLIDIYRTLHPKSTEYTFFS 

APHHTYSKIDHIVGSKALLSKW 

KRTEITANCLSDHSA1KLELRJK 

KLTQN WS AT WKLNNLLLN DC 

WVH KEMKAEI KM FFETK\ENK\ 

DTTYQNLWDAFKAWCRGKFfA 

LNAHKRKQERSK1DTLTSQLKE 

LEKQEQTHSKASRR 



91 7Q 



WO 01/075067 
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SEO ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IISSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \-Unknovvn, 
*=Slop codon, /^possible nucleotide 
deletion, \=po$sible nucleotide insertion) 


17196 


47564 


A 


17301 


3 


4101 


PLSTLDRSTRQKVNKD1QELNS 

ALHQVDL1D1YRTLHPKSTEYTF 

FSVPHHNYSKJDHIVGSKALLS 

KCKRTEI1TNCLSDYNAIKLELR 

TEKLTQNRSTTWKLNNPLLND 

YWVHKEMKAEIKMFFETNENK 

DTTYQNLWDAFKAVCRGKFIA 

LNAHKRKQERSKIDTLTSQLKE 

LEKQEQTHSKATRRQEITKTRA 

KTNKIDRLLATLLKKKREKNQT 
GARKNDEGA1TTN 


17197 


47565 


A 


17302 


1 


3234 


N4ANKNNQCREVLKGPDELKT 

MAREPHDKCTSFSSQFDQLEER 

VSAMEDQMNEMKREEKFREK 

RJKRNEQRLQEIWDYVKRPNLC 

L1G VPESDG ENGTKLENTLQDII 

QENFPNLARQANIQIQEIQRMP 

QRYSLRRTTPRH 1 1 VRFTKVEM 

KEKMLRAAREKGRVTHKGKPI 

RLTADLSAETLQARRESTRQKV 

TLHPKSTEYTLFSAPHHTYSKID 
HIVGSKALLSKCKRTEI 


17198 


47566 


A 


17303 


1 


3390 


M LTLN H N RLTD A I LN I STC L S R 

HLDLNTGGKKRISYKRNYLME 

EHLEGLCSNEFTWENSTIMTDS 

QMLMHREEPGSLPNIPILSIVFT 

NNRSKRQKVNKD1QELNSALH 

QADLIDIYRTLHPKSTEYTFFSA 

PHHTYSKTDRJVGSKALLSKCK 

RTEUTNCLSDHSA1KLELRIKKL 

TQNCSTTWKLNNLLLNDYWV 

l-TM FMK' A F 1 V M FFFTN F7\I K PlTT 
VONI WHTFK'AVPRnK'FIAI >JA 
HK'RWnFR^k'inTI 

rl rVJ\J\.V^II/Ivo fx l VJ 1 Ll J 


17199 


47567 


B 


17304 


1 


2427 




17200 


47568 


A 


17305 


1 


4257 




17201 


47569 


A 


17306 


1 


3726 


MVVKTNARELRDECTSLSSPFN 

QLEERVSVMENQMNKMKQEE 

KFREKRIKRNEQSLQEIWDYVK 

RPNLCL1GVTESDGENGTKLEN 

TLQDITQENFPNLARKANIQIQE 

TQRTPQRYSSRRATLRHIIVRFT 

KVEMKEKMLRAAREKDFTPTK 

1KRDKEGHYIMVKGSIQQEELTI 

LNIYAPNTGAPRFIKQVLSDLQ 

KULLyorl 1 LlIYlvJLJriN 1 oLLl LrL^IV 

^MROKVNkDTOFI NSSLHOAD 
LID1YRTLHPKS1E 


17202 


47570 


A 


17307 


1 


1059 





2180 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17203 


47571 


A 


17308 


130 


1092 




17204 


47572 


A 


17309 




924 




17205 


47573 


A 


17310 




1206 




17206 


47574 


B 


17311 




1257 




17207 


47575 


A 


17312 


1 


685 


MEI1LRICKLTISKJELLDSGSSRL 

TMTHYKHRYFSHSAEEQIISEEL 

NESEMICQHHHTAENDFDELRE 

EGFRRSVITNFSKLKEDVQTHF 

KEAKNLEKRLDEWLTRINSVEK 

TLNDLM*LKTVA*ELRDTYTSF 

NSRFDQVEERVSVIEDQNWEM 

EREEKFREKRV * RN EQS/LQEI W 

NYVKRPNLHLIGVSE1DRENGT 

KLENTLQD1FQENFTYLARQAN 

IOIOEI 


17208 


47576 


B 


17313 


70 


1227 




17209 


47577 


B 


17314 


640 


751 




17210 


47578 


A 


17315 


1 


2328 


MGVSGAQPGRSCWHRSSTGSQ 

GLGPVPEPADCGGEAAGRARE 

EGTVSLTMGTADSDEMAPEAP 

QHTHIDVHIHQESALAKLLLTC 

CSALRPRATQARGSSRLLVASW 

VMQIVLGILSAVLGGFFYIRDY 

TLLVTSGAAIWTGAVAVLAGA 

AAFIYEKRGGTYWALLRTLLTL 

AAFSTAIAALKLWNEDFRYGYS 

YYNSACRISSSSDWNTPAPTQSP 

EEVRRLHLCTSFMDMLKVGGQ 

GEGAAAGLVQNPSGHALGCLD 

SAASGISDPSVAVLLENVPNQR 

GESLRCVPVYLGQWNCSKETG 

MDSGQFGEEKGAHDPSPTYYH 

ACLSTQWWPSPESPYPQPSGPQ 

VKEPRNPGKS1SMLCLWIRYHA 

ADSGSSRAKLPLEERLRPFSPTH 

DCL A FPLPLEKRPEGN VG SRCP 

SGTKLPEEGSGSNICCSAIFPVL 

QPPLVIPRQTRSGVDLQQTPTD 

LQLRDLTVRRKTNKQKGHPHQ 

NPMCTSPSSKTKELKEDVRTHH 

KEAKNLEKRLDKMWNRINSVE 

KTLNDPM ELKTXQA RELH DKCT 

SFSSRFDQLEERVSVTEDQMNE 

MKREEKFREKRVK\RNEQSLQE 

IRDYVKRPNLCLTGVPESDGEN 

ETKLENTLQDNIQENFPNLARQ 

ANIQIQEIQRTPQRYSSRRATPR 

H1IVRFTKVEMKEKMLRAAGE 

KGQVTHKGKP1TLTADLLA ETL 


17211 


47579 


A 


17316 


508 


666 




17212 


47580 


A 


17317 


622 


780 





01R1 



WO 01/075067 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
'-Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


17213 


47581 


B 


17318 


1 


777 




17214 


47582 


A 


17319 


1 


508 


MSGFEKQYKKIRLDKTLDSENE 

GLELPVPAKRSNLGVRLYACC 

GLLLCPAYPQHFAHGYVDKIPG 

YPGRAGTLTGLHPMQVCRCRR 

QAPCLKSNNAL1VILGTVTLDA 

ASHYGVI 1 Al YAI MOFU CAPK 
YKI PSFNTTNTSMOFN 


1 79 1 ^ 
J /Z ID 


47^R1 


R 
D 


1 7190 
1/ JZU . 


1 10 

J IV 


1047 




179 Ifi- 
1 /Z 1 v> 


47SRd 

H / jOt 


A'- * 

r\ 


i'7191-" 

1 / JZ J 


1 


1*101" 1 

1 1 \J 1 


1 - , ^ 


1 79 1 7 


H / JOJ 


A 
rV 


17199 

J / JZZ 


*?77 

Oil 


71S 
/ j j 




1 /Z I O 


H / JoO 


A 
r\ 


1 7191 

1 / JZ J 


117 
j j / 






1 7910 
i /z i y 


*f / Jo / 


A 
rV 


1 7194 

I /JZ** 


z 


fiSI 




1 7990 


*t / JOO 


A 
M 


1 719 S 

1 / JZ J 


9 
z 


01s 




1 799 1 
1 /ZZ 1 


h / joy 


A 
r\ 


J 1 JZO 


S19 

J JZ 


770 




1 7999 
J /ZZZ 


47c on 

H / J7U 


A 
/\ 


1 7197 
I / JZ / 


1 
1 


67 S 
0 / J 




1 7991 
J /ZZj 


** / jy 1 


A 
/\ 


1 719ft 

J /JZO 


1 
1 


6R4 




1 7994 


47^09 

1 / J7Z 


A 
r\ 


1 7190 
1 1 j£.y 


z 


OH 1 




17225 


47593 


A 


17330 


1 


808 




17226 


47594 


A 


17331 


562 


675 




17227 


47595 


A 


17332 


2 


1687 


DTGN1MEWKQQEGLSHNNWLG 

LGCLFGPETPIFYPATLGHTSSIY 

YERKKEDKNGMKEEHDTSVA 

MFFTLFNFQISVENIRKGPMVV 

GESIAQSYLNVVQEIFRSRNHQ 

LLQDLTRDLCDNLKTCHTSHGS 

VMAETAVrNHKKRKNSPRIVQS 

NDLTEAAYSLSRDQKRMLYLF 

VDQIRKSDGTLQEHDGICE1HV 

A K Y AEIFGLTS AE ASKDI RQ A L 

KSFAGKEVVFYRPEEDAGDEK 

G YESFPWFI KQRSNLG VRLYAC 

CGLLLCPAYPQHFAHGYVDKIP 

GYPGRAGTLTGLHPMQVCRCR 

RQAPCMKSNNALIVILGTVTLD 

AVGIGLVMPVLPGLLRDIVH\SD 

SIASHYGVLLALYALMQFLCAP 

VLGALSDRFGRRPVLLASLLGA 

TI D Y A I M ATTP V RG H S V L KG KQ 

HKSVENLQPDNVIEKKIPFSGEK 

FKPAAEICKSNRELNVNHQDNG 

ENVSRACQRPLLQPLPSQAWRF 

RRKNWFCGPGPWSPFSVQSRD 

1 VPPVPAAPAI TKRGOGTAOA 

VASFGGSPKPWOI PHGVFPAG 

AQKSRA E V WEPPPRFQKM 


17228 


47596 


B 


17333 


12 


60 




17229 


47597 


B 


17334 


253 


2103 





2182 



WO 01/075067 



PCT/US01/08631 



SfcQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


17230 


47598 


A 


17335 


469 


2512 


PTSAYERGQRFASRLQMNLLEY 

FLRWLMAKIFPQAPCMKSNNA 

L i V i LG T VTLD\A v G i G L V M P V L 

PGLLRDIVHSDS1ASHYGVLLAL 

YALMQFLCAPVLGALSDRFGR 

RPVLLASLLGATIDYAIMATTP 

VLW1YPLVNVSKSDDTLKJNGV 

EDHKT1FDGDGKTYQNVQQFID 

EGNYTSGDNHTLRDPHYVEDK 

GHKYLVFEANTGTENGYQGEE 

SLFNKAYYGGGTNFFRKESQKL 

QQSAKKRDAELANGALGIIELN 

NDYTLKKVMKPLITSNTVTDEI 

ERAMVFKMNGKWYLFTDSRGS 

KMTIDGIKLNDIYMLGFVSNSL 

TGPYKPLNKTGLVLOMVLDPN 

DVTFTN FY LPG PO AKANM WLL 

QAHDKKSFSRIKGTFGPAL 


17231 


47599 


A 


17336 


2393 


2945 




17232 


47600 


A 


17337 


980 


1732 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mcl 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=tInknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


17233 


47601 


A 


17338 


1 


2400 


g rpfprpprlcqrrl rggg rm k 

mtgdfeeclkdsprfraaleev 

egdvaelelkldklvklgiami 

dtgkafcvankqfmngirdla 

qyssndavvetsltkfsdslqe 

minfhtil/l*pnseinlrhsfsn 

fvkedlrkfkdakkqfekvse 

ekenalvknaqvqrnkqheve 

eatniltatrkcfrhialdyvl 

qjnvlqskrrseilksmlsfmy 

ahlXffhqgydlfselgpyMk 

dlgaqldrlvgdaakekreme 

qkhstiqqkdfsrddsklkynv 

daang1vmegylfkrasnafk 

twnrrwfsiqnnqvvyqkkfk 

dnptvvvedlrlctvkhcedie 

rrfcfevvsptkscmlqadsek 

lrqawikavqtsiatayrekg 

desekldkksspstgsldsgne 

skekllkgesalqrvqcipgna 

sccdcgladprwasinlgitlci 

ecsg 1 h rslg vhfskvrsltldt 

wepellklmcelgndvinrvy 

eanvekmg1kkpqpgqrqeke 

ayirakyverkfvdkys1slspp 

eqqkkfvsksseekrlsiskfgp 

gdqvrasaqssvrsndsgiqqs 

sddgreslpstvsanslyepeg 

erqdssmfldskhlnpglqlyr 

ASYEKNLPKMAEALAHGADVN 
WANSEENKATPLIQAVLGGSLV 
TCEFLLQNGANVNQRDVQGRG 




476ft? 


A 


I7HQ 


1 


78? 








A 


17140 

1 / J*t\J 


i 
i 


47S 




17236 


47604 


A 


17341 


1 


852 




17237 


47605 


A 


17342 


432 


696 




17238 


47606 


A 


17343 


3 


296 


ETE1 EALKEELLFLKKNQEEEV 
KGLQAQIAISGLTVEVDVPKSQ 
rn AKiMAniWAO*nFi FDfiFDF 
SLRDALDSSNSMQTIRKTTTRPI 
VSGWQSGV 


17239 


47607 


A 


17344 


2 


292 


SQKKGLVGALTLNPPHFCPCHL 
*EVKGLQAQIASS\GLTVEVDAP 

KNREELDKYWSOOVREGKGM 
GCQGVGGRQTE 


17240 


47608 


A 


17345 


1 


908 





2184 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=t)nknown, * 
*=Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


17241 


47609 


A 


17346 


I 


1452 


TGPEFHDRLRVRRRPQSLSPVL 

LLSSPDSMSFTTRSTFSTNYRSL 

GSVQAPSYGAGPRRAARPASY 

AGAGGSGSR1SVSRSTSFRGGM 

GSGSL\ATG\IAGG\LAGMG\GIQ 

NEKETMQSLNDRLASYLDRVR 

SLETAENRRL\ESKIRE\HLEKKG 

PQ\VRDWSHYFKI\IEDLRA\QIF\ 

ANTV\DNARJVL\QI\DNAPSCVR 

DDFR\VKY\ETELA\MRQSCWRT 

D1HGAPQGPFDDTNYHTDLQL/ 

EKTEIRGSSRRELLFQ*RRNHEE 

/EKLKGLQAQIAQFLGLTRGRL 

DCPQIFRDLRQDSWADIRGPIID 

ELASEEPRGSLDKY\WSQQ1\EE 

STTVVTTQF\AEVEAAETT\LTE 

LRRTVQSLEl\DLDSMRNLKAS\ 

LENSLREG * RP A Y ALQ\MEQLN 

GI\LLHLESELAQTRAEGQRQA 

QEYEALLNIKVKLEAEIATYRR 

LLEDGEDFNLGDALDSSNSMQ 

TIQKTTTRRiVDGKVVSETNDT 


17242 


47610 


A 


17347 


467 


843 




17243 


47611 


A 


17348 


1 14 


1363 




17244 


47612 


A 


17349 


2 


281 




17245 


47613 


A 


17350 


1 


588 




17246 


47614 


A 


17351 


184 


354 




17247 


47615 


C 


17352 


391 


657 




17248 


47616 


A 


17353 


1 


2010 




17249 


47617 


A 


17354 


2 


443 


VPDLPPSHRGFRAAQGGLPPKN 

KVAALPSWGSANQNSSARWEL 

VSPPIHRGGS*GPGETGDLDGSS 

IQRAVELRLVQAFVVPKSSLRD 

PSREGRGGWAG*VQTKGA*AR 

PTLLWAPKR/DRGGKAAPTSTW 

NSPKAGCPSARSSPAPP 


17250 


47618 


A 


17355 


1 


1359 




17251 


47619 


A 


17356 


260 


380 




17252 


47620 


A 


17357 


153 


273 




17253 


47621 


A 


17358 


270 


484 


AKYRGTGSSRKALGAHWVPKQ 
P1PAWQHKDPSGGRPEEQGVKL 
YREKEFSS*TL*/RI*TGPDAWA 
YAWADAW 


17254 


47622 


A 


17359 


2 


941 




17255 


47623 


A 


17360 


1 


615 




17256 


47624 


A 


17361 


911 


1472 




17257 


47625 


A 


17362 


2 


442 




17258 


47626 


B 


17363 


76 


235 




17259 


47627 


A 


17364 


38 


190 




17260 


47628 


A 


17365 


134 


523 




17261 


47629 


B 


17366 


1 


1776 





71R5 
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SEQ Il> 


SEQ ll> NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X-Unknown t 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \= possible nucleotide insertion) 










sequence 






1 7767 
1 /ZOZ 


4761ft 


A 
r\ 


1 7167 

1 / JO / 


1Q4 


SS4 

JJH 




1 7761 
l /ZOO 


4761 1 


A 
rV 


1 71AR 


zz 


R1 1 
Oj 1 




1 7764 


47617 
4 /OJZ 


p 

v^ 


1 71AQ 
I / J07 


1 


1 101 

1 171 




1 77A^ 




A 

A 


1 / J l\J 


IQO 

i yy 


A47 
04 / 


PQVPTPr.QPMPTTAVAVPPPnQ 




























wiTfiAPv^nFRi nwi ifrpkt; 














\j KJvA t L o 1 K o L. A L# r L. r ri VJ o V 














NDW1P! Ol Rl I SRASFH^DDDl 














GFOAYRRI AI HILC1HSSKFA! F 








i 






1 NTFOPVTFtNAFSK 


1 /ZOO 




A~* *• 

A 


1 717 1 
1/3/1 


1 ^ ** * ' *" 


7£Q7 ■ * 

zoy / 




1 /ZO/ 




t> 


1 7177 


7^ 

Z J 


i oyo 




1 77AR 
1 /ZOo 


4761A 
4/0.50 


A 
rV 


1 7171 


z 


71 R 

ZJo 


A<51 R^^PF*sR<il RPnfil<r>JTPFR^ 














Gl PKAI FrTKP^RVADI nPAHH 














RRPl P^VOPG*AlPGRVSRfJFKN 














1 TMR 

Li I IN IV 


1 77AQ 


47617 
4 / Oj / 


A 
/\ 


1 7174 


7 
Z 


7541 




1 /Z /U 


4761R 
4 /OjO 


A 
/\ 


i 717< 
1 / j 1 D 


1 0R 


401 


poai RFH^p<iv*Tr;RnnRni i f 














k nrTroR or r dvds vog k r r i 














I4IQQPn/11 V\ PUXIV 
















1 7771 
J /Z / 1 


47£1Q 


A 
A 


1717/; 
1 / j /O 


^R 
Jo 


541 


VI YR^<sRMPRICIRVl i^RPFmv 














Vir*PP\/I QHTCnDPHnVA AAA 














v<ik'Tnnk' r i n<^nTRfi<in a PH<i 

v o/x. i vjv^ivrvirioovj i ivuovjnrno 














ruWWtrorURVUVoILrLroLN 




























SPFriPRFPSPPSHCiI fiFPKMCT* 














TOVPA^TTO^DNriONHPNPrirP 














ivirior L/o 


17z /Z 


4 /04U 


A 


1 7177 


14 


7A 1 
/U 1 






4 /041 


A 
A 


1 717C 


y i 


juy 
















PPVTVFI TFPAPAfiAAVPRRP*! 














PRTAPS*I HPI PVrRMPGFAPT 














ARHAAWV 

/VI VI 1/V/V W V 


1 7774 


4764? 


A 


17179 


7 

Z. 


iUiJ 




1797S 


47641 


A 
r\ 


171X0 

\ f J ou 


1 


1759 

1 / JL 




1 7976 
1 /z /o 


47644 


A 

A\ 


I71R1 

J fJO 1 


1957 
jz. j / 


1419 




1 7777 
1 /z / / 


4764S 


A 


171R? 


i 
■ 


1 U 7 1 




17278 


47646 


A 


17383 


233 


1148 




17279 


47647 


A 


17384 


I 


1716 




17280 


47648 


C 


17385 


162 


356 
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SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


17281 


47649 


A 


17386 


836 


2106 


AKKFRKRWPLEEQEQNVPDGG 

AAPVTALRKRVTSQRCSLEFLE 

DAVGCAPAQRYTPPSAPSSTTF 

LGLPLT/TCGARGSWEEKSDLC 

PLPCRTKHTSGSPRHKGLKKTH 

FIKNMRQYDTRNSR1VLICAK.R 

SLCAAFSVLPYGEGLR1SDLRV 

DSQKQRHPSGGVSVSSEMVFEL 

EGVELGADGKVVSYAKFLYPT 

NALVTHKSDSHGLLPTPRPSVP 

RTLPGSRHKPAPTKSAPASTEL 

GSDVGDTLEYNPNLLDDPQWP 

CGKHKRVL1FASYMTTVIEYVK 

PSDLKK.DMNETFREKJPHVKLT 

LSKIRSLKREMRSLSEECSLEPV 

TVAMAYVYFEKLVLQGKLIKQ 

NRKLCAGACVLLAAKISSDLRK 

SGVTQLIDKLEERFRFNRRDLIG 

FEFTVLVALELALYLPENQVLP 


17282 


47650 


A 


17387 


1 


2531 




17283 


47651 


A 


17388 


1 


1506 




17284 


47652 


A 


17389 


34 


576 




17285 


47653 


A 


17390 


112 


1840 


EELRVREHVTGGICGGSQMMV 

DLLGATTLELVAVAPWVMSAA 

AGGKNLKSPHKVEVDIIDDNFI 

LRWNRSDESVGNVTFSFDYQK 

TGMDNWIKLSGCQNITSTKCNF 

SSLKLNVYEEIKLRIRAEKENTS 

SWYEVXDSFTPFRKAQIGPPEVH 

LEAEDKAIVIHISPGTKDSVMW 

ALDGLSFTYSLLIWKNSSGVEE 

RI EN 1 YSRHK1 YKLSPETTYCLK 

VKA A LLTS WKIG V YSPVHCIKT 

TVENELPPPENIEVSVQNQNYV 

LKWDYTYANMTFQVQWLHAF 

LKRNPGNHLYKWKQIPDCENV 

KTTQCVFPQNVFQKGIYLLRVQ 

ASDGNNTSFWSEEIKFDTEIQAF 

LLPPVFNIRSLSDSFHIYIGAPKQ 

SGNTPVIQDYPL1 YEI 1 FWENTS 

NAERKHEKKTDVTVPNLKPLT 

VYCVJCARAHTMDEKLNKSSVF 

SDAVCEKT1CPGNTSKJWLIVGI 

CIALFALPFVIYAAKVFLRCINY 

VFFPSLKPSSSIDEYFSEQPLKNL 

LLSTSEEQIEKCFI1EN1STIATVE 

ETNQTDEDHKKYSSQTSQDSG 

NYSNEDESESK.TSEELQQDFV 


17286 


47654 


A 


17391 


3 


373 





WO 01/075067 PCT/US01/08631 



SEQ 10 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


17287 


47655 


A 


17392 


1 


432 


LPRFVGQQPRPLGPLRGSGSEG 

CRAPGEAVRAPDYAFPIPGTRA 

S/PLNRFPLGGTAWPQAHPTNP 

KPAPAPGAQLDDPPRYSRHGLS 

DU/fil PI O^I VI 1 PPI ORPMI PO 

A A APNTPWWPWTI RAfiRRRrsI 

AHAORKI HI WAfiKVF 
r\iLf\\i i\j\i>n Li wf\\ji\ v o 


1 79RR 
i /Zoo 


f /OJO 


A 

r\ 


i /jyj 


Q5t 

70 






17289 


47657 


A 


17394 


1 


364 




17290 


47658 


A 


17395 


1 


1230 




17291" 


47659" " 


A " 


17396" 


892 


2004 


RRMSFMSSEVLVGELMSPFDQS 

GLGA\EESLGLLDDYL\EVAKHF 

KPHGFSSDKAKAGLLPNGLAV\ 

DGLVSPSNNSKE\DAF\SGTDW 

DVGRKWVLKEFDFGCPCLGIE* 

PWETIARLTFLTTFGIDICDSLLP 

P*FQGRLIKAAPPRRLNPIG\HLP 

QKFLTKPRPGLAPFTF\LQPL\PL 

SPGVL\SSTPDSFPFSFRSWGS*K 

WDIH*KGD*/RKPDYTAYVA\MI 

PQCIKE\EDTPSD\ND\SG1\CMSP 

ES\YLGSPQHSPST\RGSPNRSLP 

SPGVLCGSARPKPYDPPGEKMV 

AAKVKGEKLDKKLKKMEQNK 

TA ATPVROKK R A FOR A I THFP 

KELEKKNEALKERADSLAKEIQ 
YLKDLIEEVRKARGKKRVP 


17292 


47660 


A 


17397 


43 


1300 


DSCCIQGTMRLSRTQQRPGVEG 

SLKQHQRLHSNFSSINESVFIVS 

FSLNTIGSGGRGAEGEP/GREPL 

SRPQPPAGPLGGALPAPP\SLMP 

QL*SE*GRLLQLLYLLLQ/PAVC 

SCSRCSAPRSRCVARPAARTGL 

PTPAPASSP/CSRSLSSSRSLSSSC 

RVSCCHSLSSCCRSLSCSRSSST 

SSRSSSTSSSSLSLSSSLSCSSCRL 

SCSNSFSTSSSSLSLSSSLSCSSC 

CLSCSNSFSTSSSSLSLSSSLSCS 

SCRLSCSNSFSTSSSSLSCPGSFS 

CSHSLSSCSRSLSSCSHSLSSCSR 

SLSSCSHSLSSCSRSLSSCSHSLS 

SCSRSLSSCSHSLSSCSRSLSSCS 

PQ1 <JQPQ1?51 S'JP^H^I ISfJH^I 

SSCSRSLSSCSCSLSSCSRCLSSC 
SCSLSSCSRSLSSCLLFRRLNI 


17293 


47661 


A 


17398 


288 


574 





2188 
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SEQID 
NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


17294 


47662 


A 


17399 


230 


648 


VIAPGLWMMAAD1PRVTTPLSS 

LVQVPQEEDRQEEEVTTMILED 

DSwv'QEAVLQEDGPESEPFPQS 

AGKGGPQEEVTRGPQGALGRL 

RELCRRWLRPEVHTKEQMLTM 

LPKEIQAWLQEHRPESSEEAAA 

LVEDLTQTL*DSWVQEAVLQE 

DGPESEPFPQSAGKGGPQEEVT 

RriPHPtAI flRI RPI PRRUAI RPF 

VHTKEQMLTMLPKEIQAWLQE 
HRPESSEEAAALVEDLTQTL 


17295 


47663 


A 


17400 


105 


381 


SSGFWPLRFPLDV1KAVSTIAVH 
EKEESLWPRVAVFSTLAP/ESPP 

u/fiFA Pn < \AfiR*<iri\/PFnH\/Hl 
YV VJ C>r\ ryi3/\\JI\ Ov VrCl/ri VrlL 

Ix T I\vJ I LjLnV^LjjtvnnrrnyLj 

HYKN 


17296 


47664 


A 


17401 


1023 


1915 




17297 


47665 


A 


17402 


3 


277 


QVLLQGALLLL1TVAQAGRVLK 
LGVSREFQDLL1LWGKETFRR/C 
pnpr^PAi hi npn^^ip/^<inn! i 

♦VI AAFOPOT HPriPPRTPAPVQ 

HAP 


17298 


47666 


A 


17403 


3 


299 




17299 


47667 


C 


17404 


46 


398 




17300 


47668 


A 


17405 


171 


403 


GKNSTLQQFNNLLHYSSITVAV 

>J>JPTI ON<lV^VFPI VII FTY1IWO 
1 VKVII Rl^l flK*RFf;i PI <sf 
LFLPPVSLF 


17301 


47669 


A 


17406 


291 


467 




17302 


47670 


A 


17407 


2 


395 


DHAYVFLGRTACYLMKAYRK 
VNPRVIFSSNTIETHPKDLLHSC 
DHPFAEKTQFTVSTLDDVKNSG 

0 1 IVL/IN I V^Ix. 1 OC1 0/V V niL/ i C«V^ V o 

VMLQAGTPPLQVK*RKNFQQR 
KQG*KMKWDPSD1SNSMAEVL 




47/V7 1 

H /O / 1 


A 
rV 


I /4UO 


i 
i 


14Q 


CPDWVLAEISTLAK\IPL*SCGCS 
AARY 


17304 


47672 


A 


17409 


555 


1156 


QFYNKTPSRSECPNLLHHMRTE 

G PPGG V DQPDG HQ AG WPPPEP 

AGQQRGRQSGCHLLQGGASPR 

PSCGTVHARACTPPASCPPCHR 

YRSHLQRGKWWPK/GLPQHTR 

LDHTE V LG A A EG ST V S A VPS AT 

RAARJDHVRRLQTRKCFCKGAL 

1 1 I ITAARAHRVI FHOPOI I OF 
TnnnPAIHTVI nPTHPHFTOHP 
urf.i HIA 




47673 


A 


17410 


3 


366 




17306 


47674 


A 


17411 


408 


1702 




17307 


47675 


A 


17412 


1 


2661 





91ftQ 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
'-Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


17308 


47676 


A 


17413 


2 


2288 




17309 


47677 


A 


17414 


1 


1992 


mgdfntplstldrsmrqkvnk 

diqelnsavhqvdl1diyrtlhp 

ksteytfflaphrtyskidhivg 

skallskckrtei 1 rnclsdh s a 

1klelrjnkltqncsttwklnn 

mllndywvhnemkae1kmff 

etnenkdttyknlwdtfkavc 

rgkfialnahkrkqerskidtl 

tsqfkelekqeqthskasrrqe 

itkiraelkeietqktlqkines'r 

swffemiskidrplarl1kkkre 

knq1dtikndkgdiitdpteiqtt 

ireyykhlyaiklenleemdkf 

pytntlprlneee1eslnrtitgs 

eieaiikslptkkspgpdgftakf 

yqrykeelvpfllklfqsieke 

g1lpnsfyeasiil1pkp/dvgsss 

qgnqagernkgysfrkrgsqi 

vpvcr*ydctfrkshflspksp* 

adkqlqqslrjqnqcakits i pi 

hhqqtnrepnhe*tpihncfke 

nkiprnptykgcegplqgelqt 

taq*nkkghkqmeehsmlmd 

rknqyrenghtaqgnlqiqch 

phqatndflhrjgknyfkvhm 

epkksphcqdtpkqke* s wrh 

hat*lqtilqgysnqnsmvlvp 

IfTkPVPPKXPmsJP A f PtJMTTHI H 
N-Vfiv I Ivr IVLC/V^rN lY/\ L> ivrN IN I 1 nLy 

VLGKLASHM*KAETGSLLYIL 


17310 


47678 


A 


17415 


1 


1677 





2190 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
couon tor pepuue 
sequence 


Nucleotide locution of last 
codon for last amino acid 
oi pepuue sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 

Hplpfinn \=nnccihlf> mtrlpAfiffp incprfinn\ 


17311 


47679 


A 


17416 


1 


2178 


MGDFNTPLSTLGRSTRQKVNK 

DTQELN SALHQA DLI DI YGTLH 

PKSTE YTFFS APHHTYSK! DH ! V 

GSKALLSKCKRTEIITNCLSDHR 

AIKLELRIKKLTQNRSTTWKLN 

NLLLNDYWVHNEMKAE1KMFF 

ETNENKDTTYQNLWDTFKAVC 

RGKFIALNAHKRKQERSK1DTL 

TSQLKELEKQEQTHSKASRRQE 

ITKIRAELKEIETQKTLQKINESR 

SWFFER1NKIDRPLARLIKEKRE 

KNQI D ATKNDKG D ITTDPTEIQ 

TTIREYYKTLYANKLENLEEMD 

KLLDTYTLPRLNQEEVESLNRPI 

TGSEVVAIINSLPTKNSPGPDGF 

TAKYYQRYKEELVPFLLKLFQS 

TEKEGILPNSFYEASIIL1PKPGR 

DTTKKENFRPISLMNVDAKILN 

KILANRIQQH1KKLIHHDQVGFI 

PGMQGWFN1CKSINVIQHINRT 

KDKNHMIISIDAEKAFDKIQQPF 

mlktlnklvlevlarairqeke 

ikgiqlgkeevklslfaddmiv 

ylenpiisaqnllklisnfskvs 

gykinvqksqaflytnnrqtes 

qimselpftiaskrjkylgiql.tr 

dvkdlfkenykpllneikedtn 

KWKNIPCSWIGRJNIVKMAILPK 
VIYRFNAIPIKLPMTFFTELEKTT 
LKFI WNQKRARITKSILSQKNK 
AGG1TLPDLKLYYKAIVTVKTA 
WYCYQNRD1DQWNRTEPSEIM 


17312 


47680 


A 


17417 


1 


1770 




17313 


47681 


A 


17418 


1 


1101 




17314 


47682 


A 


17419 


1 


1614 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


17315 


47683 


A 


17420 


1 


1878 


MVLALTGNfCADLASKRPLEFQ 

EAQAYADDDSWLFMETSAKG 

AMNVNEIFMAIAEKLPKNKPQ 

N A AG A PDRNQG YLSACEFSGR 

KLPKQTTKHIKQSLRTKLCGAS 

YASSNLIPRKLYEPPLVIPRKTG 

SGVDLQQTPTDLQLWVLTVRR 

KSNKQKGYPHQNPICMLPSSKT 

KDFKPTKIKRDKDGHYIMVKG 

SIQQEELTVLNfNAPNTGAPRFI 

KQALRDLQRDLDSHTIIMGDFN 

TPLSTLDRSTRQKVNKDIQELN 

SALHQADL1DIYRTLHPRSKDY 

TFFSAPHHTYSKIDHIVGSKALL 

AKCKRTEITRNCLSDHSAIKLEL 

RJKKLTQKCSTTWKLNNLLLND 

YWVHNEMKAEIKMFFETNENQ 

DTTYQNLWDTFKAVCRGKFIA 

LNAHKRKQERSKID1LTSQLKE 

LEKQEQTHSKASRRQEITKIRVE 

LKEIKTQKTLQKINESRSWLFE 

KINKIDRQLARLIKKKREKNQ1D 

A1KNDKGDITTDPTEIQTTIREY 

YKHLYAKKLENLEEMDKFLDT 

YTLPRLNQEEVESLNRPITGSEl 

E A 1 1 KSLPAKKSPGPDGFTAEFY 

ORCEKELAOFLLRLFKSTEKEGI 

LPN S F Y EDSIIL/ILPKPG RDTTK 

KENFRPISL 


17316 


47684 


A 


17421 


1 


1761 




17317 


47685 


A 


17422 


1 


1875 




17318 


47686 


A 


17423 




161 1 




17319 


47687 


A 


17424 


1 


4539 




17320 


47688 


B 


17425 


1 


6294 




17321 


47689 


A 


17426 


2 


1913 




17322 


47690 


A 


17427 


1 


1026 




17323 


47691 


A 


17428 


1 


2112 





2192 



WO 01/075067 PCT/US01/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
uciciiuit, \— possiuic nucleotide insert lonj 


17324 


47692 


A 


17429 


1 


1884 


MENGFDELREEGFRRSNYSELQ 

EE1QTKCKEVKNIEKNLDECITR 

I PNTEKCLKKLM ELKTKARELR 

EECISLRSRCDQLEESVSVMED 

EMHEMKREGKFREKRJKRNEQ 

SLQEIWDYVKRPNLRL1GVPED 

RSMRQK.VNKDTQELNSALHQA 

DLIDIYRTLHPKSTEYTFFSAPH 

HTYSKIDH1VGSKALLSKCKRT 

EI1TNYLSDHSA1KLELKIKKLTQ 

NFSTTWKbNNLLLNDYWVHN 

KMKAEIKMFFETNENKDTTYQ 

NLWDTFKAVCRGKFIALTMAYK 

RKQERSKIDTLTSQLKELEKQE 

QTHSKASRRQEITKIRA ELKEI E 

TQKTLQK.INESRSWFFERJNK1D 

RPLARLIK.KK.REKNQIDAIKND 

KGD1TTDPTEIQTT1REYYKHLY 

TNKLENLEEMDKFLDTYTLPRL 

NQEEVESLNRPITGSEIVAIIHSL 

PTKKSPGPDGFTAQFYQRYKEE 

L/RNKJPRNPTYKGCEGPLQGEL 

QTTAQGNKRGDKQMEEHSML 

MGRKNQYRENGHTAQGNLQIQ 

CHPHQATNDFLHRJGKNYFKV 

H M EPK.K.SPHRQ VNPKPKEQS W 

RHH AT* FQI1LQG YSNQNSM VL 

VPKQRYRSMEQNRALRNNATY 

LQLSDL*QT*EKQAI 


17325 


47693 


A 


17430 


1 


1695 




17326 


47694 


A 


17431 


1 


3779 


MELKTKARELREECRSLRSRRN 
QLEERVSAMEDEMN EMKREG 
KFREKRIKRNEQSLQE1 WDYVK 
RPNLRLIGVPESDAENGTKLEN 
TLQD1 IQEDFPNLARQAN VQ1QE 
IQRTPQRYSSRRATPRHIIVRFT 
K VEMKQKM LRA AREKDFKPT 
K1KRDKEGHYIMVKGSIQQEEL 
TI LNI YAPNTGAPRFIKQVLSDL 
QRDLDSHTLIMGDFNTPLSTLD 
RSTRQKVNKDTQELNSALHQA 
DLIDIYRTLHPKSTE 


17327 


47695 


A 


17432 


1 


735 




17328 


47696 


A 


17433 


I 


2541 




17329 


47697 


A 


17434 


1 


1461 





2193 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 

hod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
or peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


17330 


47698 


A 


17435 


2 


429 


AACAAAMSLVIPEKFQHILRVL 
NTNIDGRRKIAFAITASSSSSSSS 

ssssssssssssssssssssssssss 

SSSSSSSSSVNLLSNGLYL/VKG 
VfiRRYAHVVl RKAD1D1 TKRA 
GFI TFDFVFRVIT1MONPROYK1 
PDWFI 


17331 


47699 


A 


17436 


1 


615 




17332 


47700 


B 


17437 


264 


556 




17333 


47701 


A 


17438. 


1 


406 


FFFFFLQKVGI YLH 1 KTFQQH RL 

WVTSAAFLSLSSMAAVGTSSSL 

SENSGPGHGGKQTF*GP/EGTDI 

PEGRHHFSAQAFSVVAGRGTA 

AAI 1 Hfi^HVPOfiRVSRlG^RSCiG 

PPSHPDTCSOSSH^ACiR^CPHSC 

1 VJ 


17^4 


H / l\J£. 


A 


i iHjy 


•5 
J 


JH04 




17335 


47703 


B 


17440 


42 


367 




17336 


47704 


B 


17441 


203 


382 




17337 


47705 


A 


17442 


22 


266 


YRDLPHFLLNSDL1FNMSTSLRE 
TMII IRTI SRVPl /PI HfiVIOPK 
KIOOl VI NAI NOVOF^IFOVSF 
NLFPDAFQHVIRA 


17338 


47706 


A 


17443 


1 


1137 




17339 


47707 


A 


17444 


1218 


1482 


QSPWPSLLRGDVSITPNL1FSCL 
^IfiWPFCI V/SFC*PKK*TFOfiV 
fi^FVYDVKHFASrVf CHKOM1M 
YA Nl YFRNTYFVAI 1 STFI FFN 


17340 


47708 


A 


17445 


2 


377 




17341 


47709 


A 


17446 


1 


211 




17342 


47710 


A 


17447 


2 


732 


CSSPSN/TILGVQKLNSQWRLA 

QDFRLINEAVIPLYPVVPNPYTL 

LSQIPEEAESFTVLDLKDAFFCIP 

LH SDSQFLFAFEDPTDHNSQLT 

WM VLPQGFRDSPH LFGQAQAQ 

DLVHFSSPGTLVVQYMDDLLL 

ATSSEASCQQATLDLLNFLANQ 

GCKRVG1ALGVLTQTHGTTPQP 

VAYLSKETDVAAKGPLTAILLL 

LAFGPCIFNLLVKLVSSRJDAIK 

LQMVLQMEPQMSSTNNFYRGP 



2194 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


17343 


47711 


A 


17448 


I 


3003 


MPGAQDLQPTMPEPPHPQWAP 

TWPEPPRRVPPPAPRRPVPLTA 

QGLSVDQSRLGKFSDDPDRYID 

VLQGLGQTFDLTWRDVMLLLD 

QTLAFNEKNAALAAAREFKDT 

WYLSQVNDRMTAEERDKFPSG 

QQAVPSMDPHWDLDSDYGDW 

SHKYLLTCVLEGLRRIRKKPMN 

YSMMSTITQGKEENPAFLEQL 

WEALRKY1PLSPKSLEGQLILKD 

KF1TQSAADIRGKLQKQSLVPE 

QNLEALLNLATSVFYNRDQ 


17344 


47712 


A 


17449 


5 


624 


1QPILAYPHPKTLKQLWGFLGIT 

/GFCPVW1PRCSK1AKSLYTLIK.E 

TQRANTHLV E WEPEAETAFKT 

LKQALVQAPTLSLPTGENFSLY 

VTERAGIALGVLTQTRGTTPQP 

VTYLKDGEPMKCDCQQIIVQTY 

ATQDDLLEVPLANPDLNLYTD 

GSSFVENGIRRAGYAIVSDVTIL 

ESKPLPPGTSAQLAELVALTRA 

LELGKGKE 


17345 


47713 


A 


17450 


636 


2628 


SNDRTEDDCGKHPFMSSPPVTEP 

WVCLIIEGQE1DFLLDTGTTFSV 

LIPCLGRLSSRSVTIQGILGQPVT 

RYFSHLLSCNWETLLFSHAFLV 

MPESPTPLLGRDILAKAGAIISM 

KTGNKLPICCPLLEGINPEVWA 

LEGQFGRAKNAHPLQIRLKDPI 

SFPYQRQYPLRPEAHKGLQDIV 

KHLKAQDSVRKCSSPCNTPILG 

VQKLNSQWRLVQDLRLINEAVI 

PLYPVVRNPYTLLSQVPEEAEW 

FTVLDLKD 


17346 


47714 


A 


17451 


2 


568 


CSSPSN/TILGVQKLNSQWRLA 

QDFRLINE A V I PL YP VVPNPYTL 

LSQIPEEAESFTVLDLKDAFFCIP 

LHSDSQFLFAFEDPTDHNSQLT 

WMVLPQGFRDSPHLFGQAQAQ 

DLVHFSSPGTLVVQYMDDLLL 

ATSSEASCQQATLDLLNFLANQ 

GCKRVGIALGVLTQTHGTTPQP 

VAYLSKETDVAAK 



WO 01/075067 PCT/USO 1/0863 1 



SEQID 
NO: 


SEQIU NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17347 


47715 


A 


17452 


254 


849 


LQPES LEI A G I L VQ* M 1 E *QPKK 
GTNS1 P VSKPSP/G VQKPNGQW 
RQVQDLRLISDAVIPLYPAVSNP 
YTLLSQILEEAEWFTVLDLKDA 
FFCIPLRSDSQFLLAFEDPTDHT 
SQLTWTVFTQGFMDTPHLFGQ 
SI AODl flHFSSPGTLVLOYVDn 
I 1 I AKOOATI DI LNFL AlsJOriY 
KI SKI KAOLCFLLVFSSCARMH 


17348 


47716 • 


A 


17453 


1 


369 




17349 


47717 ' 


A " 


17454 




1632 ' 




17350 


47718 


A 


17455 


636 


1837 


SNDRTEDDCGKHPFMSSPPYTEP 

WVCLI IEGQE I DFLLDTGTTFS V 

LIPCLGRLSSRSVT1QGILGQPVT 

RYFSHLLSCNWETLLFSHAFLV 

MPESPTPLLGRDILAKAGAI1SM 

KTGNKLPICCPLLEGIMPEVWA 

LEGQFGRAKNAHPLQIRLKDPI 

S FP YQRQ Y PLRPE AH KG LQDI V 

KHLKAQDSVRKCSSPCNTPILG 

VQKLNSQWRLVQDLRLINEAVI 

PLYPVVRNPYTLLSQVPEEAEW 

FTVLDLKDAFFCIPLHSDSQFLF 

AFEDPTDHTSQLMWMVLPQRF 

RDSPHLFGQAQAQDLGHFSSPG 

TLVLQYSEIAKTLYTLIKEMER 

AMTH1 VFWFPFAFTAFFTI KO 

ALVQAPALSLPTGQNFALYVIE 

RAG I A LG VLTQTHRTTPQPVA Y 


17351 


47719 


A 


17456 


2 


52 


EISFVENGIQRAGYAIVSDVTVL 
ESKPLLPGTSAQLAELVALTRA 
FELGKGKRINANTDSKYAYLIL 
HA1 A AIWKFRFFLISGGTPIKYH 
KEI M ELLH AMQK.PKEV A VLHC 
QSHQKG*EWDTKGRLCHS 


17352 


47720 


A 


17457 


1625 


2505 


PGVQKP/GQWRLVQDLRLINEA 

VIPLYPVVPKPYTLFSQIPKEAE 

SFTVLDLKDAFFCIPLHSDSQFL 

FAFEDPTDHTSQLTWTVLPQRF 

RDSPHLFGQALVQDLGHFSSPG 

TLVLQFVDDLLLAASSEASCQQ 

ATRDLLNFLANQGYKASKSKA 

QLCLQQVKYLGLI L ARGTRALS 

KKRIQPILAYPRPKTLKQLRGFL 

GITSFCRLQJPGYSKMARPLYTL 

1KETQRANTHLVEWEPEAETAF 

If SI KOAI VOAPAI SI PTRONFS 

LY V RERAG I ALE V LTQTHGTTL 

QPVAKG 


17353 


47721 


A 


17458 


1 


2415 





2196 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


17354 


47722 


A 


17459 


2646 


5167 


KNSGHILGTCPGYRYAKGKET 

GKEUKGPQNPPGYRLCPLQAV 

GGG EFG PTQVH VPFSLSDLKQI 

RVDLGKFSDDPDRQYPLRPEAH 

EGLQDILRYLKVQGLVRKCSSP 

CNTRILGVQKPKGQWRLVQDL 

RFINEAVIPLHSVVPNSYTLLSQI 

PEEVEWFTVLDLKDAFFCIPLH 

SVCQFLFAFEDPTDHTSQFTWT 

VLPQGFRDSPHLFGQILAQDLG 

HFSSPGTLVLQYVDDLLLATSL 

EASCQQATLDLLNLLANQGYK 

ASKPKAQLCLQQVKYLDLSLA 

RVTRALSKER1QPILACPRPKTL 

KQLRGFLGITNFCQLWIPGYSE 

MARPLYTLIKETQRANSH LVER 

EREAETAFKTLKQALVQALALS 

LPTGQNFSL Y ARERAGI ALG 1 LT 

QTHGTTPQPVTYLRKLIYSFVE 

NGMRRAGY A I VSD VTVPESKPL 

PPGTSTQLAELVVLTQALELRK 

KKRINVNTDSKYAYLILHAHAA 

IWKEREFLTSGGTPNKYHKEIM 

ELLH A VQKPKE V A V I PCQSHQK 

GEEK/EAEGNRRADAE\AK1AA 

RRNLPTEIPMEGPLVWNNPVQE 

IKPQ YSLTKTE WGLSQG H SFLP 

LGWLTTLEGKAGRATPNPRNV 

YFPLHLRGLRTGRLPLSQSTRA 

QEMTLVRPRPSSSPPPEKAAEG 

RGRRCSSETKLRHRRLFRPLRTP 

LCATAPLAASVAAVLAAAPAA 


17355 


47723 


B 


17460 


1 


2208 




17356 


47724 


A 


17461 


2 


168 




17357 


47725 


A 


17462 


890 


1034 




17358 


47726 


A 


17463 


386 


619 


TFITGDCLGTKN/HIFDGCGVLS 
EVG LVLDCSNQRFKAGPA * LCQ 
SPFKNIL*ESLPMCMCRQLEKH 
AHPQGLCHTQVT 



?197 



WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknown, 
*=Slop codon, /=nossible nucleotide 
deletion, \= possible nucleotide insertion) 


17359 


47727 


A 


17464 


123 


2169 


DLGHRGSREMASVA\LEDVAV 

NFTREEWALLGPCQKNLYKDV 

MQETI RNLDC VG M K WKDQN 1 E 

DQYRYPRKNLRCRMLERFVES 

KDGTQCGETSSQ1QDS1VTKNT 

LPGS/VGPYESRMSGEVIMGHSS 

LNCYIRVGAGHKPHEYHECGE 

KPDTHKQRGKAFSYHNSFQTH 

ERLHTGKKPYDCKECGKSFSSL 

GNLQRHM A VQRG DG P YKCKL 

CGKAFFWPSLLHMHERTHTGE 

KPYECKQCSKAFSFYSSYLRHE 

RTHTGEKPYECKQCSKAFPFYS 

SYLRHERTHTGEKPYKCKQCS 

KAFPDSSSCLIHERTHTGEKPYT 

CKQCGKAFSVSGSLQRHETTHS 

AEKPYACQQCGKAFHHLGSFQ 

RHM1RHTGNGPHKCKJCGKGF 

DCPSSLQSHERTHTGEKPYECK 

QCGKALSHRSSFRSH M I MHTG 

DGPHKCKVCGKAFVYPSVFQR 

HERTHTAEKPYKCKQCGKAYR 

ISSSLRRHETTHTGEKPYKCTLG 

KAFIDFCSFQNHKTTHTGEKPY 

ECKECGKAFSRFRYLSRHKRTH 

TGEKPYECKTCRKAFGHYDNL 

KVHERJHSGEKPYECKECGKAF 

S WLTCFLRHERI H M REKS YEC P 

QCGKAFTHSRFLQG HEKTHTG 

ENPYECKECGKAFASLSSLHRH 

KKTHWKKTHTGENPYECKECG 

KAFASLSSLHRHKKTHWKKTH 






A 
r\ 




1 


ni7 




17361 


47729 


A 


17466 


I 


336 




17362 


47730 


C 


17467 


51 


353 






47731 


A 


17468 


190 


348 


YATH1MDVHTVRSLYYFNCFRY 

1 sill I ■ IV1LS Till V IvvJ V-t 1 III 1 ! v_/ 1 IX 1 

♦ACYCCHYLTDlPEfTKLSGCSY 
GGTSLIWG 


17364 


47732 


A 


17469 


1 


1716 




17365 


47733 


A 


17470 


1 


840 




17366 


47734 


A 


17471 


699 


1283 


LLTARLTWVSARLMSYVLLMC 

* LFPRLLSCLTTPPHCSFSICFVI 

C/FKNVDLKGFEPDVRILLTKYS 

NSNGSQSPWMEEQIRDAGERV 

HSAFSLNWGKPLVFEKDRPYSV 

SVFIGLFLPMAEKTGPLKGNPG 

fiFFI I Fl ROIOI VW1 PAAG1MT 

FWYFPITATOAI FFKTMAI^TIMFI 
cn I rrt in i v</al*ljI in in /a io i i i»i l«i 

FPTVSFASQWITASFSV 


17367 


47735 


A 


17472 


300 


461 




17368 


47736 


A 


17473 


1 


2451 





2198 



WO 01/075(167 PCT/US01/08631 



SEQ ID 

NO: 

...... 


SEQ II) NO: 
or peptide 
sequence 


Met 
bod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 




477^7 


A 


17474 




>S4? 




1 7^70 


477^X 


A 
ai 


17475 


1 
1 


1 1 S£ 

1 I JU 




17^71 

I / J f X 


477 *Q 


A 


1 7476 


1 


1 I7A 






47740 


A 


17477 


1 
1 


?S7 




1 7^7^ 


47741 


A 


17478 


?9S 


I J J J 




1 7*574 


4774? 


A 


17479 


-> 


177? 




17375 


47743 


A 


17480 


2 


284 




17376 


47744 


A 


17481 


1 


141 




17377 


47745 


A 


17482 


1 


506 


PHSPLWKTLCSPSSGVCCGFVT 

LFCNDRFACLFQLTPPPSPAWM 

TAAASLLASLLPALPPLNLQDA 

KFVEERRKQLQNYLRTVMNKV 

IQMVPEFAASPKKETLIQLMPFF 

VMGLQVGMYGLFHFGVMMDQ 

PQPSLTRADESPCDRVLSPCAA 

HRKQRDCCLSWKAEPE*FLVK* 

KTLCSPSSGVCCGFVTLFCNDR 

FACLFQLTPPPSPAWMTAAASL 

L ASL LP A LPPLM LQD AKF VEER 

RKQLQNYLRTVMNKVIQMVPE 

FAASPKKETLIQLMPFFVMGLQ 

VfiMYPil FHFfi VMM nOPHP^I T 
vvjivi ■ vji^r nrvj v jvi ivi L/yryr jl i 

HPPT ^WK'AFPP 


17378 


47746 


A 


17483 


] 


741 




17379 


47747 


A 


17484 


1 


993 




17380 


47748 


B 


17485 


277 


416 





01QQ 



WO 01/075(167 



PCT/US01/086J1 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon Tor last amino acid 
or peptide sequence 


Amino acid sequence ( X~Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


17381 


47749 

n » - -< * ; i > . 


A 


17486 


686 


2400 


TGMSVDEKPDSPVMYVYESTVH 

CTNILLGLNDQRKKDILCDVTL! 

VERKEFRAHRAVLAACSEYFW 

QALVGQTKNDLVVSLPEEVTA 

RGFGPLLQFAYTAK\LLLSRENI 

RE VI RCA EFLRMKNLEDSCFSF 

LQTQLLN S E DG LF VCRK D A AC 

QRPHEDCENSAGEEEDEEEETM 

DSETA KM ACPRDQMLPEPISFE 

A A Al P V A EKEEA LLPEPDVPTD 

TKESSEKDALTQYPRYKKYQL 

ACTKNVY1MASSHSTSGFASTFR 

EDNSSNSLKPGLARGQIKSEPPS 

EENEEESITLCLSGDEPDAKDR 

AGDVEMDRKQPSPAPTPTAPA 

GLCLERSRS/GNYGQPH/VGQK 

EVSNFTMGS/PLRGPGLEALCK 

QEGELDRRSVIFSSSACDQVSTS 

VHSYSGGARFLATEHQEPGLM 

GDGMYNQVRPQIKCEQSYGTN 

SSDESGSFSEADSESCPVQDRG 

QETGSTSDLRLSTKLQSCSGPM 

FKGPTATVAATESWGTVLQNIP 

I nPAnTfiFFVTYTNPPPRnR A A 
Lvjv//vu I vjee v i I l iNrrr iVUivnrt 

1 VPRQPI TVY^Q^t PFHOT^I kTO 

rAOA^pnvn i vt-TNHwm f pn 


1 T2C7 


*l / / J\) 


A 

A 


1 7487 
I /nor 


1 
1 


1U07 




1 7787 


477^ 1 


r* 
\- 


1 fHOO 




748 

OHO 




1 778/1 
1 /JO** 


H / IjJL 


A 


1 748G 


1 
1 


til 




1 778^ 


477<7 


A 
r\ 




1 
1 


1948 




1 77 8£ 


477^4 


A 


1 74Q 1 


1 J J 


iJ7 




1 7787 
J / jo / 


*» / / JJ 


A 
/\ 


1 74Q7 


474 






17388 


47756 


A 


17493 


3 


227 




17389 


47757 


c 


17494 


3 


236 




17390 


47758 


C 


17495 


25 


153 





2200 



WO 01/075067 



PCT/USOI/08631 



SEQ ID ^ 

NO: € 
s 


►FX} ID NO: 
f peptide 
equence . .. 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lasi 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Dnkno\vn, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


17391 


47759 


A 


17496 


1 


1557 


MASPEAVASQDNDGFSQKPPPT 

PLFASRSVNRLKSQRTPRGEVE 

SVTDGEKTIXjSWRMWDYCICL 

NQVVTP1AAAVPDVVSLLEQ1N 

TSPDITLVHYIDD1MLNGSSEQE 

VTNTLDLLVRHLCATGWEfNPT 

KIQGSSTSVJCFLGVQWCGDCR 

DVPSKVKDKLLHLAPPTTKKEA 

QHLTGLFGFRRKYIPYLGVLLC 

PlYQVTRKAASFQWRPEQEKAL 

QQVQAAMQAALPLGPYDPAGP 

MVLEIAVADTEAVWGH/WHSA 

SFPSHPCHCPMGP*TKWP*WQG 

WRLCMGSATWTSTHEG*PGYG 

HQ*VPNLPAAETNTEPA1*HHS/ 

SRRSASYLVAG*LYWTSC1MER 

AEVHLLWIWVCLSCMQCFCQD 

YHPWTHGMPYPPLWYSTQLCL 

*PRHSLYH*RSVAVGSCSWNSL 

VLPCSPSS*SSRVDRTVERPFE1T 

TTMPTSQESRVQESRGGSGSGT 

THHHP**STSNIFASCFYGITFC 

WSRGLSSRGRNAATRRQNNSIK 

L*VKIATWTLWAPPTSKL 


17392 


47760 


A 


17497 


2 


1120 


PSKVKEKLLHLAPPTIKKEAQR 

LVGQLGFWRQHIPHLGALLWLI 

YQATQKAASFEWGPEQEKALQ 

QVQVAVQAALPLGPYDPADPM 

VLEVSVADRDAVWSLWQAPIG 

ESQQRPLGFWSKALPSSTDNYS/ 

CFRCA11Y*FMGCCQ*FGWIVRD 

LEEA*LENW*QRNLGKRYVDG 

PL*VVKNWKDICIPCECSPTGDL 

SRGGF* * SSG * DDPFCG HHS ASF 

PSHPCCRPMGP*TKWPWWQE* 

RLCMDSATWTSTHQS*PDYSH 

C*VPNLPAAETNTETSIWHHFS 

G*SASYLLAG*LH*TSSIMEKAE 

VSPHWNKHSLWIWVCLSSMQC 

FCODYHPWTHSMPYPLSWYST 

QHCLSLQRERH SLYR*RS A A VG 

ACS 


I / J7J 


47761 


A 
AY 


17498 


J 


1908 








A 

/V 


17499 


1 


915 








A 
/V 




2 


670 






47 7 Ad 


A 


I / JU 1 


l 
i 


1332 




i T2Q7 


4776S 


A 

/V 


17503 


151 


674 




17398 


47766 


A 


17504 


I 


825 




17399 


47767 


A 


17505 


134 


447 




17400 


47768 


A 


17506 


98 


778 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


17401 


47769 


A 


17507 


1 


830 


MHCFFIFSAAWFCLWSISLHLV 

ERPDMAVLLFPFGLRLGLMLQ 

CPRGYWPVLLGAEWLLIYWLT 

QAVGLTHFPLLMIGSLLTLLPV 

AL1SRYRHQRJDWRTLLLQGAA 

LTAAALLQSLPWLRHGKESWN 

ALLLTLTG/EPDAGPDMSGVLA 

LSRQ* HL A A ARS VTG FSANQLA 

RATSG L V L A A VC YQSL A P VG 1 A 

GRTVALYAILSGAADYRAGLA 

LWUARGADCDVDERHRADRH 

QSWRDLPWTYCSGDCDSRHGA 

QGQKARAPPKHDQFPHAIFRG 


17402 


47770 


A 


17508 


2252 


2772 


RSKTTA FTPLRV RTS A H ARP AG 
PAPI I ATFLPVCFTPDI SGRQPI SN 
ALSLI * RSMLPM VTAPNSSFRV 
QEPS/SQTVLRADSSANFRQGV 
GLVRQFRRFKNTPLVGELQPVR 
DVVVYRAFPLAVWVAARQAA 
VSLRFGLAFGKRLVNFNKLNFA 
DLQRFLWRINALQVDKLITF 


17403 


47771 


A 


17509 


539 


1077 




17404 


47772 


C 


17510 


192 


396 




17405 


47773 


C 


17511 


10 


294 




17406 


47774 


A 


17512 


2 


379 


KRPGSG1TEATSSRRQRPTRRLQ 

GQLPGQEKRVLKATEGIANPS 

WGWGGAVSPLRASLTSLRHKI 

NNHYNTENWKLPIKDSVHLIPSP 

Q A PSM PFPL AN PP WVA PHPR EK 

MWNPQfQGTNClWVCGP 


17407 


47775 


A 


17513 


291 


590 




17408 


47776 


A 


17514 


187 


589 


VLSFLIHRWEGDKDSLLGPNFS 

QTPQPSRRFICAFPWENPS*EPS 

YPS1 S DPGF LILLPSKG D V WI H L 

GP1FSKKPLYS*SSFLVIFYPVTP 

SFLFLGYKFPLAHAVFRVEPTLS 

LLIQNSHCHGCYTYPDGPE 


17409 


47777 


A 


17515 


1509 


1748 


IGVVREGIPVLCLFSICGMLPVF 
AHSV*YWLWVCHR*LLLF*DTS 
HQYLIY*EFLA*SVVDFCQRPFL 
HLVLDFFWLVSY 


17410 


47778 


A 


17516 


152 


568 


CQLELSCMKCPSTPVGRSLPVG 

CTRSGTQLRWHSVPWQSWCTV 

LGESLLSGLVVLFRASRPE**NP 

LKLLPQLPLPPDA LSQGDGSF V 

CKHPTGAVTFPSGMPLGSMTIF 

KILILPIHEHGMFFSLSVSSFVSL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 

bod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


1741! 


47779 


A 


17517 


152 


568 


CQLELSCMKCPSTPVGRSLPVG 

CTRSGTQLRWHSVPWQSWCTV 

LGESLLSGLVVLFRASRPE**NP 

LKLLPQLPLPPDA LSQG DGSF V 

CKHPTGAVTFPSGMPLGSMTIF 

K1LILPIHEHGMFFSLSVSSFVSL 


17412 


47780 


A 


17518 


152 


479 


CQLELSCMKCPSTPVGRSLPVG 
CTRSGTQLRWHSVPWQSWCTV 
LGESLLSGLV VLFRASRPE* *NP 
LKLLPQLPLPPDA LSQG DGSF V 
CKHPTGAVTFPSGCPTHTLQA- 


17413 


47781 


A 


17519 


1 


474 




17414 


47782 


A 


17520 


1326 


1712 


FLYV1KALGKKQLQFGQQ1LIPS 

IELLDYLINPGSGCVSLWKLNK 

PQYCYLIHFSGLTELSWKVHTIL 

LEGHYEFLEYAADR*PICLFSW 

KERQLVSFLDYSLHHLLGSFYV 

VFFFFLYLLVRLCWDL 


17415 


47783 


A 


17521 


18 


236 




17416 


47784 


A 


17522 


281 


1005 


TGWSPLQLSKATVARLPLWIPP 

LWAGHLGELWLASGEYPSGLK 

LPEEGTGSNLRCSAASAGDTQA 

NRVWSGPAANFSRPAAEGPAF 

HALRGP s VHCSPLCVHEFSSFSS 

LISENMQYLVFCSGVRFLRJMVl 

SSIH1LCLVPKRTRVLGRLSLTC 

FRFLRGPKEPRITIPHSSAPPLGH 

VI AIPLP* SFM KPSPE ADAPMTG 

SFLKSPSEADTGATLPVQSVVPI 

PLSILPILEVGGVLFT 


17417 


47785 


A 


17523 


1 


1524 




17418 


47786 


A 


17524 


881 


1108 


SRKMGAPNA**SAWSWSREGL 
AAP*SMFSSLSADSSADCKLPE 
GKVQPASSTGLTARASKDLYFC 
CCFS1SARAS 


17419 


47787 


C 


17525 


1 


867 




17420 


47788 


A 


17526 


203 


514 


SSSTARPSQTSSAEESPTSWYRG 

DNPSKPMDPLVAGVFGA1VGA 

ASVLGNAPLDGIETGCGAWSST 

NAEHTGLWLQILRKEGLKDL*N 

GTVPRLGRWTASPWM 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location or last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \-possible nucleotide insertion) 


17421 


47789 


A 


17527 


1 


1578 

! 1^ 


M AKKEQLLSA A PSKTN AEGQEI 

PSGVYTTRALGFKHKTGQPFGQ 

TPS Y PQEFIL YTN DT WN ASKTE 

PFTPLERGLKPGSQESSGWHLV 

GTPLGRSFQRKEQAAIFAVLQP 

PLVI PRQTGSGVDLQQTPTDLQ 

KRVLTVRRKTN S IN IN KKDDHA 

KTTSKGHQQQRPKVDKSTKMR 

KNQCKKATNSKNQNVSSPPKD 

HNSSTAKEQNWMENEFDKLTE 






* , * ! 






* 1 


VGFRSSQFDQVEERISD1EDKLN 

EIKHEDKI REKRMKKKEQSLQE 

1WEYVKRPNLRL1GVPESDGEN 

GTKLENTLQDTIQENFPNLARQ 

AN1Q1QE1QRTPQRYSSRRATPR 

HII/E*1HQG*NEGKTVKGSQRE 

K*GQE1PSGVYTTRALGFKHKT 

GQPFGQTPSYPQEFI L YTNDT W 

NASKTEPFTPLERGLKPGSQESS 

GWHLVGTPLGRSFQRKEQAAIF 

AVLQPPLVIPRQTGSGVDLQQT 

PTDLQKRVLTVRRKTNS1NINK 

KDDHAKTTSKGHQQQRPKVDK 

STKMRKNQCKKATNSKNQNVS 

SPPKDHNSSTAKEQNWMENEF 

DKLTEVGFRSSQFDQVEER1SDI 

EDKLNEIKHEDKIREKRMKKKE 

QSLQEIWEYVKRPNLRL1GVPE 

SDGENGTKLENTLQDTIQENFP 

NLARQANIQIQEIQRTPQRYSSR 

RATPRH 1 1G RFTKVEMKEKRLR 

AVREKSRVTHKGKLIRLTADLS 


17422 


47790 


A 


17528 


738 


1323 


ATGG HSNQRQRS* KLSKKFRR 

MYN*NNQYREVLKGADGAEN 

QGSRTTETLCM * RM RQSLQFVD 

SDLVRHQRKHSGEKPYECCEC 

GKAFRGSSELIRHRRIHTGEKPY 

ECGEYKSYECIACGKAFGRSST 

LIENQRJHTGEKPYECNECGKSF 

NQSSALTQHQRIHTGEKPYECS 

ECRKTFRH RSG LMQHQRTHTR 


17423 


47791 


A 


17529 


1 


656 


MAGKPEYDKTISTSIVLNALNA 

LGVSAEASGRNDLVVKTVEGD 

RKVSGSAYRETKDRGFHHGTL 

LLNADLSRLANYLNPDKKKLA 

AKG1TSVRSRVTNLTELLPGITH 

EQVCEAITEAFFAHYGERVEAE 

IISPN KTPDLPNFAETF ARQSS W 

EWNFGQAPAFSHLLDERFTWG 

GVELHFDV/GKRPYHPRPGVYR 

QPQPRA AG SPRRTTA RLPFLSL 
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SEQID 
NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Siop codon, /^possible nucleotide 
deletion, \ s possible nuclcutidc insertion) 


i V424 


47792 


A 


17530 


1046 


1401 


LLDIRMLCHGKGVIIHVLRLQF 

LLGRPAPHRLHAALQLPGLSLH 

GTLALGLV/LQLRQLLLLGQPF 

GISGCGSGCDPEQDCV/DCGRG 

CWPRKCPQGSHSAPRSRGAPHR 

PRPQQRAAGRQ 


17425 


47793 


A 


17531 


112 


1170 


YPFFHLI DST1DTC VCFTKFLCC 

VFQLHQVIYVLL*TGYSLIFDAD 

DLWMGFLRGHPFC*CYCFLFVS 

FPSNSQAPLLQVCWSLLEVHSR 

PCSPGYHQRRLQNSKDCCLLLP 

LEALSQSGTHQMPAGALLYEM 

SVNPCWEEHQTDQLFTHESTFI 

RSKTQKKVPDKLLDSSTVTPLF 

KITENIGCVMTGMTADSRSQVQ 

RARYEAANWKYKYGYEIPVD 

MLCKRIADISQVYTRNAEMRPL 

GCCMIL1GIDEEQGPQVCKCDP 

AGYYCGCKATAVGVKQTESTS 

FLEKKVKKKFDWTFEQTLETA 1 

TCLSTVLSIDFKPSE1EVGVVTV 

ENPKFRILTEAEIDAHLVALAER 


17426 


47794 


A 


17532 


2244 


2432 


DGQQLIALHRLALRELQQAVH 
AGIAPAGENPV*WWFRNRQNP 
LI A LRSLPA FQSGNLSCQLH 


17427 


47795 


A 


17533 


251 


546 


SSISD1LSSA*SIRLLILVYAS*SS 

RAVFFSTIRSFIFFSKLVILVSPSC 

NLLSRFLASFHWVRTCSFSSKEF 

VI1THLLPTSVNSSYSSLFSFVHF 

G 


17428 


47796 


A 


17534 


597 


1092 


FTNQKESRTRWIHSRILPEVQG 
GTGTIPSETIPINRKRGNPP*LIL* 
GQRHSDTKAGVRDTTKKENFRP 
ISLMNIDAK1LNKILANRIQQHI 
KKLIHHDQVGFIPGMQGWFN1R 
K/CNKCNPAYKQSQRQK/HT* L 
SQ* MQKKPLTKFNNPSC* KLSIN 
♦VLVGRISK 


17429 


47797 


A 


17535 


1 


2153 




17430 


47798 


A 


17536 


2164 


2427 




17431 


47799 


A 


17537 


1 


322 


GPRWGPRVHRAPDPVRIPSSGP 

LLPPRFYPRYVLP\PPSASTSRPC 

QRTSASGRCPCPMH/DTVKATM 

PIWV/DPPVPDHYEGEAEHQGIL 

VTHPHHQRCPAGHRHRVVF 


17432 


47800 


A 


17538 


1 


627 
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seq id 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of First 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


17433 


47801 


A 


17539 


583 


1 145 


GNGRTVDTQVCQAP1TSQSLER 

PADPNP\GEQDAEAGPASRRDT 

EAERLRFRQFQYHVASGPHLA 

VGQLWTLCRQWLRPEARSKEQ 

MLEVLVLEQFLGALPSKMRTW 

VQSQGPRSCREAASLVEDLTQ 

MCQQEGLAAHPSHDTAIRG1PR 

LAASWETASAMEATADARQKR 

THTEKEAWLLEAPHELA 


17434 


47802 


A 


17540, 


1 


1301 




17435' ! 


47803 :/■>.' 


A y : 


-1754 b 


1 


1232— 1 




17436 


47804 


A 


17542 


1 


549 


MNTANVEKPYVQKYQTAFVLV 

MKHRQCQLASHLVQNYRS/IQL 

WAWE\KIQDPGTTCPSFNTITQG 

SKKPYPDFVARLRDAAQNSITD 

ENARKVIVELMAYGNANPECQ 

SATKPLKG KVPTGSDV 1 SDQK A 

VG VQ A A KRRN RTDTG LG RS A R 

KSGKGVTRMLPKHASMILDGG 

GPATSPSCCRFL 


17437 


47805 


A 


17543 


146 


510 


SPYWMKGKSPGWLAES\FKRPV 

FRQGAK\EPYPDFAASLQDAAQ 

KSITNEN ARK VI VELM A YEN AN 

PECQSAIKPLKGKVPVGSDVISR 

GFQGQQPPLSQVLQGMGQLPQ 

YSNCPRPQAAVQQ 


17438 


47806 


A 


17544 


2 


828 




17439 


47807 


A 


17545 


1 


420 




17440 


47808 


A 


17546 


1 


1947 




17441 


47809 


A 


17547 


1 


399 


PLKVNIYPDSKYAFHILHHHER 
GFLTTQGSSIINASLIKTLLKAA 
LLPKEARVIHCKGHQRASDPIA 
QDNAHTDKIAKKAASIPTYTPH 
FQFFSFSSVATPTYSPAETSTYQS 
LPTQGKWFLDKETYFLPASQ 


17442 


47810 


A 


17548 


1 


2382 
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SEQID 
NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
io USSN 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location or last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=S«op codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


17443 


47811 


A 


17549 


1 


2194 


MAPEQGRVSILQTLFIEYHGYSI 

FVVKGDLPDCEADQLLQMIRV 

QQM H RPK.LIGEELAQLKEQR V 

HKTDLERVLEANDGSGMLDED 

EEDLQRALALSRQEIDMEDEEA 

DLRRAIQLSMQGSSRNISQDMT 

QTSGTNLTSEELRKRREAYFEK 

QQQKQQQQQQQQQQGDLSGQ 

SSHPCERPATSSGALGSDLALLL 

TQSLFGSLFTWTRVTFGAEDPG 

QEDSFRRRVPCPCPHSVRRSTY 

DLGSSDQPAQGTSHEFQ1GLLL 

TRLSQVPILPQPP VPH PI ILLSPPP 

HTVSGLQFLSVTSPPLPAQQFLL 

KEVAGAEG1AKVIPTCPVPLLG 

QD! LTKLS ASLI I PGLQPHLI ATL 

LPNPKPPSPLPLVSPNLNPQVW 

DTSTPSLATDQTP1TIPLKPNHP 

YLAQCHYSIPQLALRGLKPV1T 

RLLQHGLLKPIN SS YN SP1LP VQ 

KPDKSYRLPQDLDLINQ1VLPIH 

PVASPHIIPDTTPDPHDC1SLIHL 

AFTPFPHTSFFPIPHPDHTWFID 

GSSTWPNRHSPAKVGYAIVVSS 

TSILEATALPPSTTSQQAELIALT 

RA LA L AKGLH VNI YTDSK Y A F 

HILHHNAVIWAERGFLSTQRSSI 

IIASLIKTLLKAALLPKEAGVIH 

CKGHQKASDPIAQGNAYADKS 

DNGLAFTSQ1/1/HKQFLPLLVFS 

GTF1PLTVLNLQERTGQYFYLLP 

FTELEPVLEKLQGTV H LNF YM D 


17444 


47812 


A 


17550 


1 


355 




17445 


47813 


C 


17551 


99 


335 




17446 


47814 


A 


17552 


21 


447 


LGPLPFSLSPCCLHCQGKRLCG 

HHEEARRRKNVSIPRKEAGIIHC 

KGHQK/A/SDPIAQGNAYADKT 

KFLDLAFPPLRLSFTCQITQAVS 

QALG IQ WNLHTLTILN LQKRIR 

ACPQDATGYSPFELLYGCSFLL 

GPSLIPDTSPT 


17447 


47815 


A 


17553 


119 


239 


TQKGQRAALFLICILSPSPLPTL 
GKNFKNMPALKPHNRI 


17448 


47816 


A 


17554 


1 


798 




17449 


47817 


B 


17555 


460 


1059 
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SKQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


17450 


47818 


A 


17556 


3 


1476 


IPTCPVPLLGQD1LTKLSASLIIP 

GLQPHLIATLLPNPKPPSPLPLV 

SPNLNPQVWDTSTPSLATDQTP 

IT1PLKPNHPYLAQCHYSIPQLA 

LRGLKPV1TRLLQHGLLKPINSS 

YNSP1LPVQKPDKSYRLPQDLD 

L1NQIVLPIHPVASPH11PDTTPDP 

HDC1SLIHLAFTPFPHTSFFPIPHP 

DHT WFI DGSST WPNRHSPA K V 

G Y AI V VSSTS I LE ATALPPSTTS 

QQAELlALTRALALAkGLHvill 

YTDSKYAFHILHHNAVIWAER 

GFLSTQRSSIIIASLIKTLLICAAL 

LPKEAGVIHCKGHQKVASDPIA 

QDNAYADKLAKKAASVPTSVP 

HGISQAPPPLPTHQARYWQIDF 

THMPRVRKLKYLLVWVDTFTG 

WVEAFPTGSKKATAVISSLLSDI 

IPQFSLPTSIHSDSRLAF1SQITQA 

VSOALGIOWNLHISYRPOSSGK 

VEQTNGLLKTHLTKLSLQLKK 

DWTVLLPLALLRIRACP 


17451 


47819 


A 


17557 


24 


594 


VGSGDLPWEGNPLSSCSLLHEK 

DPPTTSGPQTDQPKEHLTN FKS 

GCSSPGPARSQFFLSLRSSTL*SF 

YHLPSSHLVCLTVSFRD*PSPTC 

PAIDS*KGG/CELKA/RVKEHFC 

HDLPASSMQSNYPVHDSGHLT 

TGPSLFKPTLNIEYSTGHAPYHV 

RSACFPFAFCHDCOFPEASPEAE 

AAAILSVOPAEP 


17452 


47820 


A 


17558 


1 


1 152 




17453 


47821 


C 


17559 


301 


462 




17454 


47822 


A 


17560 


1 


423 




17455 


47823 


A 


17561 


421 


856 


KLINLFSNFCSYSRQFLSFSSTL 

YFVWVFCYNRCCFSK*RMIVHI 

TNRDINCQIAYAR1EGDMIVCA 

AYAHELPKYGVKVGLTNYAAT 

YCTGLLLAHRLLNRFGMDKIC 

YLDAGLARTTTGNKVFGDLDG 

GLSIPQSTK*FPGYD 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


17456 


47824 


A 


17562 


3 


1082 


GPLCIALALQEFGTRRRWACRS 

LSSSGRRSLFRRMGSVKAVKNK 

AYFKRYQVSCFRRRREGKTVDYY 

ARKR\L V1QDKN K YNTPK Y\RM1 

V\RVTNRDI\1CQMLYA/RRIEGD 

MIVCAAYCTPNLPK1WV*RVGL 

TNY\AAAY\CTGLLL\ARRLLP*/ 

RFGMDKIYEGQVXELTGDEYMV 

ESIDGQPGCLPPAYLADAGPCSE 

PTHWPLKFFGAPEGKJLWMGGL 

SIPSQYPNRFPVGYDSEKQRNFN 

AEWHRKAHSWGQNCCRFTWR 

YF\MEED\EDAYKK\QFS\QYIK\ 

NSVT\PDMM\EEMY\KXAHAAI 

RENPVLWKRRPK\KEV\KKKRW 

NRPKMS\LAQ\KKDRVAQKKAS 

FLQSSRSGLLESLTPAIFP 


17457 


47825 


A 


17563 


2 


4967 




17458 


47826 


A 


17564 


56 


284 


RQTRRA AG I V RG DC P A SSPTNC 
DLGQC/NSTS/LEPRFVQTVHLL 
CPWT/GGSSPLLAARGSLPVSLL 
GPLKPMVSCAGR 


17459 


47827 


A 


17565 


I 


3525 




17460 


47828 


B 


17566 


35 


3691 




17461 


47829 


B 


17567 


80 


3787 




17462 


47830 


A 


17568 


225 


507 




17463 


47831 


A 


17569 


2 


2621 




17464 


47832 


A 


17570 


14 


1658 




17465 


47833 


A 


17571 


I 


3654 




17466 


47834 


B 


17572 


1 


3570 




17467 


47835 


A 


17573 


1 


3663 
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SEQID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, V=possible nucleotide insertion) 


17468 


47836 


A 


17574 


485 


2347 


TEPKTKTT* LSQ* MQKRPLTKF 

NNTSC*KLSIN/IVLEVLARAIRQ 

EKEIKGIQLGKEEVKVSLFADD 

MIVYLENPTVSAQNLLKLIGNF 

SKVSGYK1NVQKSQAFLYTNNR 

QTERQIMSELPFTIASKRJKYLG1 

QLTRDVKDLFKENNKPLLKEV 

MAILPKVIYRFNAIPIKLPMTFF 
TELEKTTLKFIWNQKRACIAKSI 














fsqknkaggitlpdfRlyykat 

vtkta wywyqn rdi aq wn rt 

epseimlhiynyl1fdkpek.nkq 

wgkdslfnkwcwenwla1cr 

kvkldpfltpytkmnsrwikd 

lnvrpktiktleenlgitiqd1g 

vgkdfmsktpkamatkak1dk 

wdl1klksfctakettirvnrq 

pttwekifatyssdkglisriyn 

ELKQIYKKKTNNPIKKWAKDV 
NRHFSKEDIYAAKKHMKKCSS 
SLA I REMQ1KTJMRYHLTPVRM 
AIIKKSGNNRKIQ/GG1WCDRIL* 
R*TTCRVAKEIQSL*RRJ/WKRL 
QRTLSI PVLDA V* PPMF* ASVID 
TMT1*CFFARDTCFTI ti esfwd 
MHRCl AASKG1GLLLC*PLIWH 
MSLMGVKSPPFVFSCLWTSAV 


17469 


47837 


B 


17575 


1 


3354 




17470 


47838 


A 


17576 


1 


3297 





2210 



WO 01/075(167 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


17471 


47839 

r 


A 


17577 


1 


2563 


MKAEIKMFFETNENKDTTNQN 

LWDAFKAEEVESLNRP1TGAEI 

G A i FNSL PTKKS PG PDGFTAEFY 

QRYKEELVPFLLKLFQSIEKEEI 

LPNSFYEASHLIPKPGRDTTKKE 

NFRP1SLMNIDAKILNKILANRI 

QQH 1 KXL1 HHDQ VGFFPGMQG 

WFNIRKSINV1QH1NRAKDKNH 

MIISIDAEKAFDKIQQPFMLKTL 

NKLGIDGTYFKIIRA1YDKPTAN 

IILNGQKLEAFPLKTGTRQGCPL 

SPLLFNILLEVLARAIRQEKEIK 

GIQLGKEEVKLSLFADDMIVYL 

ENPIVSAQNLLKL1SNFSKVSGY 

KINVQKSQAFLYTSNRQTESQI 

MSELPFTIASKRJKYLGIQLTRD 

VKDLFKENYKPLLKEIKEDTNK 

WKNIPCSWVGRIN1VKMAILPK 

VIYRFNAIP1KLPMTFFTELEKTT 

LKFIWNQKRAHITKS1LSQKNK 

AGGITLPDFKLYYKATVTKTA 

WYCYQNRDIDQWNRTEPSE1TP 

HTYNYLJFDKPEKNKQWGKDS 

LFNKWCWENWLA1WRKLKLD 

PFLTP YTK IN SR W I KDLN VRP KT 

IKTLEENLGITIQDIGMGKDFMS 

RTPKAMATICAK1DKWDLIKLK 

SFCTAKETTIRVNRQPTTWEKIF 

ATYSSDKGLISRIYNELKQIYKK 

KTNNPIKKWEKDMNRHFSKED 

I Y A AKKHMKKCSSSL A I REMQI 

KTTM R YH LTP VRMAI I KKSGNN 


17472 


47840 


A 


17578 


1 


3514 


MELKTKARELREECRSLRSRCD 

QLEERVSAMEDEMNEMKREG 

KFREFCRI KRN EQSLQEI WD YVK 

RPNLRLIGVPESDVENGTKLEN 

TLQD I IQENFPN L A RQ AN IQIQEI 

QRTPQRYSLRRATPRHI 1 VRFTK 

VEMKEKMLRAAREKDRSTRQK 

VNKDTQELNSALHQADLIDIYR 

TLHPKSTEYTFFSAPHHTYSKT 

DHIVGSKALLSKCKRTEIITNYL 

SDHSAIKLELRJKNLTKSRSTTW 

KLNNLLLNDYW 


17473 


47841 


A 


17579 


1 


3693 





2211 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


17474 


47842 


A 


17580 


1577 


3354 

i . . t ■ 


TEPKTKT1 *LSQ*MQKRPLTKF 

NNLSC* KLS1N/1 VLE V L A RA 1 RQ 

EKEIKGIQLGKEEVKLSLFADD 

MIVYLENPIVSAQNLLKL1SNFS 

KVSG YKrN VQKSQ A FLYTNNR 

QTESQ1MSELPFTIASKR1KYLGI 

QLTRDVKDLFKENYKPLLKE1K 

EDTNKWKNIPCSWVGRINIVK 

MAILPKV1YRFNAIPIKLPMTFF 

TELG KTA LKFI WNQK RA RJ TKS 1 

LSQKNKA'GGITLPDFQLYCKAT 

VTKTAWFPSGDVGLEADFSPSH 

TLKTQFFSC L A EF A A A SCFFQR 

MNGFGMAMTTTYSTGAAESPL 

PSCS 1 DQG DDTKLH R A RS PG RT 

FPAAAGIPAAAAPDGPPLSLLH 

KL WFP VELGGRALPR AEESHG E 

VAALGVMVVAQGGKNQGEEA 

RSTPWLRPTSHLPPCSSSSAWW 

TEQTDAHPLLFLLCLG1YLLNA 

LSNLSMVALVRSDGALRSPMY 

YFLGHLSLVDVCFTTVTVPRLL 

AGLLHPGQAISFQACFAEMYFF 

VALGITESYLPAAMSYDRATAA 

CRPLRYGALVTPWALRLAARY 

DRLASVVYAVITPTLNPFINSLR 

NKEVK.GALKRGLRWRAAPQE 


17475 


47843 


A 


17581 


1 


3042 




17476 


47844 


B 


17582 


1 


3384 




17477 


47845 


B 


17583 


-j 


3264 




17478 


47846 


A 


17584 


] 


3780 




17479 


47847 


A 


17585 


j 


3165 




17480 


47848 


A 


17586 


-j 


3894 




17481 


47849 


A 


17587 


-j 


3345 




17482 


47850 


A 


17588 


523 


3981 




17483 


47851 


A 


17589 




3429 




17484 


47852 


A 


17590 




3921 




17485 


47853 


B 


17591 




4797 




17486 


47854 


A 


17592 


1 


6499 


MVKGS1QQEELTILNIYAPNTG 

APRF! KQ VLSDLQRDLDSHTLI 

MEDFNTPLSTLDRSTRQKVNK 

NTQELNSALHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSKIDHIV 

GSKALLSKCKRTEIITNYLSDHS 

AIKLELRIKNLTQSRSTTWKLN 

NLLLNDYWVHNEMKAEIKMFF 

ETNENKDTTYQNLWDAFKAVC 

RGKFIALNAYKRKQERSKIDTL 

TSQLKELEKQEQTHSKASRRQE 

ITKIRAELKEIETQ 



2212 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


17487 


47855 


A 


17593 


1359 


2520 


IQCHPHQATNYFLHRIGKNYFK 

LHMEPNKSLHSQDNPKQKGTK 

LEV /CTLPDFK L Y Y KATVTKT A 

LYLYQ/NQRCRSMEQNRALRN 

NATYIYNYLIFDKPEKNKQWG 

KDTLFNKWCWENWLA1CRKLK 

LDPFLTPYTKINSRWIKDLNVRP 

KTIKTLEENLGNT1QD1GMGKD 

FMSKTPKATATKAK1DKWDL1Q 

LKSFCTAKETTIRVNRQPTEWE 

KIFG1YSSDKGL1SRIYNELQQIY 

KKKTNNPIKKWVKDNfNRYFSK 

EDIYAAKRHMKKCSSSLA1REM 

QIKTTMRYYLTPLRMAI1KKFG 

NNRQETVREMACLLSGTMDFR 

HRACFVLSKPDFSTRWPGADA 

QRPPVLVVVALDSSLPFPQASG 

QRPPSLEDVDGGAGALVAPC 


17488 


47856 


A 


17594 


1 


1227 




17489 


47857 


A 


17595 


2 


2774 


NLCSLIIPLREVTIVEKADSSSVL 
PSPLS1STRMRMTFLFANLKDRD 
FLVQR1SDFLQQTTSKIYSDKEF 
AGSYNSSDDEVYSRPSSLVSSSP 
QRSTSSDADGERQFNLNGNSVP 
TATQTLMTMYRRRSPEEFNPKL 
AKEFLKEQAWKIHFAEYGQGIC 
MYRTEKTRELVLKGIPESMRGE 
L WLLLSG A IN EKATH PG Y YEDL 
VEKSMGKYNLATEEIERDLHRS 
LPEHPAFQNEMG1AALRRVLTA 
YAFRNPNI 


17490 


47858 


A 


17596 


1 


3472 




17491 


47859 


A 


17597 


1 


900 




17492 


47860 


A 


17598 


1 


1290 




17493 


47861 


A 


17599 


153 


3834 




17494 


47862 


A 


17600 


299 


1184 




17495 


47863 


A 


17601 


1 


729 




17496 


47864 


A 


17602 


1 


2232 




17497 


47865 


A 


17603 


36 


224 


TQWGPSVCWCL1PWPSFPDQ*P 
GF*AVLLPWRCQGFWPLLLAC 
APAGPATAAEPAVSSPAEP 


17498 


47866 


A 


17604 


1 


624 




17499 


47867 


A 


17605 


1 


578 


RDLDLFSLPQD1TLWHYVDGIM 

LIGSSEQEVASTLDLLVRHLHA 

RGWEFNLTKIQGLATSVKFLGV 

QWYGACRDIPSKVKDKJLLHLA 

PPTTKfCEAQHLAASFEWGPEQ 

KGLQQVQVAVQAALPLGLYDP 

ADPMVLEVSVADRDAVWSLW 

QAPIGESQWRPLGFQMKALPSA 

DNYSPFERQLLACYWALVETE 



2213 



WO 01/075067 PCT/US01/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


17500 


47868 


A 


17606 


1 


282 


PIYRVSRKAANFEWSPEQEKAL 

QQVQAAVQAAWPLGPYDPAD 

PMVLEVSVADRDADW^CWOA 

SI/GHKVGHAQQHSIIKWKWY1 

RDWARADPEGT 


17501 


47869 


A 


17607 


1 


338 


SIYLVTQKAA/SSEWGPEQEKA 

LQEVQAAVQAAL1LEPYDPAGP 

VVLEVSLADRDAVWSLWQAP1 

GESOORPLGFWSKALPSSA/DH 

KACHAOOHSIIKWKWYIHDRA 

RAGPEGT 1 I 


17502 


47870 


A 


17608 


1 


757 




17503 


47871 


A 


17609 


1 


1317 




17504 


47872 


A 


17610 


2 


24 


LCQRLLLAEPNEKPGSLGNVM 

AVAR1EIGICEYYHEKTTEKALD 

SHGVLAGST1KGVRSFQRNLEL 

KLPATERATANAIELLTVLDQA 

YENFAPQ I LPSTG SPTSQETAQF 

KANQNKPLVRGKGSPHEAIRYI 

SAAHREWKPA1LTSAIRSFCST 

WLVFTSKNFPKLVTQHGSTIAG 

NGQSSDETQVQGAAWKSDSRG 

TKRQ1PTW1LAEGNNAGAQLD1 

PGPTIPAPNCSLKVPQSWSTTPS 

MPSSLGKAYWLLACYWALVET 

E/RLAMGHQVTM\KPELPVMN 

WVLSDPSSHKVGGAOOHSINK 

WKWYIRNRARAGPEGTS*LPAP 

LIG 


17505 


47873 


A 


17611 


1 


1815 




17506 


47874 


A 


17612 


875 


1916 


PGKQGLEWTPRKLQQTCKRGA 

GQLEEKLANRKQ*HQH*QKG*P 

/PQKLNAKDHNSSPTREQNWTE 

NEFDELTEVGFRRWVITNSSEL 

KEHVLTQCKEAKNFDKRLEEL 

LIQITSLEKNISDLMELKNTARE/ 

LLEAYTSINSQIDQAEMDR*PD* 

*RRKERRIK*HNKK**RGYHN*S 

\QEIQTT1 RE Y YKHLYAN KLEN L 

EEM DKFL DTYTLPRLNQEE VEP 

LNRPITSSEIEAVINSLPNQKSPG 

QTNSQLTSTRDAEKAFNK1QHP 

FMLKTLNKLDIDGTYLKITRAI/ 

S*OTHSOCHTEWAKAGSIPFEN 

RHKTRMPSLTTPIQYSIGNSGQ 

GNQEFWKJLHLVEREW 


17507 


47875 


B 


17613 


1 


1158 





2214 



WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, * 
*=Stop codon, /= possible nucleotide 
deletion, V=possible nucleotide insertion) 


17508 


47876 


A 


17614 


851 


1344 


IILKPSPSPLYPWKNCLPRNPSL 
VPK RQTG SG V D 1 WQT A A DLQQ 
RGLLEGKLTNRKE*YQKQQKR 
CPHQNP1 * RS PTSNTK A RE/QN W 
TENEFDELTEVGFRR Wl ITNSSQ 
LKEHLLTQCKEAKNLEKRLEEL 
LTRITSLEKNINDPMELKNTAEE 
PHEAYTSINS 


17509 


47877 


B 


17615 


99 


716 




17510 


47878 


A 


17616 


1 


588 




17511 


47879 


A 


17617 


1 


1140 ' 




17512 


47880 


A 


17618 


1 


774 




17513 


47881 


A 


17619 


3 


527 


AENSKKQNASSPPND/RNSS/EA 

QNWTENEFDELTEVGFRRWIV 

TNSSKLKEHVLTQCKEAKNLD 

KRLQELLTRITSLEKNINDLMEL 

KNTARELREAFTSFCVNCEAVS 

LITSLREDSHWLEDSKGHRM/R 

RHQE*KCEYFHPPHPGLQFYQL 

PESDSHSDPLWPHGGSFLSSVV 


17514 


47882 


A 


17620 


1 


1383 




17515 


47883 


A 


17621 


I 


990 




17516 


47884 


B 


17622 


337 


1515 




17517 


47885 


A 


17623 


153 


474 


QTKSNNVN1KKQDVHTKTPSEG 

HQHQRPK\DHNSLPAREQNWIE 

NEFDELTEVGFRRWVITNSSEL 

KEHVLTQCKEAKNLEFCRLQEL 

LTRITSLEKNINDLMELKNTA 


17518 


47886 


A 


17624 


1 


771 


MPFSDTERV I TG PSTKV HS YPG 

GLQALLLQLRLHSLMWRWSAA 

VAIGVHVRCDLLAVHPVLWAV 

PQWQEP1EKMLTLIPGPRITATII 

GLYQHEGIRAYCDSRVYYIKPS 

SGIESVLTRPSTQDHNSSPAREQ 

N WTENEFDE LTE VG FKK WVIT 

NSFELKEHVLTQWTCEAKNLEK 

RLANLLTRITSLENINDLMELK 

NTAQELHEAYASINSRINQSEER 

ISEIEDQLTEIEQVDKIREKRIK/R 

RNEQSL*EIWDYV 



2215 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/54<UI7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


17519 


47887 


A 


17625 


53 


814 

4- - - 


PGKQGLEWTPRKLQQTCKRGA 

GQLEEK.L AN RKQ* HQH * QKG * P 

/PQKLNAKDHNSSPTREQNWTE 

N EFDELTE VGFRR WVITNSSEL 

KEHVLTQCKEAKNFDKRLEEL 

LIQITSLEKN1SDLMELKNTARE/ 

LLEAYTSINSQIDQAEMDR*PD* 

*RRKERRJK*HNKK**RKEQAAI 

FAVLQPPLV1TRQTGSGVDPQK 

TPAPLQKRCRTVRRKTSQQKA 

VASTLTKR1TTQKLNAKDHNSS 

PTREQNCTENEFDELTEVGFRR 

WVITNSSELKEHVLTQCKEAKN 

FDKRLEELLIQITSLEKNISDLM 

ELKNTARERWKHTQVSiAKSIK 

QKWTASQTNKEEKREESNSTIK 

NDKGD1TTDPTEIQTTIREYYKH 

LYANK.LENLEEMDKFLDTYTL 

PRLMOFFVEPLNRP1TSSFIFAVI 

N^l PNOKSPGOTNSOI T^TR 




47888 


A 


17626 


1 
I 


1 S66 




17521 


47889 


B 


17627 


J 


1005 




17522 


47890 


A 


17628 


] 


2172 




17523 


47891 


A 


17629 


] 


504 




17524 


47892 


A 


17630 


2 


1601 




17525 


47893 


C 


17631 


132 


278 




17526 


47894 


A 


17632 


380 


828 


EVLRVMIELNAVIYPYPKDTGC 

QPLV*HAAASLNSPEVMGATQ 

LKPLRPCKKCPKI\LEGGH*EW 

MEARHRNLGTLHGLPCSRTHF* 

TTTAOGRWLCCLCHCGEHPOG 

GRHPCIC*HCYSCHTLAPPVOW 

TPNVAEPDNKAGAQYKSPRV 


17527 


47895 


A 


17633 


1 


963 




17528 


47896 


A 


17634 


2 


368 


EFSDPIHHTFDHMWRTKEHNE 

AGWLLLSSVDKVMKENDELGD 

SISQLQK.QILSLKSAKIALSESLI 

SCRERTE1VEK*T*ALIMLVADL 

0*KVHAOPHHAOPROVSTVKV 

RALIVLQEVTDP 


17529 


47897 


A 


17635 


1 


1881 




17530 


47898 


A 


17636 


755 


939 


ARKNTRJ1YSYGVCKNVETWR* 

MFCTLLGROOGCATVGKGDRC 
GPI RYYA^WRKGDVLOGD 


17531 


47899 


A 


17637 


367 


423 




17532 


47900 


A 


17638 


*> 


1925 




17533 


47901 


A 


17639 


1 


1137 





2216 



WO 01/075067 



PCT/USO 1/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 

dCCJUCIICC 


Met 
bod 


SEQ ID NO: 
inUSSN 
09/540 217 


Nucleotide 
location of first 

rfwlfin for n^ntirip 

sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=UnUnown, 
*=S»op codon, /^possible nucleotide 
d£l£tinn \=fwiccihfo mifl4»Atiflp in^prfimi\ 

UVlVIIVIIf 1 1/vJjlUK IIULILUIIUL III JVl 111/11 1 


17534 


47902 


A 


17640 


153 


474 


QTKSNNVN1KKQDVHTKTPSEG 

HQHQRPK\DHNSLPAREQNWIE 

NEFDELTEVGFRRWVITNSSEL 

KEHVLTQCKEAKNLEKRLQEL 

LTR1TSLEKNINDLMELKNTA 


17535 


47903 


A 


17641 


1 


1068 




17536 


47904 


B 


17642 


1 


717 




17537 


47905 


A 


17643 


585 


2302 


VLQLLRQERLELFVPPGELVVS 

L ASG VKLQTFAGGKA WLLQTH 

SDLGEQKLTTF1PISLSLKVIFWC 

NWPEAKTAAYDGEQATGEPVL 

KAMFLADTHLLREFLGHWLDK 

LRREWQVERAFQTALWLLQPE 

VVFILEDVFDEGKWSTSEAWV 

DDVEQFRKMFRHPSHVQLKVV 

AGNHDTGFHYETNTYEVERWR 

NRNNPSF1MGSITPTDYALSKCH 

LPPEDVVLIIYCGVKLPDRIVDS 

KAGLLKLPVLKNVISTQLQFPS1 

MDQLLVYNLFNETSPLVMCLD 

VMAMSNRGNHHLAATRLRKV 

LDHNSLPAREQNWTENEFDELT 

EVVFRRWVITSSSELKEC/DVLT 

QWKEAKNLEKRLDELLTRITSL 

QKNINDLIELKNTAQELHEAYT 

SINSQIDQVEERISEIEDQLNEIK 

CEDKIREKRMKRNKQTLQETW 

DYVKRPNPCWIGVPESDGENG 

TKLENTLQDII\QENFPNLARQA 

NIQIQEIQRTPQRYSSRRATPRH! 

1VRFTKVEMKEKMLRAAGEKE 

DETDNNEFFLWSQKGKRAGTL 

NDHVEESCPPTKNACLGTPIHC 


17538 


47906 


A 


17644 


1 


282 


P1YRVSRJCAANFEWSPEQEKAL 
QQVQAA VQAA WPLG P YDPAD 
PMVLEVSVADRDADWSCWQA 
SI/GHKVGHAQQHSIIKWKWYI 
RDWARADPEGT 


17539 


47907 


A 


17645 


-> 


903 




17540 


47908 


A 


17646 


1 


349 




17541 


47909 


A 


17647 


1 


489 




17542 


47910 


A 


17648 


1 


352 




17543 


47911 


A 


17649 


1 


505 


KTDG S WRMTV D Y HKLNQ V AT 

PVAAAVPDVVSLLEQ1NTSLDT 

WYAAIDLGNVFFSIPVHKVHQK 

KFAFSWQGQQYTFTVLPQGY1N 

SPALCRHFVRRHLD/RFSLPQDI 

TVVHYIDDIMLVGVPLIYRMTR 

KAAIFEWGPEQKALQQVQAAV 

QAALPLGPYDPADPMRLR 



2217 



WO 01/075067 PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


17544 


47912 


A 


17650 


1 


1557 


MASPEAVASQDNDGFSQKPPPT 

PLFASRSVNRLKSQRTPRGEVE 

SVTDGEKTDGSWRMTVDYCKL 

NQVVTPIAAAVPDVVSLLEQIN 

TSPDITLVHYIDDIMLNGSSEQE 

VTNTLDLLVRHLCATGWEIMPT 

KJQGSSTS VKFLG VQ WCG DCR 

DVPSKVKDKLLHLAPPTTKKEA 

QHLTGLFGFRRKYIPYLGVLLC 

PI YQVTRK A A SFQ WRPEQEKAL 

QQ VQK A MQAALPLGPYDPAGP 

MVLEIAVADTEAVWGH/WHSA 

SFPSHPCHCPMGP*TKWP*WQG 

WRLCMGSATWTSTHEG*PGYG 

HQ*VPNLPAAETNTEPAI*HHS/ 

SRRSASYLVAG*LYWTSCIMER 

AE\HLLWIWVCLSCMQCFCQD 

YHPWTHGMPYPPLWYSTQLCL 

*PRHSLYH*RSVAVGSCSWNSL 

VLPCSPSS*SSRVDRTVERPFEIT 

TTMPTSQESRVQESRGGSGSGT 

TH HHP** STSN I FA SC F Yd 1 TFC 

WSRGL^RGRNAATRRONNSIK 

1 *VKIATWTI WAPPTSK! 


17545 


47913 


B 


17651 


47 


838 




17546 


47914 


A 


17652 


1 


1566 




17547 


47915 


A 


17653 


1 


981 


MVAIAKVLIAYKEDSDSHNQPN 

TRMTVSKGPVSAVEGGRRGQD 

SDDCVEENDAVRTWPPSRJLRT 

ESHPSPHTCSWRRHLLSSCPYT 

GMSFPIPSSGN1SSTHAVISFPPL 

SEEMNPMLPKATVMTSLEAAA 

RQNLKSRQAPRCEVESVTHEEV 

Y YTRKELFEFSNL YRK KSG EQI 

REWILRKTDGSWRJTVDYRKL 

NQMVTPIAAAVPDV/VVSLLEQ 

INTSPGTW\LCHNLIWRDLDCFL 

LPQNITLVHYTDD1MQIGSSEQE 

VANTLDLLPALMASW/ENSP*SI 

DRGRED*SLVHKWFCT1CRHHP 

K VDSCSTTA PF* DI PEGQQL 


17548 


47916 


B 


17654 


179 


1219 




17549 


47917 


A 


17655 


1 


2655 





2218 



WO 01/075067 



PCT/US01/08631 



SKQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/»40,2l7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknowo, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


17550 


47918 


A 


17656 


1 


942 


MVGKAKWKPLELPLPRKJVNQ 

KQHHIPEGIAEIAATIKDLKDAG 

VVIPTTSPFNSPIWPVQKTDGS 

WRMTVDYCKLNQVVTPIAAAV 

PDVVSFLEEINTSLGTWYAAID 

LANAFFSIPVHKVHQKPFAFSW 

QG/QQYTFTVLPQDY1NSLAL*H 

NLIWRDLDYRLLLQDITLVHYI 

DDIMLIGSNDHKVGGAQQHSII 

KWKLYIHDQAQTGPEGTTTSVI 

AQWAHEQSGPGSRDGGYAWA 

QQHG LPLTKADLATTTAECPVC 

QQQRPTLSPRYGT1PSLPLTKAL 

TLQLKKCSSG P M L M EFTG LAM 

FPIILKQLD 


17551 


47919 


A 


17657 


1 


868 




17552 


47920 


A 


17658 


83 


346 




17553 


47921 


A 


17659 


1 


643 


MVGKAKWKPLELPLPRKJVNQ 

KQHHIPEGIAEIAATIKDLKDAG 

VVIPTTSPFNSPIWPVQKTDGS 

WRMTVDYCKLNQVVTPIAAAV 

PDVVSFLEEINTSLGTWYAAID 

LANAFFSIPVHKVHQKPFAFSW 

QG/QQYTFTVLPQDYINSLAL*H 

NLIWRDLDYRLLLQDITLVHYI 

DDIMLIGSNDHKVGGAQQHSII 

KWKLYIHDQAQTGPEGT 


17554 


47922 


C 


17660 


38 


202 




17555 


47923 


A 


17661 


3 


410 


LKSRQAPRCEVESVTHEEVYYT 

RKELFEFSNLYRKKSGEQI RE WI 

LRKTDGSWRJTVDYRKLNQMV 

TPIAAAVPDV/VVSLLEQINTSP 

GTW\LCHNLIWRDLDCFLLPQN 

ITLVHYTDD1MQIGSSEQEVAN 

TLDLL 


17556 


47924 


A 


17662 


2 


526 




17557 


47925 


A 


17663 


2 


431 




17558 


47926 


B 


17664 


55 


1506 




17559 


47927 


A 


17665 


1 


753 




17560 


47928 


A 


17666 


73 


310 


QLAEPPHWLPD*KGAGFEWGP 
EQKKALQ*VQAAVQAALPLGP 
YDPADPMVLVVSVADKDAVWI 
FHLSGSDRWRRTYRCL 


17561 


47929 


A 


17667 


323 


687 


KTDGSWR/TVDYRKLNQVVTPI 

AAAVPDVVSLLEHIN1SPGIW/H 

HQKQFAFS*QGQQFT/FTVL/PH 

GYINSLALCHNLIRRDLDHFSLP 

QDITLVHYIDDIVLTGSSEQEVA 

G S\LESTCRHTK V 


17562 


47930 


A 


17668 


3 


1363 




17563 


47931 


A 


17669 


1 


1203 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 

>Cl|UCIlt.C 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \= Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


17564 


47932 


B 


17670 


130 


1374 




17565 


47933 


A 


17671 


1 


1063 




17566 


47934 


A 


17672 


-> 


239 




17567 


47955 


A 


17673 


231 


368 


NKHOEDSLKPPIPGPSSWTAF/P 
KPTLGOKGTCCTEKKKXKKKK 
GRI 


17568 


47956 


A 


17674 


1 


1270 




17569 


47937 


C 


17675 


100 


270 




17570 


47938 


A 


17676 


459 


1978 




17571 


47939 


A 


17677- 


35 


347 


VVRA;WYPGWGQGSEKEWQW 
DQQE A LOR VRG SKVTGE WEGR 
AGPEGTGQNG EG PRG ILE VGGT 
TAPFCLAEGEWGPGGHPHHLLF 

1 » \ 1 1 V^ M^JI » J^V_J 9m-* Ww VJ A V_* VJ 1 Jl All llVUl 

PPSPPRPPPQPPPTPPEPPS*PPSP 
PRPPPQPPPTPPEPPS 


17572 


47940 


A 


17678 


236 


397 


NWLQPCG*AHPTGSGFPAPKLC 

PASPGAPFSNEULSEPGPTLAPM 

PT/GAPCRSHGAGHSGDPGWPS 

SSPTGEDTNSAGPGAARVQMG 

CGHCVSLVPRVCCWTPGGA 


17573 


47941 


A 


17679 


132 


492 


TDHRDRKDKHPPALPASAMDK 

KNA/GQEGRPGASRGSSPMATA 

TTGPQGVMPGYH*CSLRPKGSS 

VG L W* MLPGLG LTLQDSG LPS 

GPRQVQNYCPGAKALNQGPQE 

PA*CKASNQRPSVYLPTREYPS 

EQ11VTEKTNILLRYLHQQWTK 

RTLPRRKTRSKQRKLTYGYCH 

YRSTGSNARLPLMFIKTQGFFS 

RLVVDAAWPGTHPSGOWAPF 

WPFCAGPELLSRSOGFESGTSRA 

RLMFYPTMAAPVPK 


17574 


47942 


A 


17680 


618 


755 




17575 


47943 




17681 


796 


1092 




17576 


47944 


A 


17682 


1 


391 




17577 


47945 


A 


17683 


] 


697 




17578 

I f J 1 o 


47946 


A 


17684 


] 


888 




17579 


47947 


A 


17685 


749 


1667 




17580 


47948 


A 


17686 


1 


2088 




17581 


47949 


A 


17687 


189 


438 




17582 


47950 


A 


17688 


387 


497 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 

c^/v 1 1 ** n #» 0 

dct|ucncc 


Met 
hod 


SEQ ID NO: 
inUSSN 


Nucleotide 
location of first 

cuuun lor pepuue 
sequence 


Nucleotide location of last 
codon for last amino acid 

aC wort i • sf f a £-+ ma w\ t+ & 

qi pcpiioc sequence 


Amino acid sequence ( X=llnltnown, < 
*=Stop codon, /^possible nucleotide 
deletion, \ s possible nucleotide insertion) 


17583 


47951 


A 


17689 

y 


1 


728 


MAQEIEGDRLFRARLTRRVQG 

KGPCGPLKAPLGMVPECHSVK 

PS RDTFD3TKSFKA LLLSFLKI P 

A1DVHKPIDHPINFTFPDPGHRA 

PARHRHSTAAAVTMSPSGP/PA 

AAPSPCSPIPRHG*GPLRATSYC 

PVS WKQKQNS VSNKQTN EQTK 

TAKAEGARSRGPRNKIPGLPPG 

PRSGLR1WLPPPREGSGFQTPAR 

GHPQPPCSGKGTECQSIAQNLA 

SRISPVGTSCGRTSRQTIRVRK 


17584 


47952 


A 


17690 


1 


819 




17585 


47953 


A 


17691 


1 


2115 


MSGSYSSVWAEDDIQFDSRFLE 

LKGDTK1DLKRFSSQGYVEPGK 

YNLQVQLNKQPLAEEYD1YWY 

AGEDDVSKSYACLTPELVAQF 

GLKEDVAKNLQWSHDGKCLKP 

GQLEGVE1KADLSQSALV1SLPQ 

AYLEYTWPDWDPPSRWDDG1S 

GIIADYSITAQTRHEENGGDDS 

NEISGNGTVGVNLGPWRMRAD 

WQTNYQHTRTQLALGEDYLNS 

DIFDGLNYVGGSVSTDDQMLPP 

HLRGYAPDISGVAHTTAK 


17586 


47954 


A 


17692 




1080 




17587 


47955 


A 


17693 


J 


253 




17588 


47956 


B 


17694 


I 


1069 




17589 


47957 


A 


17695 


1 


764 




17590 


47958 


C 


17696 


136 


990 




17591 


47959 


A 


17697 


1 


1422 




17592 


47960 


A 


17698 


547 


1017 




17593 


47961 


A 


17699 


176 


431 




17594 


47962 


A 


17700 


1 


846 




17595 


47963 


A 


17701 


| 


1815 




17596 


47964 


A 


17702 


1 


1578 




17597 


47965 


A 


17703 


1 


1149 




17598 


47966 


A 


17704 


22 


441 




17599 


47967 


A 


17705 


828 


920 




17600 


47968 


A 


17706 


1 


231 


MESKRLDNA/CAGGGD*PQLH 
QC PR * TA V D* RRNQTA FA * RDA 
STYRH ESGGN A S PECHG L YQR 
QKNADGGGGQRRI 


17601 


47969 


A 


17707 


1 


563 




17602 


47970 


A 


17708 


19 


372 




17603 


47971 


A 


17709 


134 


491 




17604 


47972 


A 


17710 


1 


969 




17605 


47973 


A 


17711 


59 


839 




17606 


47974 


A 


17712 


186 


725 




17607 


47975 


A 


17713 


1 


251 




17608 


47976 


A 


17714 


1381 


2217 




17609 


47977 


A 


17715 


357 


804 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


17610 


47978 


B 


I77I6 


j 


2361 




17611 


47979 


A 


17717 




2832 




17612 


47980 


A 


17718 




3477 




17613 


47981 


B 


17719 


143 


3122 




17614 


47982 


A 


17720 




3018 




17615 


47983 


A 


17721 


1 


4371 




17616 


47984 


B 


17722 




2010 




17617 


47985 


A 


17723 




2168 




17618 


47986 


A 


17724 

r 




2067 

j 

'* ' ■ ; 


MKEIEIQKSLPKINESRSWFFEKJ 

HKIDRLLARLIKKKRJEKNQID.TI 

KNDICGDIfrANPTAIQTTIREYY 

KHLYANKLENLEEMDKFLDTY 

TLPRJLNQEEAESLNTPITGSD1E 

A 1 INSLPTKKSPGPDGLTAEF YQ 

RYKEELKKEGILLSSFYEASILLI 

PKPGRDTTKKENFRPISLMNID 

AKILNKILANRJQQHIKKLIHHD 

Q VGFIPGMQG WFN ICKSIN V I Q 

HINRTKDKNHTIISIDAEKAFDK 

IQQPFMLKTLNKLGIDGTYLKII 

RAIYDKPTANIILNGQKLEAFPL 

KTGTRQGCPVSPVVFNTVLEVL 

AREIRQEKEIKGIQLGKEEVKRS 

LFADDM1VYLENPIVSAQNLLK 

LISNFSKVSGYKINVQKSQAFL 

YTNNRQTESQIMSELPFTIAPKR 

IKYLRIQLTRDVKDLFKENYKL 

LLNEIKEDTNKWKNIPCSWVGR 

INIVKMAILPKG1HRFNAIPIKLP 

MTFFTELEKTTLKFIWNQKRAR 

IAKSILSRKYKAGGSMLPDFK.L 

CYKATVTKKAWYWYQNRDID 

QWNRTEPSEIMPHIYNYLIFDKP 

EKNKQWGKDSLFNKWCWENW 

LTICRKLKLDPFLTPYTEINSRW 

1KDLNVRPKTIKTLEENLGNTIQ 

DIGMGKDFMSKTPKAMATKAK 

FDEWDLLKLK\SFCTAKETTVR 

VNRQPTEWETIFAIYSS 


17619 


47987 


A 


17725 




3457 




17620 


47988 


A 


17726 


1 


3630 




17621 


47989 


B 


17727 




3384 




17622 


47990 


B 


17728 




2199 




17623 


47991 


A 


17729 




3924 




17624 


47992 


A 


17730 




3345 




17625 


47993 


A 


17731 


j 


2382 




17626 


47994 


A 


17732 




3720 




17627 


47995 


A 


17733 




3894 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 

bod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


17628 


47996 


A 


17734 


1 


2427 


MGCVRQ11PLGTHPVVHQLTS1P 

QNCQSPQKTRKDREIGQPRGAY 

GDMRSKCNVMLMMESWNRKR 

TLEIQTTIREYYKHLYTNKLENL 

EEMDKFLDTYTLPRLNQEEVES 

LNRPITHSDIVTIINSLPTKK\SPG 

PDRfTAKFYQRYKEELVPFLLK 

LFQSIEK/EGILPNSFYEASIIL1PK 

LGRDTTKKENFRPISLMNTDAK 

ILNKILANR1QQHIKKLIQHDQV 

GFIPGMQGWFNIRKSINIIQHIN 

RIKDKNHMHSIDAEKAFDKIQQ 

PFMLKTLNKLGIDGTYLKIIRAI 

YDKPTANIILNGQKLEAFPLKT 

GTRQGCPLSPLLFNIVLEALAR 

AIRQEKEIKGIQLGKEEVKLSLF 

ADDMIVYLENPIVSAQNLLKLIS 

NFSKVSGYKINVQKSQAFLYTS 

NRQTESQI MSELPFTI ASKR1 K Y 

LGIQLTRDVKDLFKENYKPLLK 

EIKEDTNKWKNIPCSWIGR1NIV 

KMAILHKALYRFNAIPIKLPMT 

FFTELEKTTLKFIWNQKRACIA 

KSILSQKNKAGGITLPDFK.LHY 

KAT VTKTAWY WYQNRD1 DQW 

NRTEPSEIIPPIYNYL1FDKLDKN 

KKWGKDCLFNKWCWQNWLAI 

CRKLKLDPLLTPYTKINSRWIK 

DLNVRPKTIKTLEENLGITIQDI 

GMGKDFMSKTPKAMATKDKID 

KWDLIKLKSFCTAKETTIRVNR 

QPTKWEKIFVTYSSDKGLISR1Y 


17629 


47997 


A 


17735 


1 


3780 




17630 


47998 


A 


17736 


1 


2808 




17631 


47999 


A 


17737 


1 


4842 




17632 


48000 


B 


17738 


331 


3282 




17633 


48001 


A 


17739 


1 


2880 




17634 


48002 


A 


17740 


1 


3213 
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SEQID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


or peptide 


hod 


in USSN 


location or first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \= possible nucleotide insertion) 


17635 


48003 


A 


17741 


1 


2561 


MKAEIKTFFETNKNKDTTYQNL 

WDTFKAVCRGKFIALNAHKRK 

QERSKIDTLTSQLKELEKQEQT 

YSKASRRQEITKIRAELKEIETQ 

KTLQKINESRSWFFEKINKIDRP 

LTRLIKKKREKNQIDSIKNDKG 

DITTDPTEIQTT1REYYKHLYAN 

KLENLEEMDKFLDTYTLPRLNO 

EEVESLNRPITGSEIEAIINSLPT 

KKSPGPDGFTAEFYQRYKEELV 














PFLLfcLFQSIEKEGILPNSFYEAS 

ULITKPGRHTTKKNFRPISLMN1 

GAKILNKILANRIQQHIKKLIHH 

DQVGFIPGMQGWFNIRKSINVI 

QHINITNDKNHM1IS1DAENAFD 

KIQQRFMLKTLNKLGIDGMYL 

KIIRA1YDKPTATQNLLKLIGNF 

SKVSGYKFNVQKSQAFLYTNNS 

QTESQIMTELPFTIASKRIKYLGI 

QLTRD VKDLFKEN YKPLLSEI K 

EDTKKGKNIPCSWVGRINIMK 

MDILPKVIYTFNAIPIKLPMTFFT 

EVEKTTLKFICNQKRARIAKSFL 

SQKNKAGGITPPDFKLYYKATV 

TKTACYWYQNRDIDQWNRTEP 

SEIMQHIYNYLiFDKPDKNKQW 

GKDSLFNKWCWENWLAICRKL 

KLDSFLTPYTKIMSRWIKDLNIR 

PKTIKTLEENLGSIIQD1GMGKD 

FMSKTPKAMATKAIIDEWDLIK 

LKSFCTAKETTMRVNRQPTEW 

EKJFATYSSD1GLISRIYNELKQI 


17636 


48004 


A 


17742 


1 


5042 


MTGSNSHITILTLNfNGLNSAIK 

RHRLASWIKSQDPSVCCIQETH 

LMCRDTHRLK 1 KG WRKI YQ AN 

GKQKKAGVAILVSDKTDFKJT 

K1KRDKEGHYIMVKGSIQQEEL 

T1LNIYAPNTGAPRFIKQVLSDL 

QRDLDSHTLIMGDFNTPLSILDR 

STRQKVNKDTQELNSALHQAD 

LIDIYRTLHPKSTEYTFFSAPHH 

TYSKlDHIVGSKALLSKCKJtTEl 

ITNYLSDHSAI KLELRIKNLTQS 

RSTTWKLNNL 


17637 


48005 


A 


17743 


101 


471 


MLSRILASRNRMRFAVEVVRA 

VRE/RVGNDFH1YRLSMLDLVE 

DGGTFAETVELAQAVEAAGATI 

fNTG IG WH EA RJPTI ATP VPRG A 

FSWVTRKLKGHVSLPLVTTNRJ 

NDPQVADDILSSTH 


17638 


48006 


A 


17744 


161 


311 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, ' 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17639 


48007 


A 


17745 


221 


799 




17640 


48008 


A 


17746 


20 


346 




i 764 i 


48009 


A 


i 7747 


431 


i mo 
IJ/O 




17642 


48010 


A 


17748 


1 


771 




17643 


4801 1 


A 


17749 


*> 


863 


AVLRREMRQMEGAWLGSDLV 

DQGKERLNRLGFFETVDTDTQ 

RV/PGSPDQVDVVYKMVSLGGR 

LFYNDFQADDADLSDYTNKKIE 

IIDSHADYFHID1MDGHFVPNLT 

LSPFFVSQVKKLATKPLDCHLM 

VTRPQDYIAQLARAGADF1TLH 

PETINGQAFRLIDEIRRHDMKV 

GLILNPETPVEAMKYYIHKADK 

ITVMTVDPGFAGQPFIPEMLDK 

LAELKAWREREGLEYEIEVDGS 

CNQATYEKLMAAGADVFIVGT 

SGLFNHAENIDEAWRVMTAQ1L 

AAKSE 


17644 


48012 


A 


17750 


2 


893 




17645 


48013 


A 


17751 


139 


2057 




17646 


48014 


A 


17752 


2 


361 




17647 


48015 


A 


17753 


497 


897 


PRSASFSAWLAFCST/TKDSHPL 
LAQLLDGVENLDHRQHLLFTA 
G HGARPLIRAH ADVEENCDHPF 
ILIVHPSIHP1IYLSIHPSTIRGERL 
MTQI PL1KHFLAG VTGLKLTQQ 
MRFCENVCLPLIATAGNRQTH 


17648 


48016 


A 


17754 


83 


1038 


PSRAGHLPPK1K.SSMAGTTPCLS 

IMVRQRK/PLVPAPLYQGMRDG 

KIVRFEEITRTPLEVQDCLLASA 

LALGLALMGNAQA VTTI PFWH 

SMEGELGKEVDSLAQRFNAEN 

PDYKIVPTYKGNYEQNLSAGIA 

AFRTGNAPTYFAGHIMQACGV 

ALSATIYFIRRKVVSLSDQKLNI 

AMTFVGSMSGALLVQYVQAD 

VLRQILPILVICIGLYFLLMPKLG 

EEDRQRRMYGLPFALIAGGCV 

GFYDGFFGPAAGSFYALAFVTL 

CGFNLAKATAHAKLLNATSN1G 

GLLLFILGGKVIWATGFVMLVG 

QFLGAPHGVPTCV 


17649 


48017 


A 


17755 


571 


1728 




17650 


48018 


A 


17756 


332 


511 




17651 


48019 


A 


17757 


581 


637 


RALR*SLQDGSAKRGASVS 


17652 


48020 


A 


17758 


1 


1098 




17653 


48021 


A 


17759 


1 


366 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \= possible nucleotide insertion) 


17654 


48022 


A 


17760 


321 


611 


GEGENYCDSVVMTWVAI*QN 
WQCHCCSLRC ASLRQG* RQDV 
TDTRG ETIK.REMARN WV/WRA 
RVINAGFSRGSLLRGPISDHRRK 
RLSASIRQFYPRP 


17655 


48023 


B 


17761 


95 


645 




17656 


48024 


B 


17762 


1 


3978 




17657 


48025 


A 


17763 


1 


328 


ML1AEGLMTAKN1TVITNSLPA 

AFALSENKD1TLVVCGGTVRHK 

TRSMHGSIAERSLQDINADLMF 

VGADGIDAVNG1TTFNEGYSIS 

GAMVTAANKVIAVLDSSKFNR 

RG FNQ VLPI EK 1 Dl 1 ITDD A VSE V 

DKLALQKTRDTSLVYVLSLADF 

FRTASTIGERDGTQVEMILFAGF 

V Y L V 1 SLSASLL VLTDCSTE VK 

KGEVVVVCGPSGSGKSTL1KTV 

NGLEPVQQGEITVDGIVVNDKK 

TDLAKLRSRVGMVFQHFELFPH 

LSI1ENLTLAQVKVLKRDKAPA 

REKALKLLERVGLSAHANKFP 

AHYSGGQQQRVAIARALCMDP 

IAMLFDEPTS A LDPEMIN E VLD 

VMVELANEGMTMMVVTHEM 

GFAVKWRJGSTQQGAQLHCNR 

WLHVRKHLLVAYYNLVGIKPG 

KESYMRLNEKALDDFCQSLVD 

YLSAGHFSIYER1LHKLEGNGQ 

LARA A KJ WPQLE ANTQQIMDY 

YDSSLETA IDHDN YLEFQQVLS 

DIGEALEAAFVLEDKLILLVLD 

AAR*NLLKLKVIIMIDGGFQTGI 

VVIHNLLSIGFELRPNLRGAREL 

P V AFQLMKN ALINTEMSG RQ V I 

DQALTKI1KGFFV 


17658 


48026 


A 


17764 


216 


473 


DALRVASGNGCYSALLPLFCRL 
L*AESA*VPVQRPCGETLMRSS 
VVCLGGTAPECSSLGCAEKSGR 
SWPRKVAHTLGSWTVPRES 


17659 


48027 


B 


17765 


1 


1570 




17660 


48028 


A 


17766 


1580 


1764 


PASSLVMR*CLNRIA\SRAHQPA 
VRAY*SASAPGIA*KENA*G*RL 
HHR*NPAGKPDPGLL 


17661 


48029 


A 


17767 


1 


1827 




17662 


48030 


B 


17768 


1 


1281 




17663 


48031 


B 


17769 


72 


1169 





2226 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/M0UI7 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


17664 


48032 


A 


17770 


20 


552 


SAGDA*DWFWHGGVAGGNG* 

RSP*A/VTSSALKCIHRALVRAW 

LLRM KKV* ATC A*C VTMRLKC 

CIK*/CPDNSLRMVQLFFPDPWH 

KARHNKRRJVQVPFA ELV KSKL 

QLGGVFHMATDWEPYAEHML 

EVMSSIDGYKNLSESNDYVPRP 

ASRPVTKFEQRGHRLGHGVWD 

LMFERVK 


17665 


48033 


A 


17771 


3287 


3568 


CAFQRNIWHAKLNASPTPVFVP 

**LLASLTIPMKPAAMPGGKMD 

WWRVCRASASRPCQK*SLCQT 

PASVNTLLTVTAVCCASMASTT 

TRLWKI 


17666 


48034 


A 


17772 


1 


3126 




17667 


48035 


A 


17773 


249 


3943 




17668 


48036 


B 


Mil A 


1 


2178 




17669 


48037 


A 


Mil 5 


263 


434 




17670 


48038 


A 


Mil 6 


619 


1184 


MRTSCGSF1KRRVMRRIASGMV 

AENRAV**PSGICAIMVSTSSMK 

PMRSISSASSRTRPLSL/AEVQSA 

TFQ V VQQTARSTDN DLRPLTQ 

GA*LHVITLAAVQS/IPHLRRAC 

V*RNPSLLQQPVPPVRGSVPAP 

ESVVLSAQDQDSATEVKRMLQ 

FFRSPSGPYPERRGHSADVEYT 

LPELEMVFRNPDR 


17671 


48039 


A 


Mill 


1 


1485 




17672 


48040 


A 


M11S 


497 


1838 




17673 


48041 


A 


17779 


534 


922 




17674 


48042 


A 


17780 


1 


458 


MQQLEEALKQLAQGSGSSQAL 
TQ VRRWDS ACQKLPD AN LA LI 
SVAGEYAAELANQALDRNLNV 
MMFSDNVTLEDEIQLKTRARE 
KGLL VMG PDC/WY VDDCRHTA 
GFC* RDAG RQY WRH WRFRYR 
DSGAVFADCAGRGGNYSRDWP 
WRARPQP 


17675 


48043 


A 


17781 


2 


270 


QAGK Y YGG A VFAPVFGA 1 MGG 
VLRTMNIEPDALTSVDKNEFVI 
NHGEGTGGRS* FARPSCSVGAR 
RTFASTARDDTRQPCGCGGRSL 
CS 


17676 


48044 


A 


17782 


1 


1437 




17677 


48045 


B 


17783 


63 


201 




17678 


48046 


A 


17784 


1016 


1263 




17679 


48047 


A 


17785 


1 


933 




17680 


48048 


B 


17786 


1 


1888 




17681 


48049 


A 


17787 


845 


2220 




17682 


48050 


A 


17788 


110 


581 




17683 


48051 


A 


17789 


696 


989 





9991 



WO 01/075067 



PCT/US01/08631 



SEO ID 

NO: 


SEO ID NO: 
of peptide 
sequence 


Met 
hod 


SEO ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown> 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17684 


48052 


A 


17790 


199 


573 




17685 


48053 


A 


17791 


1 


3270 




17686 


48054 


A 


17792 


1 


3018 




17687 


48055 


B 


17793 


1 


708 




17688 


48056 


A 


17794 


264 


512 


FLAQWLPELPLSRHLRQCTWCR 
RHRNRW*VRSLHRCWLADCRC 
PELRIRSHDL*SLAORSLYDRTR 
TPDRRQLRTVLH WLLC 


17689 


48057 


A 


17795 


1 


2109 




17690 


48058 * 


A 


17796 


1239 


1854 


YH DD.RNQPDAGNPSN A DSGPQ 

I*QATGSPRRLVRR\RWKRVNR 

LLAGKLAIVIDDFGYRPHNENQ 

VLAMPSAISVAVLPDSPHAREM 

ATKAHNSGHEVLIHLPMAPLSK 

Q/TAGEKYATPGDEQRRN*AHY 

S*\WVNNVPYAVGINNHMGSK 

MTSNLFGMOKVMOALERYNL 

YFLDSVTIGNTOAMRAAOGTG 

VK V 1 TRK VFLDG FA K 


17691 


48059 


B 


17797 


1 


2243 




17692 


48060 


A 


17798 


74 


295 


TISVLWLMLSLNTSKKRLA*TG 
S1GFFGLHSFTPRNGLRGASGTA 
FFGGVEVSTCGSFSKLLAFTSV 
MSGGRL 


17693 


48061 


A 


17799 


1 


1872 


MLRIHCMQHWYNLSDGAMED 

ALYEIASMRLFARLSLDSALPD 

RTTIMNFRHLLEQHQLARQLFK 

TINRWLAEAGVMMTQGTLVD 

AT1IEAPSSTKNKEQQRDPEMH 

QTKKGNQWHFGMKAHIGVDA 

KSGLTHSLVTTAANEHDLNQL 

GNLLHGEEQFVSADAGYQGAP 

QREELAEVDVDWLIAERPGKV 

RTLKOHPRJCNRTGISIAYMTGSI 

RARVEHPFRIIKRQFGFVTARYR 

GCLNTITNGDVFPLATWFGG 


17694 


48062 


A 


17800 


1 


1269 





2228 



WO 01/075067 



PCT/US01/086J1 



SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SF.Q IO NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, V=possib!e nucleotide insertion) 


17695 


48063 


A 


17801 


1 


1988 


MNDSEFHRLADQLWLTIEERLD 

DWDGDSDIDCEINGGVLTITFE 

NGSK1 1 rN RQEPLKQV WLATKQ 

GGYHFDLKGDEWICDRSGETF 

WDLLEQAATQQAGETITGFRV 

YTLQLN AQLRLG FLRLPY S VN L 

ATEYKSLTHYTKVPEATNPSLE 

SSVDVKLSANRLKYPMMRKRL 

MKMWREAKALHSDPVEAWAS 

IIEDADKAKSFKQARGRGGFVR 

SSWQEVNELIAASNVYTIKNYG 

PDRVAGFSPIPAMSMVSYASGA 

RYLSLIGGTCLSFYDWYCDLPP 

ASPQTWGEQTDVPESADWYNS 

SYIIAWGSNVPQTRTPDAHFFTE 

VRYKGTKTVAVTPDYAEIAKL 

CDLWLAPKQGTDAAMALAMG 

HVMLREFHLDNPSQYFTDYVR 

RYTDMPMLVMLEERDGYYAA 

GRMLRAADLVDALGQENNPE 

WKTVAFNTNGEMVAPNGSIGF 

RWGEKGKWNLESIA\RJENPHF 

RSVKHNPVLVRQLPVKNLTLV 

DGNTCPVVSVYDLVLANYGLD 

RGLEDENSAKDYAEIKPYTPA 

WGEQITRVPRQYIETIAREFADT 

AHKTHGRSMIILGAGVNHWYH 

MDMNYRGMINMLIFCGCVGQS 

GGGWAHYVGQEKLRPQTGWL 

PLAFALDWNRPPRQMNSTSFFY 

N H SSQ WRYEK VS AQELLSPL A 


17696 


48064 


A 


17802 


3854 


5726 




17697 


48065 


B 


17803 


1 


1869 




17698 


48066 


A 


17804 


391 


1246 




17699 


48067 


A 


17805 


58 


1353 




17700 


48068 


A 


17806 


872 


2123 




17701 


48069 


A 


17807 


1 


1422 




17702 


48070 


A 


17808 


217 


509 




17703 


48071 


A 


17809 


76 


422 




17704 


48072 


A 


17810 


2 


288 




17705 


48073 


A 


17811 


1 


1626 




17706 


48074 


A 


17812 


779 


832 




17707 


48075 


A 


17813 


1 


1818 




17708 


48076 


A 


17814 


1 


645 




17709 


48077 


A 


17815 


157 


293 


ALVCSSPWPSEKCKSKPQ*DTIS 
HQLEWQSLKSQETTGAGEDVE 
K 


17710 


48078 


A 


17816 


1 


1446 




17711 


48079 


A 


17817 


1 


306 





9993 



WO 01/075067 



PCT/USO 1/08631 



SEQID 

NO: 


SKQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \~possible nucleotide insertion) 


17712 


48080 


A 


17818 


71 


513 


TIRSGLGWSQMEMRNMLGTGA 
KK Y KLPSENTrNTSTQIM * K 1 * K 
KRINSSTHTLSQD*TRK1CLNL*1 
DQ*QELKLWQ*SIAYQPKRVQD 
OMH^fVRFFYnR YKFFI whsira 
K'Dl^lMl-IMII^inA FK A PHk" IHORF 
Ml K'TI TsIFVI MfiRl^I^ 

IVI L, IV 1 V L« 1V1 \J rvl O rv 


i / / 1 j 


HOv/O 1 


A 


I7KIQ 

1 / OJ7 


i 
i 






17714 


4R0JO 


D 
L> 


17R90 

1 / OaU 




S67 




17715 


48083 


A 


17821 . 


1 


1224 




17716 


48084 - 


A 


17822 


1 


897 




17717 


48085 


A 


17823 


207 


547 


NHFLQGLGPLLQFPTSSSSPSET 
TSAWTLCPHHYQAFGQSHSTSL 

♦FV/UKI ^MFFM<l<^FP<iin FOPI 

Ci V /nivLijn invJOOoCrol\LryrL 

PVTOFOSRFHIFRYI FS^lPI YW 

POFTVI VHFPAAnKHKVTTIP 
v->v^r i v l v m i r\r\ l/ivl/i o v i ur 


1 771R 
1 / / 1 o 




D 
D 


1 / 0^*T 


i 


1 I9R 

1 1 Z.O 




17719 


48087 


A 


17825 


i 


765 




17720 


48088 


A 


17826 


i 


952 




17721 


48089 


A 


17827 


1570 


2176 


FLQSTHLTKG * YPESTMN SNKF 

TRKKQPNQR A K.DM K.RPFSKED 

IDAANKHMKKCSSSLAIREMQI 

KTTMRYHFTPVRMAIIKKSGNN 

RCWRGCGEIGTLLHCWWDCKL 

IQPLWKSMWRFLKDLELEIPFD 

PA I PLLGI YPKDYKSCCYKDTCT 

MMPIAAI FT[ A V TWlVlOPk" PPTM 

\U WiivMVI Will I 1 1V1C I I VJA\ 1 rvlx 
IVi JJL/I Is 


177?? 

Iff 


4R0Q0 


A 

/A 


178?8 
I / o^o , 


i 
i 


J J 1 




17723 


48091 


A 


17829 


1 


462 




17724 


48092 


A 


17830 


876 


mi 




17725 


48093 


A 


17831 


2 


276 


LLPGFFCSNLAPVPPSGGHQHD 
LPYPSSA*NPGASGTGQARMGQ 
SHOWAFI WRKDAHVRKFinY 
MYS! YDRAYfiFRTTGRRCiRCiR 
GPIPRP 


17726 


48094 


A 


17832 


1 


1290 




Mill 


48095 


A 


17833 


1293 


1863 


RSTPSMKJE/QLATALPRHMTAE 

RMIRIANTEFRKVPALGNCDTM 

SFVSAIVQCPQLGLEPGSASGH 

AYLLPFGNKNEKSGKKNVQLII 

GYRGMIDLARRSGQIASLSARV 

VREGDEFSFEFGLDEKLIHRPGE 

MFHAPVTHVYA VARl KHfinTO 

FE VMTRKQt EL VRSLSKADTD\* 
PWMCPCPMKRKSAT 


17728 


48096 


C 


17834 


1 


786 





2230 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \-possible nucleotide insertion) 


17729 


48097 


A 


17835 


2 


654 


FCRQRQCQVYRRGRFTHAAFT 

GTHRDNVLQVQSKLRADGCAL 

EDYFSQSEQVLPSELAFDEAPQ 

DVVNKVFNITLRTIMEGQSIVN 

VDEIHRAARFFYQARQRDLYG 

AGGSNA1CADVQHKFLR1GVRC 

QAYPDAHIMMMSASLLQEGDV 

VLVVTHSGRTSDVKAAVELAK 

KNGAKIICITHSYHSPIAKLADY 

IICSPAPETPLLGRNASARJLQLT 

LLDAFFVSVAQLNIEQANINMQ 

KTGAM*KRP*NWQKRTGQRLF 

V*PIAT1HR*RNWPIILFAHQPRK 

RRY*VVMPRQEYYN 


17730 


48098 


A 


17836 


1 


4806 




17731 


48099 


A 


17837 


1 


466 




17732 


48100 


B 


17838 


193 


1045 




17733 


48101 


A 


17839 


1 196 


2732 




17734 


48102 


B 


17840 


1 


732 




17735 


48103 


A 


17841 


290 


664 




17736 


48104 


A 


17842 


302 


1716 




17737 


48105 


A 


17843 


249 


909 




17738 


48106 


A 


17844 


36 


340 




17739 


48107 


A 


17845 


902 


1455 


RRCVLRP/GLDIMRNRLNIRQQ 

QRLEQAAYEMTALRAAT1ELGP 

LVRGLPHLRTIHRQLYQDIFDW 

AGQRR1TLINHGFVPKSTTVVET 

NGPSDQSIAMRRPGQTISRJHQV 

QKKLGIELTNCYEHSGLPDIKN 

VTGILICRQTHARPARLARLIFT 

ANKTNTINALVDI EVDDFFTDA 

CQIDCCFETGSHSVLARLGGAS 

AQDLQLDATSASHGSK 


17740 


48108 


A 


17846 


1 


1668 




17741 


48109 


A 


17847 


1 


1080 




17742 


48110 


A 


17848 


1 


907 


MRAGFTSNVLTFLTCTSHFLNT 

FRAADVANVQTATSNFRQIQVF 

ED1ITQYNGKYILAVEGNPPLGE 

QGMFCISSGRPFIEKLKRAAAG 

ASA 1 1 A WGTC AS WGC VQA A RP 

NPTQATPIDKVITDKPIIKVPGCP 

PIPDVMSAIITYMVTFDRLPDVD 

RMG RPLMF YGQRJ H DKC YRRA 

HFDAGEFVQSWDDDAA\PKVT 

ACTKWAAKGLPP1TPVPHTLE* 

WVWSRLLAGGNGLDRGRFSGV 

DSSWISYLSSAISVTMAPATTLN 

QTSKAALAACAISTLCNGWPA 

VILAQHRWMKWSGLAS 


17743 


48111 


A 


17849 


239 


899 





WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


17744 


481 12 


A 


17850 


155 


249 


CMRJRKTALTGGEPDR*TAMR* 

X^ * * ■ ■ X* V * » * * A,*/ * X-/ A A_^ 1 X. 1 f ft 1*1 1\ 

HNKSPALTGS 


17745 


481 13 


A 


17851 


1 


1326 




17746 


481 14 


A 


17852 


i 


1394 




17747 


48115 


A 


17853 


46 


705 




17748 


481 16 


A 


17854 


2 


488 




17749 


481 17 


A 


17855 


563 


687 


LLARTSRO*KTSLNCVNICL*MP 
SGOWAVLLLPVCRCWWLRT 

ft~#V***^f ▼ r J m. v ±jm^*m*j* ▼ V_-* A If IT Aw* l\ 1 


17750 


48118 


A 


17856 


1 


1429 




17751 . 


48119 


A 


17857 


1 


1037 




17752 •> 


48120 


A J ' : 


17858 ~ 


2 


276 - 1 


LLPG P FCSNLAPVPPSGG HQHD 

LPYPSSA*NPGASGTGQARMGQ 

SHOWAFLWRKDAHVRKESGY 

MYSLYDRAYGERTTGRRGRGR 

GPIPRP 


17753 


48121 


A 


17859 


1 


1290 




17754 


48122 


A 


17860 


1293 


1863 


RSTPSMKE/QLATALPRHMTAE 

RM I RI ANTEFRK V PA LGNCDTM 

SFVSAIVQCPQLGLEPGSASGH 

AYLLPFGNKNEKSGKKNVQL1I 

GYRGM 1 DL ARRSGQI ASLSAR V 

VREGDEFSFEFGLDEKLIHRPGE 

NEDAPVTHVYAVARLKDGGTO 

FEVMTRKQIELVRSLSKADTD\* 

PWMCPCPMKRKSAT 


17755 


48123 


A 


17861 


207 


210 


QLSLLLNLPLDSIHHRLASSALK 

RVNDQVGAAPPRHQSPPPRNA 

VSLAPRPVPVEWSCAKLLCLSC 

RVNCOD*GNKALTSIHFVWGE 

Gl VG KM WLFYCTE A H F VRDPS 

GYSN 


17756 


48124 


A 


17862 


2 


654 


FCRQRQCQVYRRGRFTHAAFT 

GTHRDN V LQVQSKLRA DGC A L 

EDYFSQSEQVLPSELAFDEAPQ 

DVVNKVFNITLRTIMEGQSIVN 

VDEIHRAARFFYQARQRDLYG 

AGGSNAICADVQHKFLRIGVRC 

QAYPDAHIMMMSASLLQEGDV 

VLVVTHSGRTSDVKAAVELAK 

KNGAKIICITHSYHSPIAKLADY 

IICSPAPETPLLGRNASARILQLT 

LLDAFFVSVAQLNIEQANINMQ 

KTGAM*KRP*NWOKRTGORLF 

V*PIATIHR*RNWPI1LFAH0PRK 

RRY*VVMPROEYYN 


17757 


48125 


A 


17863 


I 


4806 




17758 


48126 


A 


17864 


| 


466 




17759 


48127 


A 


17865 


214 


907 




17760 


48128 


A 


17866 


1288 


2757 




17761 


48129 


A 


17867 


705 


839 


AGRSRENRRYRAKQPRCGKR*F 
♦CVYRFYPSGRYAEPSSAPNYT 



2232 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 

. - 


SEQ ID NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540 217 


Nucleotide 
location of first 

f A/lffcn fnr n^rtfift^ 
ivuvn 1LFI |tC|HIUC 

sequence 


Nucleotide location of last 
codon Tor last amino acid 

Ul pcpilUC MTIJUCIICC 


Amino acid sequence ( X=Unknown, ' 
*=Slop codon, /^possible nucleotide 
deletion* ^possible nucleotide insertion) 


17762 


48130 


A 


17868 


199 


1628 




17763 


48131 


A 


17869 


746 


1013 


TRARRRf ITALRf SSLVSASPCC 
NWAAAFSS\YFCQQiVR*PHFDR 
QEKRSVQNQPDGCSSSASQSVR 
QRPKSPQQPVQSANPSLLLCR 


17764 


48132 


A 


17870 


2 


331 




17765 


48133 


A 


17871 


I 


591 




17766 


48134 


A 


17872 


1 


1197 




17767 


48135 


A 


17873 


45 


3402 


NRFSHISVTSACGWYHIPVEE/Q 

PEY/PGNLELERRIRSAIRWNAI 

MTVLRASKKDLELGGHMASFQ 

SSATIYDVCFNHFFRARNEQDG 

GDLVYFQGH1SPGVYARAFLEG 

RLTQEQLDNFRQEVHGNGLSS 

YPHPKLMPEFWQFPTVSMGLG 

PIGAIYQAKFLKYLEHRGLKDT 

SKQTVYAFLGDGEMDEPESKG 

A ITI A TRE KLD/NL VF VINCN LQ 

RLDSPVR WDELLRKDTSG KL1QL 

MNETVDGDYQTFK 


17768 


48136 


A 


17874 


452 


1395 


LAGATGTA1RLILHAPLLLPIKM 

RLP/TVSEGKPDS1PAAEKFAAE 

NKNTYGALASLELAQQFVDKN 

ELEKAAAQLQQGLADTSDENL 

KAVINLRLARVQVQLKQADAA 

LKTLDTIKGEGWAAIVADLRGE 

ALLSKGDKQGKHQRAENCE1Q 

GYIDMIKHLVAPLVFTSLILTGC 

QSPQGKFTPEQVAAMQSYGFT 

ESAGDWSLGLSDAILFAKNDY 

KLLPESQQQIQTMA AKL ASTG L 

THARMDGHTDNYGEDSYNEGL 

SLKRANVVADAWAMGGQIPRS 

NLTTQGLGKKYPIASNKTAQGR 

AENRRVAVVITTP 


17769 


48137 


B 


17875 


1 


1579 




17770 


48138 


A 


17876 


182 


2069 





WO 01/075067 



PCT/US01/08631 



SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


17771 


48139 


A 


17877 


1 


2017 


MESGVATRPIADFDVYIDKLTE 

FVYKTNLFMKPIFSQARKAPKR 

VVLPEGEEARVLHATQELVTLG 

LAKPIL1GRPNVIEMRJQKLGLQ1 

KAGVDFEIVNNESDPRFKEYWT 

EYFQIMKRRGVTQEQAQRALIS 

NPTV1GAIMVQRGEADAMICGT 

VGDYHEHFSVVKNVFGYRDGV 

HTAGAMNALLLPSGNTFIADTY 

VNDEPDAEELAEITLMAAETVR 

RFG I EPR V A L LSHSN FG SSDCPS 

SSKMRQALELVRERAPELMIDG 

EMHGDAALVEAIRNDRMPDSS 

LKGSANILVMPNMEAARISYML 

LRVSSSEGVTVGPVLMGVAKP 

VHVLTPIASVRRIVNMVALAVL 

FVNADETTVVNFHACFACVEV 

FT VRHTTN R YQHG V VTLRFSG 

CFFAFHRHINAVFFRFNIQAVFV 

ALRPEVIAIMHKLREQGHRVVV 

LSNTNRLHTTFWPEEYPEIRDA 

ADHIYLSQDLGMRKPEARIYQH 

VLQAEGFSPSDTVFFDDNADN1 

EGANQLGITSILVKDKTTIPDYF 

AKDKARHRTRPLWAWLKLLW 

QRIDEDNMTTLAGNLAYVSLLS 

LVPLVAVVFALFAAFPMFSDVS 

IQLRHFIFANFLPATGDVIQRY1E 

OFVANSNKJVITAVGAVASLAISS 

YLLSLIANVLMLMS*SVLRMS 

WNPKWAWSSIWYS 


Mill 


48140 


A 


17878 


31 


312 


RGTGHCALYRRAAARCAKJTL 
TTFISLFSSYFV1YNILLLIYLIFA 
ASFCLLVV*CHTVF1TVCSAGD 
VSGMSATWCAFVAISVDHFTG 
FNRF 


17773 


48141 


A 


17879 


1 


1098 




17774 


48142 


A 


17880 


1 


1015 




17775 


48143 


B 


17881 


1 


1917 




Mil 6 


48144 


A 


17882 


931 


1773 




Mill 


48145 


A 


17883 


785 


956 


KKWMHSAV*WRKRSIRRVSSL 
GY*TQAKDRRFALPELRR1VCS 
TVRRYVRRWRTNRT 


17778 


48146 


A 


17884 


221 


367 




17779 


48147 


B 


17885 


1 


1318 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


bod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \= possible nucleotide insertion) 










sequence 






17780 


48148 


A 


17886 


1190 


1634 


APSQTVSLPEVASSMSGVMAG 














VEAVSSPGPYAVCAGSLLPSGW 














LC VKTSV1AMIASAWSAPGAVS 














IKRSS A VS VRJ WALCG A\QPEC A 














VRSLPSYPAFRQVLAPVTHAL* 














PRRSSGCP*CDYSLQLLLQ*PAH 














♦ HLQGLLRKQLSCQR 


1778! 


48149 


A 


17887 


1 


2499 




17782 


48150 


A 


17888 


454 


1698 




17783 


48151 


A 


17889 


635 


1665 


KSIFWRAPADCEP/QVRQSAKV 














QFGDYQANGMMAVAKKLGM 














APRQLAEQVLTHLDLNGIASKV 














EIAGPGFINIFLDPAFLAEHVQQ 














ALASDRLGVATPEKQTIVVDYS 














A PN RG FFGGG APLGTTLQDLTR 














PTKEDGLQAKPISFWASFALQF 














VNVK1ILYGVTALSTFVLPQTQ 














ALSWVVGVSVLLAMIGTFGNV 














CWALAGHLFQRLFRQYGRQLN 














IVLALLLVYCAAFSKGTSDNVA 














LLFRSQRVKANCITGYTDGQLR 














I FFRMLNCIFQSFATQN VNVQV 














LTTFNANFWFH FY WNFTVFNV 














TQFAYCNHFIFCITCFCNDATPF 














AFFAVQQPERVHRKTAILL 


17784 


48152 


A 


17890 


73 


212 




17785 


48153 


A 


17891 


2049 


2445 


VFPVFLRIYVFWKKPGMKVTN 














ARNWQLKPLFTELPVILPDTQL 














HYVAWMELYSPAE*ERIQA*FV 














VWSWNIWLY*A*RLIQK*IIALT 














PVVRTGKTKLMSAILFNITIHR 














MKAMNLSSPKRRLPPRNCGKK 


17786 


48154 


A 


17892 


1 


1476 




17787 


48155 


A 


17893 


332 


572 


RGGA*RQKHRRTSALSLLSLP* 














NMATAVHLHRFSTRRAVTSSS 














ARKWTNSGAMSGLNRASA\AV 














LRV*QSPEDGCCARIR 


17788 


48156 


A 


17894 


80 


405 


PRNLRKSGPPISDAISPTSKP*TI 














TEPISAPSLLATYKAAGCGGTT 














QCTAINAVHSGMASFNNEVLV 














FLAIEKARGINSTTPTSTNSVMP 














QIRPTST1MTSTESQRQR 


17789 


48157 


A 


17895 


1 


1392 




17790 


48158 


A 


17896 


I 


1374 




17791 


48159 


A 


17897 


1971 


2306 




17792 


48160 


A 


17898 


209 


449 




17793 


48161 


A 


17899 


1 


240 




17794 


48162 


A 


17900 


1 


456 




17795 


48163 


B 


17901 


222 


3807 




17796 


48164 


A 


17902 


3140 


3219 




17797 


48165 


A 


17903 


240 


298 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lasl 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


1 77QK 

1 / / 70 


*tO 1 \JKJ 


A 
f\ 


17904 




2047 


I'V^r v i rvOIN VJ VJI rvl W fx I vJ rvL<I i 1 
TVFRI IRTI ^PP APPPFTQVDPr\ 
VAY 

V IX I 


17799 


48167 


B 


17905 


1 


1994 




17800 


48168 


A 


17906 


1 


2151 




17801 


48169 


A 


17907 

, . j, 


3 


1127 

i ... 


GTPYASQPV1RPVEGSKPLIKQV 

LDIGAHGTDKTIAQKLARVAR 

MHFARQRLAAVATFACSAQNA 

IALMEEIAANFSYEMIRLTECIL 

GFTWNRLYQGINVHNAERVRQ 

LAHDGHELVYVPCHRSHMDYL 

LLS Y VLY HQGL VPPHI A AGINL 

NFWPAGPIFRRLGAFFIRRTFKG 

NKLYSTVFREYLGELFSRGYSV 

EYFVEGGRSR/TGRLLDPKTGVM 

LRGGTRPITLIPIYIGYEHVMEV 

GTYAKELRGATKEKESLPQML 

RGLSKLRNLGQGYVNFGEPMP 

LMT Y LNQH VPDWRESIDPI E A V 

DpA un TPTVTMMIA AHI MVPTlsJ 
r\J /A WLI r 1 V Vi IN lr\/\L/i>lVl V JVl IN 

NAGAANAMNLCCTALLASRQR 
SLTREQLTEQLNCYLDLMRNVP 


17802 


48170 


A 


17908 


192 


486 


PVLVYLWVSFSWLCGRSLVCD 
AFGCVLCVLCFWCGVCWGWF 
SRCLVI VRV1 DCVAVAWVCPI 
GVGIGLWV/RVLPTGLVSAVPC 
CCDVLARFRVDLCWG 



2236 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17803 


48171 


A 


17909 


1 


2470 


MFQPSDSGKSF1FNMSVGYNLE 

GIKQPPMQQFIDNMMDASDHP 

KFAQYIIDTLNKLLQDDAFLAR 

HG LQEK RESLQ A LP A Rl PTS M V 

HGVTLSTMHGCPPHEIEAICRY 

MLEEKGLNTFVKLNPTLLGYA 

RVREILDVCGFGYIGLKEESFD 

HDLKLTQALEMLERLMALAKE 

KSLGFGVKLTNTLGTINNKGAL 

PGDSTSGVLRTYERLLTAWML 

TCPCADEHQRGESVKLATALT 

WWLRGSQNRDE1TKDGFQSNH 

AGG 1 LGG I SSGQQI 1 A HM A LKPT 

SSIDVPGRTINRFGEEVEMITKG 

RHDPCVGIRAVP1AEAMLA1VL 

MDHLLRQRAQNADVKTDIPRC 

AQSIGSFSMGCIVGADTLPIQSE 

HYQVMRTDQRRYFGHPDLVM 

FIQRLSSQVSNLGMGTVLIGDM 

GMPAGGRFNGGHASHQTGLDV 

DIFLQLPKTRWTSAQLLRPQAL 

DLVSRDGKHVVSTLWKPEIFSL 

IKLAAQDKDVTR1FVNPAIKQQ 

LCLDAGTIATGCAKCDPGVSFG 

AYAYLLTLRAQCLAHDLPDPLE 

PLEIDGTLLPRYVFIHGGPRVFT 

YYTPKEESIKLFHDYLDLHRSN 

PNLDVQMVPVSVMFGRAPGRE 

KGEVNPPLRMLNGVQKFFAVL 

WLGRDSFVRFSPSVSLRRMADE 

HGTDKTIAQKL\ARVARM\HFA 

RQRLAAVGPRLPARQDLFNKL 


17804 


48172 


A 


17910 




734 




17805 


48173 


A 


17911 


1 


962 




17806 


48174 


A 


17912 


1630 


2633 




17807 


48175 


A 


17913 


1360 


1600 


HSTGRWATTINVPITCGT1CARH 
STSSICKTGMILLWANALKQHC 
LLSRNLP*KGESINVANSLLSYF 
NLRPQCNQTRTQD 


17808 


48176 


A 


17914 


1 


816 




17809 


48177 


A 


17915 


703 


1546 




17810 


48178 


A 


17916 


209 


485 


QVIRPTFIPSTSSNGAISLPASTR 
RDS*MANAS*RCSLA*RATMFP 
A*SATSIFHARPGVEGT*IVRIV 
VIMLRLLSRRKVRGFRLPAAVLI 


17811 


48179 


A 


17917 


619 


1167 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in 1JSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


17812 


48180 


A 


17918 


1 


764 


DSGQQLDDVQLA R YLLSGQNQ 
PKSDRPYRVR* LTG A M LKLI LT 
L/VIEGNVTLGHRVKIGTGCVIK 
NSGDWR*! RNOSVYRrfiRCFS 
GSGl YHWARI PVPVI VI ^fWK 
VLTSSLVPPD 


1 / t> 1 J 


48181 


A 

IX 


17919 


1 

j 


1462 




17814 


48182 

tot ol 


A 

fx 


17920 


122 


983 




17815 

1 / OJ J 


48185 


B 


17921 


1 


1287 




17816 


48184 

to J o*t 


A 

fx - 


17922 


289 


958 




178"17 " 


48185 


A' 


17923 


1 


5079 


.11 - _ l 


17818 


48186 


A 


17924 


1 


255 




17819 


48187 


A 


17925 


1892 


2448 


TESRCADGAGSVDVGTEPVVP 

RVELVAKWPGSRAGGTGLGCS 

P WVG AGC VGG LG PQARLSG PT 

ASTEASAKAASTLASLMWLRV 

RL*GACPFARTGATAPSSSKGP 

ELGVSGLRKATWMGRGSGCCT 

RfSI GAGFWRAVPFSCCil DPSS 

RPRRV A RG LCRRRG V 


17820 


48188 


B 


17926 


52 


888 




17821 


48189 


A 


17927 


929 


1148 


T V WNGTCG LPFSSLM KCM V 1 M 
IMRAIOKKMMSKPDTITI VGW 
N*RRASVFSGQPRVEKVHSAEE 
NQVSRTSSS 


17822 


48190 


A 


17928 


125 


937 


RISMVFPWCFCSCSRTLATTPAP 

TVRPPSRIAKRRPSSIAIGWIRVT 

TILMLSPGIT1STPSGSSMVPVTS 

VVRK*NCGR*PLKNGV*RPPSS 

LDRMYTSDSNLHGLRPAVSPVT 

NTPA/SDGYYSHDGSLAQVDLS 

ANYHEGQYTSAGLSLQGGATL 

TTHGGALHRTQNMGGTRLLID 

ADGVADVPVEGNGAAVYTNM 

FGKAVVSDVNNYYRNQAYIDL 

NKLPENAEATOSVVOATLTEG 

AIGYRKFAVISGQKAMAVVNF 

AEGKVSLAVV 


17823 


48191 


A 


17929 


3992 


4213 


VPAIQQKFPRSWKLGGERPPKA 
FRLRLSAA*RKSVP*AORSLAD/ 

SGMPLRLEICCLDTF*TOIV*SAF 
KIORFG^ 


I7R24 

1 / Oil 


48192 


A 


17910 


i 
i 


1 UJU 




17825 


48193 


A 


17931 


I 


900 




17826 


48194 


A 


17932 


1 


939 




17827 


48195 


A 


17933 


427 


1250 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \- possible nucleotide insertion) 


17828 


48196 


A 


17934 


521 


805 


LCPSNTSPLSCLLCDLVASTEM 

APMRVFQPAPKVNA**LFATIEP 

PYSVNKLLKPY**PAWTKSLCL 

LAPSIWLRPAAKSYFDTPGCS1F 

GTAA 


17829 


48197 


A 


17935 




2052 




17830 


48198 


B 


17936 


7 


573 




17831 


48199 


A 


17937 


j — — 


1278 




17832 


48200 


A 


17938 


161 


659 




17833 


48201 


A 


17939 




588 




17834 


48202 


A 


17940- 


695 


1281 


KLKPYSWAFSRQSGRSVILTPPR 

VTVVVVAGFGPIPVFGTVMVRP 

GWAAP*FLPVASVYFP*AGLAG 

FLKKNRGCCANPAPPPIRRPIMY 

PP/MQRLQEPPADWWACAWFS 

GKD*\WKKSPPNCTRCA 


17835 


48203 


A 


17941 


261 


2045 




17836 


48204 


A 


17942 


1 


637 




17837 


48205 


A 


17943 


31 


280 




17838 


48206 


A 


17944 


I 


582 




17839 


48207 


A 


17945 


I 


2496 




17840 


48208 


A 


17946 


330 


507 




17841 


48209 


A 


17947 


1087 


1875 




17842 


48210 


A 


17948 


1 


476 




17843 


48211 


A 


17949 


I 


537 




17844 


48212 


A 


17950 


2 


492 




17845 


48213 


A 


17951 


1 


1101 




17846 


48214 


A 


17952 


2538 


2833 


TRRNWRPIQSSEESWRAAGSST 
PLTTQNRQQTAGIY*RSR*TAA 
RR* SP ALPRRN PRL ATAG\WQ Y 
ATQTRQQ\RVPQL*LSAPATRX 
NRLLANAWLTM 


17847 


48215 


A 


17953 


125 


1831 




17848 


48216 


A 


17954 


2 


825 




17849 


48217 


A 


17955 


1 


840 




17850 


48218 


A 


17956 


1 


1725 




17851 


48219 


A 


17957 


463 


1824 




17852 


48220 


A 


17958 


2 


117 




17853 


48221 


A 


17959 


1 


2640 




17854 


48222 


B 


17960 


223 


1560 




17855 


48223 


A 


17961 


638 


746 


R1P*MT*WS*KPWHKNYMMHA 
QASVDNLIKWKKGYQ 


17856 


48224 


A 


17962 


385 


514 




17857 


48225 


A 


17963 


17 


225 


SSPSKFTVAFFASLVMASAVSL 
ALSLRSLTTLSl/CGLVLQEERT 
DDALVEQFSPIRRARGHAPQQE 
ATEM 



09 3Q 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /^possible nucleotide 
deletions-possible nucleotide insertion) 


17858 


48226 


A 


17964 


1 


521 


LVFLVLFVGFLSCFKSTYTLTY 

GDSPSLCDGLLII*IISRIDTNKPA 

DNSISG1RDVGWVAKSYQVA/V 

GERLHNRTPGTSHQSDTRFDF* 

LC*PGSACPNLVSEHERPQANM 

l-r V l_/r\OVjrVL>A\/A I win/a LrOv^or VJ I 

GVGLVRRQDFSSLGRFLQSAFA 
SNRY*QVVWVFEFQQVS 


17859 


48227 


A 


17965 


267 


554 


LRFRFTRAVGRIFHRLDLLVLL 
GCNRYGRRGGpHGLCSVLVPR 
^1 R 1 Cm R 1 PG CiDS A & At> A fKR r H 

rfkcr*dCiVI vcddonrotpv 

WKPHQEDVQV 


17860 


48228 


A 


17966 


1 


915 




17861 




A 


17967 


I A*£*\J 


1 199 
j jyy 


cn<JW 1 c: ICTC A HI H * K H PR T 1 *>JPT 
L * E VEP* RLS* M * LQRKC VQG E P 
SKVHSLWGI 


17862 


48230 


A 


17968 


828 


1070 


SFFDYQTSALEHARR*LHCRT* 
inavvj w L,r nix i l/iyoovj i nvj rv j v_^o 

a AHRr^nnH^ vnnnw pa w 
LPAGHPQRSGSPERTG 


17863 


48231 


A 


17969 


45 


1198 




17864 




A 


17970 




JVO 


Rl PR WfPM*<IVU/A<;YFPPF\ONl 

PDSYWLF*ECNLPTAYMSQNAII 
RESHAIYS 


17865 


48233 


A 


17971 


251 


601 


MAKKMSLSIAVFWRRLYAYW 
PHLR*KS*TNW/QWWRSALS*A 
V*PNRS/1DSRWSIIWSVLFGML 

V/AT/AI APAPWI RY*K r 1^<iP^A 

Wl\JPTK<sPRri ^KARPPr^I *\ICK 
Wtirl Ivor IxV^LOl i/\IVi v^v^OLOiv rv 

A<\\ PWTIAAR<\R 


17866 


48234 


A 


17972 


1 


2171 




17867 


48235 


c 


17973 


1 


171ft 

1 /IV 




17868 


48236 


A 


17974 









17869 


48237 


A 


17975 


-j 


1497 

It// 




17870 


48238 


A 


17976 








17871 


48239 


A 


17977 


■j 


19rtS 




17872 


48240 


A 


17978 


1 


35SS 




17873 


48241 


3 


17979 


197 


20? 1 




17874 


48242 


A 


17980 




348 




17875 


48243 


A 


17981 




891 




17876 


48244 


A 


17982 




679 





2240 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/>40,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17877 


48245 


A 


17983 


3 


2502 


EAIREVSNPIVPQEEIWTHREAVP 

PVQLLTGWCVTAKAPPDISAIS 

ALTAVKHGNCSSLTPLLNPPGS 

DVIVCAEMDEQWGYVGAKSR 

QRWLFYAYDSLRKTVVAHVFG 

ERTMATLG RLMSLLSPFDVV 1 W 

MTDGWPLYESRLKGKLHAILV 

TFEEKFQEEPVKKQI1MVSISVS 

DTGGKKEKPKLINLSSKTNGLQ 

NTTEAQLCETKSDFELSFSGFNP 

ISIDTEDMKTGCCFQEQSVPLRA 

YFKATSSPRRGL1ITKLTTRVDG 

YVADDPSRRYSGHGDLLWPNA 

GNSCVETTVGSLLCEVQAAPTP 

HTLEGKHGCRNKEKKRLTHSG 

ACTYTFSELGLELWAWNCGKT 

EVNLGAVGKGVGGDRGFKKJH 

AKSQFTCSVLYTFTIKQGISLTL 

WSKVMHILEHLKENSKQLTSIC 

TRYQRVFGPTWLHETJFCKVAL 

TATLLAELEKTSTLQTFLDKIWI 

LGAQQHTGSQEPSQALLTCDPA 

WKKALRKVTQKGGAFFGVDN 

LGSSLSPTTDLLYEEQRLTSLSG 

SWFP1CVMVELTLRAGSSPGGR 

LYVEFDQAVTKEPRFLQYKHY 

WDGAVAGSSILRQDSFVAEAST 

TITRJESPSVPSRSSTFLDDFSITQ 

QHRRHAGLSVMLSLIISPPVRGL 

CQERTLRRDFRERLMYLDLEY 

QSGYCRLRTAGSEMQMVPDVL 

IFA HRSG LAG LFPGLDRRL VN A 


17878 


48246 


A 


17984 


10 


211 


G SQSTIFTFA A R W\NL W AN ENT 
DTSISPLGVGEQRHCSSP*RFPD 
SDRCSPWSPRSQGQNQSPQTW 
Q 


17879 


48247 


A 


17985 


1 


1725 




17880 


48248 


A 


17986 


1 


379 




17881 


48249 


A 


17987 


3 


273 




17882 


48250 


A 


17988 


3 


1157 




17883 


48251 


A 


17989 


76 


378 




17884 


48252 


A 


17990 


1527 


2005 




17885 


48253 


A 


17991 


578 


1312 




17886 


48254 


A 


17992 


1 


1758 




17887 


48255 


A 


17993 


1 


2433 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in WSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /= possible nucleotide 
deletion, V=possible nucleotide insertion) 


17888 


48256 


A 


17994 


1 


537 


SQEELLQQALVAQLA/HSEQLE 

GVQLPEPDEPSARHALPANEPRI 

VLNMGVVSYNDRPILNTNLSWQ 

H1GYVSSSLHLDYRVSTTVRNV 

ILSGYFDSIGIYQAVSDRQQKLV 

rvii ninv'DTA HADCUCI c 
V^V<f WLUtLvjIUK-K lAUArr noLo 

\X/(^r\r\l> t A I IV D A 1 \/t/UX>Tl 1 II 
WuyyiUjALlVKALVIvnr 1 LLIL 

rvppi rim v%vi xiu r\t iddpuhwi i 

UEr LV^J LUrLIN KA^LI KJ\x V 1J V LI 


1 7ft SO 
1 /ooV 




A 
A 


I fyyj 


i 
1 






1 70Qrt 
J foy\) * 


Ho/jo 


A 

A 




i 
1 


1 1 to 

1 j ly 




1 /07 1 






I 7007 
I lyy / 


7/1 


1 




1 79G7 




A 

A 


1 7QQS* 


1 
J 


1 lO 




1 7 CGI 




A 

A 


1 700O 
1 lyyy 


1 
1 






17894 


48262 


A 


18000 


1 


663 




17895 


48263 


A 


18001 


2 


297 




17896 


48264 


A 


18002 


8 


340 


VPANSLSAIALFRRESVTPLAAL 
AASPVCAGRFVLLKNHRRDLP* 

lu V r V INijj j|\ j/\I\oL V WnoUI\y 

QIAPDWSSKDDFMRLGKPNRFS 
VLLLATWIR*STVIRRSPFTS 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codoo for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=posj»ible nucleotide insertion) 


17897 


48265 


A 


18003 


1 


1341 


MVHRFGIRVRFVALGFYQDVIL 

PVRAHRHEWGHYVHLCASIQR 

Q1DVSFARDATSHSSCPVTGVR 

FWGYPFAANKVVIAGFELEGET 

MTRPGLICAEGGLLVM1VSLRS 

ELYDSYHEFTRQRVTE1VEKAA 

NHLPAVVEMMTLHRCAINRHN 

FVRRVGPAG1STFFASSPDGVN 

AGFSTFRVVFTCQRSRPLQRHS 

HADVQTATLLLNTVNLEQKQA 

NA1LSGLSDMIPNSSPESAPEIQL 

LQSRM1LGKTIAELNLRD1VEQK 

YFP1VGRGWARLTKEKPGELAI 

SWMH I PQLNGQDQQLTLT VG E 

NGHYTLEGEEFTVNGMVGQRL 

EKDGVALT1ADIKAKPGTQFVL 

SQRTELEAINALQETFTVSERSK 

ESGMLELTMTGDDPQLITRJL1M 

SIANNYLQQNIARQAAQDSQSL 

EFLQRQLP*TLSKNRPTPFSAA*/ 

DDMIPNSSPESAPEIQLLQSRMI 

LGKTIAELNLRDIVEQKYFPI/D 

GSRLGE1NQRKTR*AGDQLDAY 

STTEWSGSATDT\QVGENGHYT 

LEGEEFTVNG/NGRPASGKRWR 

CADYRGH*GQDQQLTLTVGEN 

GHYTLEGEEFTVNGMVGQRLE 

KJDGVALTIADIKAKPGTQFVLS 

QRTELEATNALQETFTVSERSKE 

ViMI FT TMTGDDPOI 1TRIT NKl 

ANN YLQQN1 ARQ A AQDSQSLE 
FLQRQLPEVRSELDQRKKNSTFI 


17898 


48266 


A 


18004 


414 


893 


VFAQHGLTVAA1AAHARDRWF 
VGRT A H AN PP VRCSTDGSGR V P 
VTRYSGFVAAAVILLTASPRGG 
ECSREAPLCSVSEYLLLQSAGE 
YAPAPRCVLRCVPSVDEDFVPV 
VPD*APPVFVAl Fl 1 Rl TPVAR 
PADfiOWl I AAIRPDA! T^l AIV 
VI AAAR 


I r 077 






18005 


452 


1 108 




17900 


48268 




18006 


l 
■ 


755 




17901 


48269 


A 


18007 


46 


282 




17902 


48270 


A 


18008 


1 


1201 




17903 


48271 


A 


18009 


1 


618 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possiblt nucleotide insertion) 


17904 


48272 


A 


18010 


1 


1045 

* ■* «■ ■ 


MLCTKWDKLGLEKNAGKNKN 

AYKWYGWPANAPDEPHIEQLV 

GECRVMRQLKRLISRIAPSPSSV 

MVVGESGTAIPVVSHAEFKGGF 

AD1GVHYLDWTSRTTEKSSTKS 

HKDDFGYLEFEGGANFSWGEM 

YGFFDWENFYNGRHNKPGSEQ 

RYTFKNTNRIYLGDTGFNLYLH 

AYGTYGSANRVNFHDDMXFLA 

GFGFQF*PAGGW/WGSNPFFAK\ 

RYTRSKPYYTVGDNGYVNAGN^V 

AGYNFMLGSEKFTLTNWNEYE 

FDRDATYAADFLPLYDVDCQD 

NGNLEYDTYSQPEWKHNLFDH 

Yl AVI YRFKDF^fiKFfiF^fSAV 

VKTREATPGKEIEAITRRMLDFS 
PRLKKLA 


17905 


48273 


A 


18011 


228 


430 


YPRQHRQRADGSDRHR*VCWS 

A*IWAt\IPT^>JI PPPRFAI TK"RV 
RPII PAPP^RfKYA AWPR WFIRI 

A 


17906 


48274 


A 


18012 


296 


1178 




17907 


48275 


A 


18013 


1 


1395 


MPSDISLASCRLRATSRLFTDH R 

RQSDCMTAINRIPIVDDEDNVR 

RFETHCANNVRTALHLFADIHP 

DVVLMDIRMPEMDGIKALKEM 

RSHETRTPVILMTAYAEVETAV 

EALRCGAFDYVIKPFDLDELNLI 

VQRA LQLQSMK KEI RHLHQAL 

STSWQWGHILTNSPAMMDICK 

DTAKIALSQASVLISGESGTGKE 

LIARAIHYNSRRAKGAFIKVNC 

AALRESLLESELFGHEKGLFER 

ANEGTLLLDEIGRM/PLVLQAI L 

RILQEREFERIG/GHQTIK/VDIAS 

LLAPTRLQAMVKEGTFREDLFY 

RLNVIHLILPPLRDRRED1SLLA 

NHFLQKFSSENQRDII Dl DPMA 

MSLLTAWSWPGNIRELSNVIER 

AVVMNSGPIIFSEDLPPQIRQPV 

nslAGFVKTAPVGFRNI KFFIKR 

VFKRIIMFV1 FOOFGNRTRTAI 

Ml nKRRAl MYKT OFYninpAn 


17908 


48276 


A 


18014 


1 


771 




17909 


48277 


A 


18015 


1 


2154 




17910 


48278 


A 


18016 


859 


1014 


IKTGETHPGIGPSVM*RHSKAD 
LTHRHCGG 1 PEPQSVSFGSSQH 
GGGQFPPL 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, ' 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


17911 


48279 


A 


18017 


1224 


1520 


SPLVNQ*GA*KFFSRGNLFPQG 

ETH*KTKGVPCWTRYPDLKRS 

DSAE1FKTPANASGRTSGSLGC 

AAQLEKVADGRDLDEKLAEAG 

IGGSNKTSVWQG 


17912 


48280 


B 


18018 


182 


2392 




17913 


48281 


A 


18019 


72 


266 




17914 


48282 


A 


18020 


600 


914 


PYRGSPRNGHQLCDHCSHRLSE 

DPFVRYSNHCQS1SNYRCDKPP 

VRPLSPLHQKTDRKHHQRPDRP 

FQWSAAPAHGRWRSGDS*ETP 

LHYAQPAGKLRWLWVNY 


17915 


48283 


A 


18021 


1102 


1171 


LLGYGQQPPASNLLSEG*RSVV 
L* ISALRM * ALPPQKSSD A PNG 
WLPNRWPISSTHMIR 


17916 


48284 


A 


18022 


1 


1279 




17917 


48285 


A 


18023 


1329 


1403 




17918 


48286 


A 


18024 


442 


918 




17919 


48287 


A 


18025 


3 


1345 




17920 


48288 


B 


18026 


436 


988 




17921 


48289 


A 


18027 


637 


1086 




17922 


48290 


A 


18028 


1 


321 




17923 


48291 


A 


18029 


I 


845 




17924 


48292 


A 


18030 


298 


581 


GARAEARAGSGQGAGLGVSSP 
VRWRGWSDKGAERPGGPLSPL 
REVSRAGPSG/HAARGQQPGRP 
RFPPPGPRPPRRRCPCTRARPGG 
AAGGGPCL 


17925 


48293 


C 


18031 


450 


604 




17926 


48294 


A 


18032 


1279 


2253 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-lfnknown, 
*=S(op codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


17927 


48295 


A 


18033 


1 


1957 


MAQFHVSHPPAEWPRHVLLLM 

A DSK N ELQNMNTGQTCGTRQT 

LKSKLQGWNKPGIQSDPGSQG 

HPRCLKTFPLVAQSSTQERNHV 

MEKAVLKSQNWAIIEEF1TKIG 

WFPDYSGK VKY LSSPKSSCTTV 

LQ VTHFSLFFHPN PDEL VSK.I K V 

WSKHRLYQNNSEAFLEVQIPEP 

KCEVYSMRTMGRRQPGTAMD 

LNAGGSICNVPRTLLHLTGESTF 

RDRQRVGAYLDIRGWYILVLV 

VDKEKLG1PGQKQNSSKILFGSE 

KLKQWVYVKNHAKESITQEAM 

G I W VGQQRKRQPLG YEERKLT 

NRKDIHIKNPSVCHHHQRPKVD 

KTTKMGKKQSRKTGNSKNQST 

SPTLKESSSSPATEQSWTENDFD 

ELREEGFRRSDYSELQEEVQNN 

GKEVKNFGKKLDEWITRITNAK 

KSLKDLMELKTKARELCDERTS 

LSSQCNQLEERVSVMEDEMNEI 

KQEEKFREKR1KRNEQSLQEIW 

DYMKRPNLRLIGVPESDGENGT 

KLENTLQDHQENFPNLARQANI 

Q1QEIQRTPQRYSLRRATPRHIIV 

RFTKVEMKEKMLRVAREKGRV 

THKGKPVRLTADLLAETLQAR 

KA^LJl M IN. \UOOtvr 1 rvVcflvltiN 
dtv \r a IT* \X/* 1? rV^PMlf V Q 




AR7GA 


A 

A. 


1 RfVIA 

1 5Uj4 


t 
I 


ZoJo 




I /yzy 


4R907 

**ozy / 


A 


1 O/VJ^ 
1 o\Jjj 


1 


oy / 




1 tzflKJ 


*f ozy© 


A 


i OUjO 


If*. 

ZO 






1 /yj> I 


487GQ 


A 


I oUJ / 




1UZU 




i /y.>z 




A 


I 01/ JO 


1 
I 


1771 




17933 


48301 


A 


18039 


1 


1890 




17934 


48302 


A 


18040 


1 


756 




17935 


48303 


A 


18041 


399 


660 


CPPEAVMPRRKEPVWEMTGFF 

T pnvi I QriQCnT^PHFRI HI FT 

wappi rpn ci pi ic*uuijrrrT 


1 701/» 
1 /VJO 


HOJuH 


A 

A. 


1 Rfi47 


yuy 


7flA^ 
ZUUj 




1 7077 




A 




i 
i 


4yu 




1 f 7 JO 


48306 


A 

rl 


18044 


104 


77 S 




17939 


48307 


A 


18045 


170 


451 




17940 


48308 


A 


18046 


1 


207 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Un known, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


17941 


48309 


A 


18047 


146 


678 


LGFLLRLSEMPRKQGDYRTRIW 

KFEDGLSNVLVIQLNKLI1CVM 

CLVRDCDVLKTYFHR*SGLLPI 

KDTS/RPFTRVTVQWGKKNDQ 

TFQGLLDTGSELTLIPEDPKRHC 

GPPVKVGAYGGQVLHSKWAP1 

YHFLSSHNCNGFCYISIANLPKK 

FGQNIKECLTNNRIVPFNCVQD 


17942 


48310 


A 


18048 


270 


1444 




17943 


4831 1 


A 


18049 


700 


1062 




17944 


48312 


A 


18050 ' 


3 


1096 




17945 


48313 


A 


18051 


I 


1500 




17946 


48314 


A 


18052 


I 


6215 


MEDNLISINK1KILLAVSDGEIDE 

TFSLKQLMFNSVPVQNEDGSFN 

FEGVKAEFRPGTQTQEYIKGME 

DSSSEVTVNREVTTDNPYT1SVT 

NKTLSAIRJKMFMPRGVR1ESN 

GDKNGVRVEYEVQQAVDGGSF 

ETVLTDVIEGKTMSGYDRSRRV 

NLPNFNNQV1FRVVRKTPDSND 

SNVVDAIQVRSYAEVIDAKFRY 

PLTGLLFVEFDSKMFPNQLPTIS 

1RKRWKIVNVPSNYDPESRTYN 

GNWDGTFKKA 


17947 


48315 


A 


18053 


1325 


1417 




17948 


48316 


A 


18054 


I 


4971 




17949 


48317 


A 


18055 


251 


1091 




17950 


48318 


A 


18056 


1 


2277 




17951 


48319 


A 


18057 


2 


448 


KNDKGDUVTTKSGGRGTSTVS 

FKLLKPEKi/GSKFSQKDLEMLF 

HGMRADFTSENFSAAWYL1EN 

HSNTSFEQLKMAVTNLKRQAN 

KKSEGSLAYVKGGLSTFFEAQD 

ALSAIHQKLEADGTEKVEGSMT 

QKLENVLNRASNTADTVYE 


17952 


48320 


A 


18058 


124 


984 





99A7 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17953 


48321 


A 


J 8059 


142 


1393 


DKKPGMVPPPPGEESQTVILPP 

GWQSYLSPQGRRYYVNTTTNE 

TTWERPSSSPGIPASPGSHRSSLP 

PTVMGYHASGTPAHPPETAHM 

SGRKSTG\DSQNLGSSSPSKKQS 

KENTITfNCVTFPHPDTMPEQQL 

LKPTEWSYCDYFWADKKDPQG 

NGTVAGFELLLQKQLKGKQMQ 

KEMSEFIRERIKIEEDYAKNLAK 

LSQNSLASQEEGSLGEAWAQV 

KK§L'ADEAEVHLKFSi\KLHSEV 

EKPLMNFRENFKKDMKKCDHH 

IADLRKQLASRYASVEKARKAL 

TERQRDLEM1CTQQLE1KLSNKT 

EEDIKKARRKSTQAGDDLMRC 

VDLYNQAQSKWFEEMVTTTLE 

LERLEVERVEMIRQHLCQYTQL 

RHETDMFNQSTVEPVDQLLRK 

VDPAKDRELWVREHKTGNIRP 

VDMEI 


17954 


48322 


A 


18060 


1 


435 




17955 


48323 


A 


18061 


*> 


926 




17956 


48324 


A 


18062 


3 


693 


RPPLAYLRDGDARAGLNGLQL 

AVLAMLSSRKMFCKKSGQSYS 

PSRVLITENDVKEGLQRSHILYD 

RAGEEHYNCISALHKSMRGSD 

QNASLYWLARMLEGGEDPLYV 

ARRLVRFA\SEDIGLADPSALTQ 

AVAAYQGCHF1CMPECEELLA 

QCVVYFARAPKSIEVYSAYNN 

VKACLKJMHQOrLPPVPLHLRN 

AP I KJJWKDLUYGKGYKYNPM 

YbbrVLJQbYLrbbLKGVD 


17957 


48325 


B 


18063 


1 


2020 




17958 


48326 


A 


18064 


19 


404 




17959 


48327 


A 


18065 


1 


407 


FRATITSAKMGAYKY1QELWR 

KKQADVMRFLLRVRCWQYRQ 

LYALHRAPRPTRADKARRLGY 

NDKQGYVIYRIRVRRGGRXRPD 

PKajA 1 YGKrVHHODNCjLKJAK 

SLQSDAEEPAGRHCGALREQSS 

Y*VGEHST 


17960 


48328 


A 


18066 


53 


431 


AKKGAYNYIQELWRKKRADV 
MRFLLRVRCWQYRQLSALHRA 
PRPTRPDKARRLG YKA KQG Y VI 
YKIRVRRGGRKRPVPKajA 1 YG 

ERPG H P* YAMR VLICA YRA RPD 


17961 


48329 


A 


18067 


5 


328 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=IJnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


17962 

- 


48330 


A 


18068 


93 


836 


AKMGAYXKYIHELWRKKQSDV 

MRFLLRARCWQYPALHRAGTE 

WQLSALHRAPRPTRPDKARRL 

GYKQ\AKQGYVIYRIRVRRY1*D 

SCSPWWLKTAQFPKGCNFTGK 

PVHSWVFNQLKSFASKAFQFR 

WQEG GE A WDGTCGG LLEEFLN 

FFNWVWV/GK1ST*QNFFEGLIL 

1/VIPFHKS*SEENPDTQWDQPN 

QSHKHR\EMRG\LTSARPEKSRG 

L/GKKGHKFHHTIGG/SLRRAT 

WRRRNTLQAPPLPLI 


17963 


48331 


A 


18069 


1495 


2055 




17964 


48332 


B 


18070 


125 


2530 




17965 


48333 


A 


18071 


345 


800 


RWRLQNLSFCSSCSGSGSEGAT 

CFARGR*RPPGNSLNVSRMGTR 

SSYSCRRHSPAFLSWGKGRCHL 

CNKAHLLAGA*HYSFLSGSAPY 

*N*VNGQl**R*TAHRSTPDAPT 

GH*NCCS*L*CHSY*QRA*PGY 

RHD*CRMCC*CADCSHAC 


17966 


48334 


A 


18072 


181 


1687 




17967 


48335 


A 


18074 


205 


1734 




17968 


48336 


A 


18075 


| 


705 




17969 


48337 


A 


18076 


590 


685 




17970 


48338 


B 


18077 


1 


881 




17971 


48339 


A 


18078 


1043 


1248 


ITLG1MA1FTVL1LPIHEHGMVFH 

LFVSSFISLSSGL*FSLKRSFTSL 

VSWIPKYFILFEAVVNGSSL 


17972 


48340 


B 


18079 


1 


1977 




17973 


48341 


A 


18080 


805 


1153 


AWKVLPFFVSFCF\LSSGL*FSL 

KRSFTSLVSWIPRYFILFEA1VN 

GSSLMIWLSVCLLLVYKNACDF 

CTLILYPETLLKLLISLRRFELLF 

LSMFSASFRSSCKAGLVVAESL 


17974 


48342 


A 


18081 


471 


1442 


IWSFHIVPYFLEALFV*GVRKGS 

SFSFLHMAGQFSQHHLLSRESF 

PHCLFFSGLSKTR 


17975 


48343 


A 


18082 


188 


355 




17976 


48344 


B 


18083 


1 


1677 




17977 


48345 


C 


18084 


35 


1816 




17978 


48346 


A 


18085 


557 


724 




17979 


48347 


A 


18086 


179 


346 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


17980 


48348 


A 


18087 


135 


1461 


INRIYI LLSTTSH LFQN* PHS WK* 

STPQQM*KNRNYNKLSLRPQC 

NQTRTQDEETHSKSLNYMETE 

QPAPE*LLGT*QNEGRNKDVL* 

NQREQRHM1PESLGHI*SNC*QD 

**RRKERRIK*MQ*KC*RCNKN 

A ICG VITTDPTEI QTTI RE YH KHL 

YANKLENLEDTDKFLDTYTLPR 

LNQEEVESLNRPITGSEIEAIINS 

LPTKKRPGPDGFTAEFYQRYKE 

EQR1 Ky LG I QLTRD V KDLFKEN 

YKPLLNEIKEDTNKWKNIPCSW 

IGRINIMKMAILPKV1YGFNAIPI 

KLPRTFFTELEKITLKFIRNQKR 

AR1AKTILSKKNIAGGIMLPDFK 

LYYKATVTKTAWYWFQNRDID 

QWNRTEASEITPHIYNHLIFDKP 

XZVKW \S f PlCI 17X11/" M/fMirCTXIM/ 

EKNNAWUIvUoLrNlvWLWtNW 

LAlUKKLKXUrrLlrY 1 KINbRW 

ii/ni xt\/d Di/nrii/'CT ccxm pidcd 
IKJJLIN VKrKI iKoLtbNLulrrK 


1 7GQ 1 
I /Vol 


AQ1AQ 


D 

D 


lOUoo 


1 
I 


Zi) ID 




1 /yoZ 




A 


1 CACQ 




oZO 




1 /yoj 


45jD I 


A 


1 QAOA 


jjj 1 


Jo to 




1 7GC/1 


/f C5<7 


\* 


1 CAQ 1 




07A"* 

z /y^ 




1 /76J 




A 




1 £A7 


1 in a 








D 
D 






I OOO 




17987 


48355 


A 


18094 


1 


1068 




1 /700 




t> 


1 fiAQ^ 




1 </tQ 






/tCJ<7 
HOJJ 1 


A 
A 




^<*7 
JJ / 


OZJ) 


RKWI NYWIHI rM^D* 1 KJvK-LN 
P 


17990 


48358 


B 


18097 


1 


1231 




17991 


48359 


A 


18098 


263 


1461 


GGSSCYPSWEATIRTAKMVTLR 

K\RTLKVLTFLVLFIFLTSFFLNY 

SHTMWATTWFPKQMVLELSEN 

LKRL1KHRPCTCTHCIGQRKLS 

AWFDERFNQTMQPLLTAQNAL 

LEDDTY R W WLSL ES VMFS VTM 

GFCLQRPFGDKQGTTQPVYINQ 

TGRDLTQQQRLQREKKPNNLN 

DTIKELFRVVPGNVDPMLEKRS 

VGCRRCAVVGNSGNLRESFYG 

PEIDSHDFVLRMNKAPTAGFEA 

DVGTKTTHHLVYPESFRELGDN 

VSM I LVPFKTI DLEWVVSA ITTG 

TISHTYIPVPAKIRVKQDKILIYH 

PAFIKYVFDNWLQGHGRYPST 

GILSVIFSMHVCDEVDLYGFGA 

l^C l/Z^XTM/ULIVM/TTXIXIDC A n A CD 

UoKulNWnnYWtNlNraAvjArK 

J\ 1 u v n UAUr COIN V 1 rV I L< /AO I IN IV 

IR1FKGR 


17992 


48360 


B 


18099 


1 


4855 





2250 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, * 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


17993 


48361 


A 


18100 


571 


4189 


FSLKRSSTSLVSWIPRYFILFEAI 
VNGSSLMIWLSV*AK1LVQRA* 
VLAFHPS*LRFVKDQVVVDMW 
HYF 


17994 


48362 


A 


18101 


7449 


7626 


SFRSRLFSFHVVELF*VSFl II S<s 

SL1ALWSERQSV1ISVLLYFLRS 

AFLPTMWSILE 


17995 


48363 


A 


18102 


63 


329 


SGQRRKEVPSPTLPAPPFILKKJC 
E WPDPPRSFFSGG H WAKSSCPS 
DCSSOLMAC*/CKNAKHOKDN 
SCLI/STHM KGNSERK*NSG YQ ~ 
GLG 


17996 


48364 


A 


18103 


2 


618 


GAFLLEVATAAGLSAGLTRLGS 

QVGGAMRRSKADVERYIASVQ 

GSTPSTLQKSMKGFYFAKLYYE 

AKEYDLAKKYICTY1NVQERDP 

KAHRFLGLLYELEENTEKAVEC 

YRRSVELNPTQKDLVLKIAKLL 

CKNDVTDGRAKYWVERAAKL 

FPGSPAIYK.LKN/DGWVRGOM 

VPKPDDEGVOVRGRSGRPDAG 

WRLNRRSSVGGSAW 


17997 


48365 


A 


18104 


] 


995 




17998 


48366 


A 


18105 


] 


5J3 




17999 


48367 


A 


18106 


62 


521 




18000 


48368 


A 


18107 


1 


375 




18001 


48369 


A 


18108 


76 


480 


LVKVCHCTYHHFLTGVVSLPR 

DGGKGAPCWGRARSPKSALLP 

YLAPGRG * VGTYEVQN/PNGTS 

PVQSPATDVGRSPALGNQEP/G 

T*SPGPO)GRGVTGTARPHTGV 

SRDSWRRPPSFILNAVANIPKGN 

APIPKE 


18002 


48370 


A 


18109 


445 


1128 




18003 


48371 


A 


18110 


784 


1189 


IPLGKLLLKPVGAPQIERFPFQIP 

VPLCSLSFPSHSPSSSSARS*VRQ 

ES*LGTPGSAPTGSP7TSHHPSAS 

SPPHPSAKAAFLSFVCFLCS*PPP 

SSCHPCGLGPGPDPSOK.MMICT 

VAHLNQSLIFTVVKVHLL 


18004 


48372 


A 


18111 


1 


2088 




18005 


48373 


c 


18112 


169 


213 




18006 


48374 


A 


18113 


1145 


1229 




18007 


48375 


A 


18114 


1 


975 




18008 


48376 


A 


18115 




750 




18009 


48377 


A 


181 16 


288 


368 




18010 


48378 


A 


18117 


34 


168 




1801 1 


48379 


A 


181 18 


479 


1579 




18012 


48380 


A 


18119 


2279 


2398 


SDCSCPGL*GPPGRWHKRRKSG 
SPHLSTPEGTPALTSQA 


18013 


48381 


A 


18120 


21 


190 
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SEQID 
NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino ucid sequence ( X=Unknown, 
*=Srop codon, /^possible nucleotide 
deletion, \-possiblc nucleotide insertion) 


18014 


48382 


A 


18121 


1 


1773 




18015 


48383 


A 


18122 


18 


290 


VAGTWPNFLKKVGIVGKYGTR 

YGASLRKMVKKIEISQHAKYTC 

SFCGITKMKRRAVGIWHCGSC 

MKTVAGGAWTYK*V*FLVVFCi 

SVWTT 


18016 


48384 


C 


18123 


325 


486 




18017 


48385 


A 


18124 


1 


498 




18018 


48386 


A 


18125 


-> 
-> 


306 


RQE1DSIHQVGVYCLALVPANT 
L PKTPLGG IH I SQTKQLFLEG SL 
HPCNILMCPHTCVTNLPICPROK 

111 K*r Ml 1— > J ▼ I V_> Ills T 11^ I 1VJ I VV^ JX 

OP/WCRPCFRDGWESGCWKTY 
STSCWKGSGTNRRE 


18019 


48387 


A 


18126 


1 


1197 




18020 


48388 


A 


18127 


1 


390 


NSRVDDFVAPGLSEAGKLLGLE 

FPERQRLAAAVG/CSPMSGVIS 

MSAPFFLGK1 1 DA I YTNPTVDYS 

DNLTRLCLGLSGVFLCGAAAN 

AIRVYLMQTSRQRVVKRLRTSL 

FSSILGQEVAFSDKAGTGELI 


18021 


48389 


A 


18128 


1 


695 


SGFMDH LEEKADLSEL VEKEEL 

G FFQ Y Y RERCHQK V Y H PI TKPG 

GSAKDAAPGGGHHQAGPGQG 

GDEG1RMMFCVSPNRATFVVS 

V VPL VS1 ID V I YG RYLRKLTK VT 

QDSLAQATQLAEERJGNVK\TV 

R AFGKEMTEI EKYPSKVDHVM 

QKARKEAFARAEGV1LNEKSFQ 

GALEFKNVHFAYPARPEVP1FO 

DFSLSIPSGSVTALVGPSGSGKS 

TVLSLLLRLYDPAS 


18022 


48390 


A 


18129 


J 


2136 




18023 


48391 


A 


18130 


1 


822 




18024 


48392 


A 


18131 


257 


388 




18025 


48393 


A 


18132 


1 


765 


MVNALSLAARJHAEVPADESPE 

MTEGYEGFYHLASMKGTVERA 

DMH Y 1 1 RDFDRKQFE ARKRKM 

MEIAKKVGKGLHPDCYIELVIE 

DSYYNMREKVVEHPHILDIAQQ 

AMRDCDIEPELKPIRGGTDGAQ 

LSFMGLPCPNLFTGGYNYHA/P 

SPKFSAVSAMLLASASSAGRCG 

ESIFSPLAYTSSP1ESDSCGPAL* 

RFLRH* P/EIFLTQPVF/SEN EA1D 

IWN\SPTASVSPLMPSRQNAVRE 

LFLLTVRRPTGTD 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon Tor Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


18026 


48394 


A 


18(33 


1 


1166 


LTH WV Y H L Y G 1 QRJ L 1 H 1 PSTSQ 

PN RVRG DI PPLQRJ V V PVTV I VQ 

PRLLlMLLPWQ'l VRLVQVMRV 

LLIKLVAPF1ILPAPRRJAVFADE 

RQRQAPVVAVVKMNFSRRCVF 

RLHLSGQLLHRQPALRKCPRPAF 

TAHAVCPDFFLQPVQQPHQFSR 

EHHAVAVLTPFLLERLCQAAPL 

RFFPLAVLCLDPDERREASRLV 

YRLDTCGVSLHRRQPVSVPAIS 

LALPMLAILVVQTIFMALYAIF 

VTWRMMGKNYDAAVLAAGH 

CGFGLGATPTA1ANMQAITERF 

GPSHMAFLVVPMVGAFFID1VN 

ALVIKLYLMLPIFAG*PMKRR* 

K7SPPQQRQMPDTLRLSSVPSPA 

SSVLSGLLPVVGNVREYGVPGA 

ELPGSSPDRAVNPPL 


18027 


48395 


A 


18134 


48 


314 


LVPMTWVIEASYSIMRKKVGE 
HPHFLD1AHQAMRDCDIEPELN 
PIRGGTDGAQLSFMGLPCPNLF 
TGGYN\IMVSMSL*LWKVWKK 
RCR 


18028 


48396 


B 


18135 


83 


3044 




18029 


48397 


A 


18136 


1 


1080 




18030 


48398 


A 


18137 


3 


979 


DAWADAWSKKADVKVENP\D 

TKEKKPEAKKWDAGGKVKKG 

NLKA\KKPKKGKP\HCS\RNPCP 

CKKEIGRNSRSGMYSRKVAMYK 

RK\YSAAKSK\VEKXK\KEKVLA 

T\VTKPVG\GDKNRR*PGVVKLP 

QKCPRYYP/SLEDVPRKACLSH 

GKKTPLVQHVEKNCEASIYPRG 

PF*FILTG\RHRGK\RVGFPESSL 

AKLAYLLC*LGPLVLKSEVPL\R 

RTHQKFCHLPLSTKI\DISN\VKI 

PKHLTGCLLSRRKKLRK\PR\HQ 

EG\EIFDTEKEKYEI\TEQRK1DQ 

(CA VDSQI LPKIKAI PQLQG YLRS 

VFALTNGIYPHKLVVLNCLKNP 


18031 


48399 


A 


18138 


858 


1418 




18032 


48400 


A 


18139 


97 


516 




18033 


48401 


A 


18140 


1 


219 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540\2l7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18034 


48402 


A 


18141 


110 


768 


NLFSGCVESTFRKQPAHQRRSR 

ARAETMQRRLVQQWSVAVFLL 

SYAVPSCGRSVEGLSRR/LLKP 

MRPKNVHVPTKVTTYKRAVSE 

HQLLHDKGKS1QDLRRRFFLHH 

L1AEIHTAE1RATSEVSPNSKPSP 

NTKNHPVRFGSDDEGRYLTQE 

I INK V C 1 I J\.CV^r 1_,JV I rVJiN-rvrvrvVJ 
ovJ V 1 OovJL/CVJLyrlL.oL/ loll oL-JD 


I5UJ3 


AitWri'i' ' v " * 
454U3 


A J 
A 


1 ft 1/IO* * * 
1 5 I4Z 


list 

335 


OO 1 




1 ft A3 A 


/I ft /I A/1 
454U4 


A 
A 


1 ft \A1 
1 5 143 


AA1 
443 


AAI 
OO 1 




1 5U3 / 


454U3 


A 
A 


1 ft 1 A A 
1 5 144 


A1A 

4 /4 


33 1 




1 ft A3 ft 


/tft/f AA 
454UO 


A 
A 


1 ft 1 /I ^ 
1 o 143 


one 
ZU5 


3 I / 




18039 


48407 


A 


18146 


1 


807 




18040 


48408 


A 


18147 


1 


1122 




18041 


48409 


A 


18148 


283 


2204 


ASPMAPTSLCVPTLLPSLNQTSS 

jo 1 Ar 1 UIW\jWuWrMLIU-rUL 

TTPU/QI ^1 TI W/*QR PTPPTQQPr* 
1 IrWoLStlLVv OI\r Irr 1 5orL 

or V V LAoro 1 oLIVv^ W r LotAJ A 


1 ft A/17 
1 5U4Z 


/I ft /1 1 A 


A 

A 


1 ft 1 AQ 

1 o J4y 


7Aft 
ZU5 


1 Z 1 Z 




1 ft A/13 


A St A 1 1 
4541 1 


A 

A 


1 ft 1 <fi 
1 5I3U 


7A7 
ZUZ 


1 A77 
10 / / 




1 5U44 


ASIA 1 O 
454 1 Z 


A 
A 


1 ft 1 <1 
1 0 1 3 I 


1 
1 


77ft^ 
3Z53 




1 OA/1 ^ 
I5U43 


4541 3 


A 
A 


1 ft 1 ^7 
1 5 1 3Z 


3 ' 


77AA 
ZZUO 




1 ft A/1 A 


/I ft /I 1 A 
454 J 4 


A 

A 


1 ft 1 
1 5 I 33 


i 


1 (\A 1 
IU4 1 




18047 


48415 


A 


18154 


2 


1460 




18048 


48416 


A 


18155 


1 


792 




18049 


48417 


A 


18156 


51 


362 


AHGAAWPSHRKDRESADLGSD 
GQNGQDLDWGGGCRRCC* RC 

U V LvWUnrn 1 r ISJrlD I /MViniVIL, 

vahipi i^\/t n<ii i i riOAPPftpn 

I r\\J lr Ll\ V l^V^OLL<L<VJV^/\r V/lVv-'VJ 

t nmMvr.TAf pi v<ir.r.PMi pp 


1 5U3U 




A 
A 


1 ft 1 <7 
1513/ 


AAQ 


AOA 




i ftA^ i 

1 5U3 I 


AQA\Q 


A 
A 


1 ft 1 ^ft 
1 5 1 35 


1 

I 


ZU33 




1 Rfi^7 
1 5U3Z 


4 54ZU 


A 

A 


1 ft 1 


*\ 
3 


ZZ30 




J 5U3 J 


dftd7 1 


D 
D 


1 ft t Afl 


dAA 








Ho'tZZ 


A 
A 


1 ft I A1 
J o 1 0 1 


1 

J 


Z I -> I 




1 5U33 


A 9 Ant 

454Z3 


E> 
D 


1 ft 1 AO 
1 o 1 OZ 


1 
1 


1 Z 1 3 




18056 


48424 


A 
t\ 


18165 


1 


594 




18057 


48425 


B 


18164 


1 


1380 




IS0S8 


48426 


A 


18165 


441 


692 
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SEQII) 
NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 4 
*=Srop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


18059 


48427 


A 


18166 


2 


131 1 


QHVRSTVTELWTGNFVNS1QTA 

FAAGIGWLITFCSKGGDCLTSQ 

1 RLRLSGMLFLNSLuAKEiY Lb 

VIHNLPDFELLSANTLEDRLAH 

HRWLLFFHFGKNENSNDPELK 

KLKTLLKNDHIQVDRFGCSSAP 

DICSNLYVFQPSLAVFKGQGTK 

EYEIHHGKKILYDILAFAKESVN 

SHVTTLGPQNFPANDKEPWLV 

DFFAPWCPPCRALLPELRRASN 

LLYGQLKFGTLDCTVHEGLCN 

MYNIQAYPTTWFNQSNIHEYE 

GHHSAEQILEFIKDLMMPSGGS 

LTPTTFIELVTQRKHTEVRI/V* F 

HCPGWPPWPRLWPMAKKPRNL 

LP*SSRPLNT*SSLFCSSNQPDLR 

G PLLHRPLSLPRR YRG AQ VPNP 

DFGHYSVSPSLIHGLHQCSHLFS 

HSPPPRVLRPPRILTTSTGLPPSP 

RRSATDVHTAYPPTAD 


18060 


48428 


A 


18167 


| 


924 




18061 


48429 


A 


18168 


10 


1254 




18062 


48430 


A 


18169 


1 


618 




18063 


4843) 


A 


18170 


1 


460 


MAAPMTPAARPEDYEAALNAA 

LADVPELARLLEIDPYLKPYAV 

DFQRRMFWMFLPFFTLAFSPSV 

LVRFHAADKDIPETGQFTKGRG 

LLDLQFQVAEDASQSWQKLYL 

LPNCSGQPHQKLVPTAQKFYIT 

VE WGTFFS VPGQ V VG SEGSQM 

SVTVEGSEESEDDKMYMTCSS 

ALLDSFALC**RHT*DWAIYKR 

KRFIGLTVP/MWLRMPRNHGRS 

CISCLIALANHTKNWFPQRRSFI 

SQWNGVLFSQCLAKLWALKEV 

RCQ 


18064 


48432 


A 


18171 


1 


582 




18065 


48433 


A 


18172 


1 


1578 




18066 


48434 


A 


18173 


1 


1293 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


18067 


48435 


A 


18174 


344 


1358 


EAQSVTNHKRNSDCTFKEDNSL 

PVRKPSFLITNPGSNQGPRFAGS 

PLGHEFTSLVLALLWTGGHPSK 

EAQSLLEQ1RHIDGDFEFETYYS 

LSCHNCPDVVQALNLMSVLNP 

RJKHTAIDGGTFQNEITDRNVM 

GVPAVFVNGKEFGQGRMTLTEI 

VAK1DTGAEKRAAEESARKGIR 

TGLMGERFGGQILDTVD1ENY1S 

VPKTEGQKLAGALKVHVDEYD 

VDVIDSTGTRSS/A1SGFFHTYDS 

NSPTARCAPT*QNCAPSPSGEY 

APGEKAMRRTILVWRHCDY/PL 

l^INAUlNr V o 1 VI 1 o rvA 1 oIN 1 1A i [VIII 
UVLI Up* 1 tvLA^L i ALNCovjJLH L 

SRTSCD 


18068 


48436 


A 


18175 


1 


1561 




18069 


48437 


A 


18176 


884 


1171 


PRRLNNEDHKRLMSWLHCLVP 
H HA K WLQR WQ WQS A K V V * F A 

IKAVNrV 1 AYKAIJ TVJv^aKKy 
HRYLRSACHGRSIITVITQSPTK 
SSATKMPEN 


18070 


A O A 1 O 

48438 


A 


18177 


274 


41o 


yAL>L>L>AL>INl^oULM L>AArOALI 
Y/CboUULC LrLrALRPLCVIvl 
Wry 1 M 


18071 


48439 


C 


18178 


*\ A 

24 


C AO 

509 




1 OAT* 

18072 


AO A Af\ 

48440 


A 


lot in 

18179 


1 


15/32 




18073 


48441 


A 


18180 


I 


2583 




18074 


48442 


A 


18181 


1 


495 




18075 


48443 


A 


18182 


36 


798 


KQRHSCFWSCWFSRAG*LGEL 

V*NPEIA* RPPRPQQQTVSGNG 

AWSGKAPRRRHSWHYA'TISFQ 

KLPLVECTNAGPIF*VAKAGRK 

CSIICPPLTSRSYITAD'PVSLSRSQ 

LTGR/AGNFVTGW/QQLDEEIR 

YTMRTTVNAQTRDRRKGVQPP 

TTWIFNDTKDQLERR1ARLETG 

MAWAEEPPSRTRHLISNCQISET 

UlrlNVrAVKVlNiLLIKA^KfcK 

DETFYVGTRFDKVRRLEDDTG 
ASWNGN RTGSAG HSIT 


18076 


48444 


A 


18183 


114 


724 


ARTRVPHFPGHETAGGAAAHP 

HLSLLGQDPGNQTQLPGGRGGI 

PGGRGGGRGGGGGGDDGRRR 

ALRRQQVPVLCVQRAGPAMDA 

AAPRHSSPDRERPKDQEVLHRL 

PGHASHSPHLGRHAGQPAGPA 

GLWQAPGLRHHLHAGIQPPE/V 

PLIF1WNLAAGPPLLRKGAASIW 
1CSCSIFQR 
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SEQID 

NO: 


SEQ ll> NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


18077 


48445 


A 


18184 


1 


2130 




18078 


48446 


A 


18185 


2 


433 


EMTLDSRVAAAGDLFVAVVGH 
QADGRRYI PQA 1 AQG V A A 1 IAE 
AKDEATDGE1REMHGVPVIYLS 
QLNERLSALAGRFYHEPSDNLR 

L, V VJ V I VJ 1 1 N VJ IN. 1 1 I 1 V^L-»L>r\ W O 

QLL/GRNQRGNGHRW*RPAGES 
DPDRKYNRFGSRCSA 


18079 


48447 


A 


18186 


114 


586 


SYITALGQFSRSGIQLLDRLGNF 

GTGWPNFDRKRFGSTMRTTVN 

GQTR/GPPQRRPA'ADNLDF**H 

QRPAGAANRPSGNGHGLGRRA 

AVTHPSLNQQLPDKRNRHPKRI 

V^ /A VJ IN. L>»3/V L. O VJ 1 rVIVO/vlvi rvi Ul'l 

L>I^rv vol IV I r\ v w rvivi 1 i \jr\\^ w in 

G1SSWIKR 


18080 


48448 


B 


18187 


1 


3577 




18081 


48449 


A 


18188 


2 


861 


YHSFNAASACSALHPVAFLTILT 

CRTCSSSLVATTSTMRLPNTLP 

DLUSPVESILSTSFCAVPAFIREE 

PVTTSAPTIGVMANSAVVETAL 

PGLQEIPTVRQPSWRAYSSPAIT 

YGVRPLAAMP/SHH1LCR*HN1F 

QHNTAFPAIFRAFHRVLNGIFSA 

SNQTNHQTRFHAVCGRTFGDV 

G WVA KS YQV A EERG SITEHQ V 

QGHQSDDTEHFHGGEIERQQQ 

n i r*fvv^r\ vj L-/j v vja-»i vj l*i l^l/oioivl/ 
R HH VPHTfi YNPAFPVSPAGFl^i 
NGTANGNKLNMSVCEIAP 


18082 


48450 


A 


18189 


560 


2021 




18083 


48451 


A 


18190 


525 


804 


GG*CRNWCDHYANGCRDTSGT 

LYDKLAELGPQGLSPR*NNWQ 

TARRNQSSGRNSCHLRREVE* R 

RLDKALRRJRQFSAPDEGAKCP 

WPGIIDCSNHFARLRCQYGRFL 

EVTSAGDEKPYPLYDHHVGLV 

VEQLRCIITAKVRTRHFYYVLK 

SIHPAVAGLPALRDCGELFNSV 

YCRKPATGPELQADVMVVVAY 

GLILRKQCWRCRVLAVSTFMFT 

A ATL ARCCTN PTLTRAG DAET 

GVTIMQMDVEIPVVRCTTSWQ 

<sl AHk A YHHVFTTGRRHGETR 

VQDETLVTYAEKLSKEERVLTG 

HFRQHSLNAALRFQSMANELA 


18084 


48452 


A 


18191 


1 


266 


SQYPLVAGHEVIGRVVALGSA 

AQDKGLQVGQRVG1GWTARSC 

G/OLRRLY*R*SDOLRARCGAD 

DYESRWLCREVACGLAMGDST 

ARKY 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ll>NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


18085 


48453 


A 


18192 


5 


385 




18086 


48454 


A 


18193 


330 


598 


V M RF A I V VTG PA YGTQQA SS A F 
QFAQALIADGHELSSVFFYREG 

VVMAWAI TQPAQnPPPlI VP A/C 

ATTPrATU/rP.APVI pqhqitpw 
All E,\s/\ 1 WLUACILKoUjI 1 r W 

Dp 


18087 


AO A CC 

48455 


A 


is iy4 


i 
l 






18088 


48456 


A 


18195 


1171 


2091 




18089 


48457 


A 


18196 


486 


837 




18090 


48458 - 


A 


18197. 


1 


2943 


maiykqsqhmtevvrrcphhe 

rcsdsdgiLappqhlirvegnlr 

veylddrntfrhsvvvpyeppe 

vgsdcttihynymcnsscmgg 

mnrrpiltiitledssgnllgrn 

sfevrvcacpgrdrrteeenlr 

kkgephhelppgstkralpnnt 

ssspqpkkkpldgeyftlqirgr 

erfemfrelnealelkdaqag 

kepggsrahsshlkskkgqsrl 

GTRFLCQPAVTVIPVKIVRVTG 

DTVIRPHAEGAVRVQLRVGQA 

VTCRVCGIRDADIQIRCGGVNA 

GQPAGGAVAVTPGLARAADAD 

EFAVVVPGQPFHGGQAVRYTA 

VRQPLRVGRMSGLMLAKTCFR 

LQV M HRLTLT V FSQK VFTESI E 

VVEALICVNLMRVFLRRMDLRQ 

HRKMIMIDNYIAYTGSMNMVD 

PRYFLRDALPHCPNPLTGPTFA 

VLEKLGYPHTFVSTDFNTVALD 

VKTFGIKANDDKAKLKALGEIA 

HACVDATIIYCKSPTVAGLVAR 

ELI KLGHGTPTENPH V YWSPLE 

TVLACILARYRGHCSNTLATNS 

MLENCAFCSAPPRSLKESTLSL 

NTVV1YDNRDGTRSIDKFNRFCI 

HAFPKIIRNAIYEVEQHT*RACR 

YQ*DVGWFNIYQPGISLAASKH 

CSTSSR*RWI*LDWI/CASASLL 

DEATAAAEAMAMAKRVSKLK 

|_X X-i fx 1 fx fX. f\ Is n 4™ 1 iW 1 ▼ 1 MX IVJ V T * VlJ 1 X. 

NANRFFVASDVHPOTLDLMSY 


1 QAfi 1 


48459 


A 

A 


i o i no 


o4i 


/ /o 




15092 


48460 


A 


18199 


I 


125 / 




18093 


A OA H 1 

48461 


A 


18200 


3 


^AC 

34o 








A 

t\ 




1 1 JLXt 






18095 


48463 


A 


18202 


312 


1108 




18096 


48464 


A 


18203 


J 


744 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 

ivuuii lur pcpuuc 

sequence 


Nucleotide location of last 
codon for last amino acid 
ui pcpiiuc sequence 


Amino acid sequence ( \=Unknown, 
*=Stop codon, Impossible nucleotide 
deletion, \=possible nucleotide insertion) 


18097 


48465 


A 


18204 


381 


1112 


GVEPSPPTNPPPATAIPRATCVA 

AARAASPSPS*SHQPHPPPLAYD 

RCST*PTPTTTAGQDHDHGRR 

WRS A P APRSDH LSDM LQE/RSM 

SLLPLILSSTRSGSMPLRSTFLSR 

SRS1SKNCSAEV*SNNSAGVGTI 

STS/RSTYDINRADTQVRRAVN 

NYDIIVMSNSFNGQSEHQVW1G 

GQF/1LHQICPLTQFQYGAEPDR 

KE*CQAPASKWALLHK*HRPFP 

QDRKAG ECLLH E YEDL YPS VI H 


18098 


48466 


A 


18205 


2 


307 


HPARHKFVKGSSEHRKSPVKPP 

P1PSH*PP*PENTNPMRPLAPTDP 

VTNLRSLMTGRQRFTPYNNVS 

RSDPSTTARSSSADRVNASEYP 

TSSEETSGRSSR 


18099 


48467 


B 


18206 


1 


723 




18100 


48468 


C 


18207 


127 


1410 




18101 


48469 


A 


18208 


1 


1773 


MGKKQSRKTGNSKNQSASPPP 

KERSSSPAMEQSWTDNDFDEL 

REEGFRRSNY\SSY*EEIRT*WQ 

TSLKALKRN'MMM/ILLASPSR 

TP1SGPNGDPAGPKFVKAAATT 

GKARQRFHPATTTFHGRTPAPP 

LAHPAPTVSTPASTQHPARRHQ 

VARPDRSSTPLPARJALRVFCPT 

PSTAPPEHPRQNPNPAPQTDSA 

LPGADDVRVSTTDPERRHPHPT 

NTTTPGPGRVLRKELNRPRRPI 

HHRRRRFHVQRAWQLPVPHRH 

HHLDHTSHTRRRLRMTDVRLD 

RPQPQRPPRJT1TTVGGDQRLRL 

DRSYQPESPCDGDLRQLQMAG 

RAPCSPLS M L VLEKC DN LKTCH 

TSHGSVMAETAVINHKKRKNS 

PRJVQSNDLTEAAYSLSRDQKR 

MLYLFVDQIRKSDGTLQEHDGI 

CEIHVAKYAEIFGLTSAEASKDI 

RQALKSFAGKEVVFYRPEEDA 

GDEKQNAKNEHGTTSSLPTQFK 

TDHMESQKDHPHKEETSPKVP 

HLVQESQKDHLHKEATNLKVP 

HPHPGKPQGPPPQEGNKPQRPP 

PPGRPQGPPPPGGNPQQPLPPPA 

GKPQGPPPPPQGGRPHRPPQGQ 
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PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


18102 


48470 


A 


18209 


944 


1577 


RLCCLEISSTGYPKSSISSSKYPQ 

IPRAGAQCSQAV*SGSNPLRSTF 

LSRSRSISKNCSAEV*SNNSAGV 

GT1STS/GSTYDINRADTQVRRA 

VNNYDIIVMCNSFNGQSEHQV 

WIGGQF/ILHQICPLTQFQYGAE 

PDRKE*CQAPASKWALLHK*H 

IRDTLRLFPGGRYLPRAKHVAP 
SEPDPTHHAYD 


18103 


4847 J 1 * 


A" 


18210 




634" - — ' 


DRVFDSGSKWRSEQDWAAAK 
a \/n npQFwnnu/p rw^xiriD vd 

AVUyLoElNUlJWIvLLUINuKl r 

ADnDA\/DA*DC1 C*\ LJ LJDD * D PT 
AKurAVrA'roLLLnnrK'Kt 1 

CCMPVYR 


18104 


48472 


A 


1821! 


3 


255 




18105 


48473 


A 


18212 


101 


547 


TSVELMDLCPIRLCRTFSG1PAY 
SMC1A*EWRNVCGVTGTENVT 
PSAAAAATASPIQVLTVLSVTS 
QIRAFSVLPVRRLRRSMSLSRIN 

TrDTCVDorAvvn i wrw r\ a \/c 
ItK 1 tirKtAV VCLLWJvDA Vo 

CLc> 1 1 rCAKlAAJVtJN 1 WLrKrCK 

U\/VD A ACHACVCI PTt/T 

M V IN KAAoUAo V oLo 1 V 1 


18106 


48474 


B 


18213 


1 


1113 




18107 


48475 


B 


18214 


220 


1173 




18108 


48476 


A 


18215 


1 


509 


MPNHKAILIKPKKTE1IPITLLDH 

STIKIE1NIKKIAQNHTITWKLNN 

LLLNYFWPLTVSLCEMCKDFYS 

LGIEFSRFPLQELQNKDCALEK/ 

HSHWAQMWP*YPCPAKHWWS 

LKKtn VLV VIN/iJCo 1 5> INoY WH 

CCrk#l D A \AVDt}\IVf\f*1S'T>* A IDC 
r J>U LKAMKKKiN t\|LKK Al Ko 


laino 
loiuy 


HO** 1 / 


A 
t\ 


1 oZ I O 


-> 


Lo 1 




18110 


48478 


A 


18217 


878 


1135 




18111 


48479 


C 


18218 


1 


1602 




18112 


48480 


A 


18219 


33 


608 


VDSLRFQSPSCSVYSTDTR*1SE 

T**NKL*PPKPVIACPKMWIQV 

GQKFRQKAAATP*KAR*SPRPIP 

SH*QP*PKIQTRCGPQPPQIRSPT 

QKPHDRQTALSHRTTTFHGPTP 

APPLAHPAPTVSTPASTQHPAR 

RHOVARPDR^TPl PAR I At RVF 
CPTPSTAPPEHPRQN PN PAPQTD 
SALPGAVRG 
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SEOID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


18113 


48481 


A 


18220 

at ■ - — * . 




893 


NPRKRTEQGKAQNKVQWWLT 

RTPVMVQKRPTIVSLKSSPDSPL 

ETYSMFLFLGMWVGVGVEM/C 

SVKLEEQVNTYHYQRILLGISS 

DNAILLEEESEEGRPMHISTIKE 

PSPDSP1LYLTLNLKLLTSLILFH 

YGESWNLLRADQRJLIFAKSWP 

RASRYQQGHQDLFILRSDLPSQ 

VF1RDKLMERRNRRTGRTEKAR 

IWEVTDRTVRTW1GEAVAAAA 

ADG VTFSVPVTPHTFRHSYAM 

HMLYAGIPLKVLQSLMGHKSIS 

STEVYTKVFALDVAARHRVQF 

AMPESDAVAMLKQLS 


18114 


48482 


A 


18221 


1 


327 


LI S LRQRQQRTPG KPG KG PRP1 P 

SPWPP*PENTNPMRPPSPTRSGH 

QPRSLMTGRQRFHTAQQRFTV 

RPOHHRSLIORRPCORORVPNf 

ORGDIRSLVOIGHORRCLRG 


18115 


48483 


B 


18222 


1 


1419 




18116 


48484 


A 


18223 


1 


2784 




18117 


48485 


A 


18224 


936 


1157 


RTSTGLSGC1RCG\CASEGGQAV 
FV/WPRGPPETPCSRCPAAEGSP 
G*SPPREDPSSGSPGKRQTCTQT 
SARSPS 


18118 


48486 


B 


18225 


67 


1314 




18119 


48487 


A 


18226 


302 


1423 

j 


CRWRFRF1MPFVMASMSAECL 

MNYNSTAMSGKTGLQNDTTLI 

ARPWVKPYLGLEIMRIVGN*PH 

LTWCFPCTMYIPLFSQLLCCPVS 

FGQCG AFRNPG H PPSPNPEFFLG 

PRRCNPSLGHKALVQEAASDTP 

GKS\PGKSPPGPIPKP1GPP*PGK 

HKPDAAPSPHRSGSPNPEAS*PE 

DSAFTPHNNVFTVRPQHHRSLI 

QRRPCQRQR VPNIQRGDI RSLRF 

GCFA RHHPRH H RNIHDRTRTRP 

RRLTRHSRGLFEDDVRVSTTDP 

ERRH PH PTNTTTPGPG R VLRKE 

LNRPRRPIHLRRRRFHVQRAWQ 

LPVPHRHHHLDHTSHTRRRLR 

MTDVRLDRPQPQRPARJTITAV 

GG DQRLRLDRITKPR A RPN 


18120 


48488 


A 


18227 


1731 


2392 




18121 


48489 


B 


18228 


1 


1422 




18122 


48490 


B 


18229 


298 


1464 




18123 


48491 


B 


18230 


1 


1800 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \-possihle nucleotide insertion) 


18124 


48492 


A 


18231 


745 


1250 


HTQNQRSGRSQNDF*RRRKNIS 
ERS A V YR* RQ LY1RRQPYAERP 
SLR* RQRP* 1 PCI RSQHGNRKR1 P 
RRR1F1*QSVLRRRHELLP*RKPE 
ASAERHKTRC*VSERRPRYHRV 
KYDYH*KSIYSR*AHGAA*PSH 
RKDRESADLGSDGQNGQDLDC 
RGGCQPLLLTV 


18125 


48493 


A 


18232 


1 


1661 


MAETAVINHKKRKNSPRIVQSN 

DLTEAAYSLSRDQKRMLYLFD 

DQI RkSDGTLQEHDGieEIH V A 

KYAEIFGLTSAEASKDIRQALKS 

YAAKEVVLYRPEEDAGDEEGY 

ESFPWFIKRAHSPSRGLYSVHrN 

PYLIPFFIGLQNRFTQFRLSETKE 

1TNPYAMRLYESLCQYRKPDGS 

GIVSLKIDW1IERYQLPQSYQRM 

PDFRRRFLQCfNAGHEMTKAIAI 

A QFN DDS PE A RKITRR WRIG E A 

ADLVGVSSQAIRDAEKAGRLPH 

PDMEIRGRVEQRVGYT1EQINH 

MRDVFGTRLRRAEDVFPPVIGV 

A A H KG G V YKTS VS V HL AQDL A 

LKGLRVLLVEGNDPQGTASMY 

HGWVPDLH1HAEDTLLPFYLGE 

KDDVTYA1KPTCWPGLD1IPSCL 

ALHRJETELMGKFDEGKLPTDP 

H LMLRL A 1 ET V AHD YDV 1 V IDS 

APNLGIGTINVVCAADVLIVPTP 

AELFDYTSALQFFDMLRDLLKN 

VDLKGFEPDVFIRDKLMERRN R 

RTGRTEKARJWEVTDRTVRTWI 

GEA V A A AAADG VTFS VPVTPH 

TFRHS Y AMHML Y AG 1 PLKVLQ 

SLMG*YVHCKALWMDCAHV** 

TKFKIHSLLHRRHPLOGDKEPL 

PSPRNSSMPAVYPYWLPORSIR1 

1 tj\ I Vi ™ <-J <-f I'll JA Till Tr l_Jl 

FOH1 




1 ft 1 OA 
1 O I/O 




A 


1 KOII 
1 oZjj 


1 oz 






18127 


48495 


B 


18234 


144 


2537 




18128 


48496 


C 


18235 


1 


873 




18129 


48497 


A 


18236 


700 


1198 


PFFGTDFFPWARWCIQLRHKEW 

SKGKQRTTKKAPVKPPGPSPAI 

DHP*PGKHKPDAAPSPHRSGHQ 

PKTSMTGRQRFHTAQQPFHGPT 

PAPPLAHPAPTVSTPASTQHPA 

RRHQVARPDRSSTPLPARJALR 

VFCPTPSTAPPEHPRQNPNPAPQ 

TDSALPGAVRG 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknown, H 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


18130 


48498 


A 


18237 


363 


940 


LQTVLQGYSNENSMFVKQKGS 
PPGKPGKKKPCFWGAPKNGAD 
IPSQSWRPSGNPGTTPPLPKPPSF 
FPG A PRMGQSQA WG HKG FWF 
KKGKPTEPPGKKARVKKPPGG 
QSPKA 1 G PTRG PGKPPKPDMRA 
PKPPTDSGHQTQKPS* PADS AFT 
PHINVSRSDPRTTARSSSADRVN 
ASEYPTSSEETSGRSSR 


18131 


48499 


A 


18238 


861 


1517 


SLRPHLSGFYQARTL*DQRS*A 

DHE/DISKNCSAEV*SNNSAGV 

GTISTS/RSTYDINRADTQVRRA 

VNNYDI1VMSNSFNGQSEHQV 

W1GGQF/ILHQICPLTQFQYGAE 

PDRKE*CQAPASKWALLHK*H 

RPFPQDRKAGECLLHEYEDLVP 

I RDTLRLFPGG RYLPRA KHVAP 

SEPDPEQDEQKLRFCKRHLYGQ 

QPRSPVEIRLQHVAIAYQTHHA 


18132 


48500 


B 


18239 


1014 


2337 




18133 


48501 


A 


18240 


1495 


1947 


IVTLCFPSYCLHCEAGP/LPCGH 

PWLWLC*VLGSPG*TQRTGSW 

AMPGVQASKPACG*KVAPAAR 

RVPHPLHMLPHSGHSAASGGA 

SCPLCRG*ATGSDOVLKHAFRK 

•mJ^JA. AJV*W * » 1 \mJ t*JJL*S V ul\l fill 1 \J\ 

GRSSNCASNGTPPPNADFLGQD 
VHPARHKLRQKSASEPRKKAR 


18134 


48502 


B 


18241 


1 


2055 




18135 


48503 


A 


18242 


1 


909 




18136 


48504 


B 


18243 


184 


395 




18137 


48505 


A 


18244 


447 


667 


HRPRRRFQIKPQSQVPEHAPLPL 
PTASDPP/AHSPRCPSESRLSPGG 
QRLGFPSSVLNCSKCSWQLAAC 
MGFSF 


18138 


48506 


A 


18245 


265 


890 




18139 


48507 


B 


18246 


I 


551 




18140 


48508 


A 


18247 


407 


636 


RIMVHATGLMKHASSPGCWDL 
NRRTRRCGVRRVTE*QRAS*KR 
*/ERDYISIMPKPDGLTAAKNLA 
EAFEHYNECIRI 


18141 


48509 


A 


18248 


1 


1448 




18142 


48510 


A 


18249 


817 


930 




18143 


48511 


B 


18250 


303 


461 




18144 


48512 


A 


18251 


612 


3359 




18145 


48513 


A 


18252 


1 


462 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of First 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Slop codon, /^possible nucleotide 
deletion, \=possibte nucleotide insertion) 


18146 


48514 


A 


18253 


268 


749 


RGGIEYLLLVVFILTRTRFIQAV 

EHRJINGRRVAEK1VPELJTHFM 

AEIRDLLQRTGVAL/W*HQSAA 

YLPG*QICALA**IHPGVAAGEY 

QRRSIQENGGKVQESGQTAS*M 

Rn*N/|C;V/PQRQni A ARPPP^HAO 
in. VJ IVJo V IjOIxoVJIA Al\v_,r DoL/Ay 

SGVVHRSRWNQSLPARFGAGR 
DYREAS 


18147 


48515 


A 


18254 


1793 


2193 


TQRJPAAQKQGSRCIVDSSAEA 
LSAALAIGNIELVKPSRTMS/DK 
AAQE1VNSGKAKRVVVSLGPQ 
GALGVDSENCIQVVPPPVKSQS 
Tvr» a fih^M vr. a mti kri apima 

PPMVRFP.VA AriQA ATI 

TRLCSH 


18148 


48516 


B 


18255 


1 


1557 




18149 


48517 


A 


18256 


606 


1123 


QRDNPSGTDGGRNRAFGAGNI 
HTRGAAQAVERLVDSFPAQEK 
DPG ESTGRTDSL PSSRPQKVA Y 
PV H RN DRR/ERL W FA A PSSPSN 
ATWGNAEWTLNFSSSDSVTGA 

QQPP*Nf I PR I ATVRPTI PQQVQ 

ADGAIVAALATHIGEAELTLES 
QCGAWRATFSSTCSSLPLNPN 


18150 


48518 


A 


18257 


110 


318 


TALKLPLPMSTKVTRCLSNLLK 

Pl^PMI PPT \ff\f>T>W\Al PPUI QP 

* A PWTkf TQRVI Wk r >J*PIPIPTRR 
ArlN 1 Is. 1 oKVLNWN rl.rl r 1 l\t\ 

rw J 






A 
A 


IOZJ6 


£, 






1 ft 1 




A 
A 


1 8.9 

i oZjy 


A At <\ 






18153 


48521 


A 


18260 


1 


1959 




18154 


48522 


A 


18261 


2 


715 




18155 


48523 


A 


18262 


1 


756 


MIRRVSVASGNEYPMRPASY1R 

TAPTVYPSSSPAGTWFAGNAPA 

SSCGFRDRYLIVCSHQTPHVPG 

KREEVN YETG 1 Y WLRHYGYTD 

YSRNAKQRLQRNNLAPILFTTT 

VPLGG RQ YNN SQH LPQRQSLE 

RIRHHTQAFTALIPHGAAGQGC 

GSGDLHYLSLEDVAVSSKATPD 

GSGVTRKASANLRVT1QIGGFQ 

i RTmprip^pRnpi-iPAi okrai 

AV A AHOHA A rVKTMMPFANYnP 
A V AArlV^v<AAL/iNlNiV|Dr /\IN I \Ji 

PPI I n\ARHI IP^ 


18156 


48524 


A 


18263 


1 


799 




18157 


48525 


A 


18264 


1 


270 




1R1 SK 

1 O 1 JO 




A 
r\ 


1 

1 




1 oo 


1 GFFFORP1 OFGOEI SICL*EOVL 
LAPEEVGHLGEHLLFRHASEWP 
APRVQLLLLVRVQDLQE 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, l 
*=Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


18159 


48527 


A 


18266 


2791 


3274 


SKIFPRHDDLLLWRSHRNGDDL 

RTAGMN AFKQRLTLLGFKITI L 

TANDYLFADGQ/RSVRKKYPQ 

AQVSRVAGADLWEELMARAG 

KE/GTPVFLVGGEPEVLAQTEA 

KLVRSSSATSA1AWPLL1PCAISS 

W1RSTAFCCCSWVSEGKPADRS 

PAPSRTWLRC 


18160 


48528 


A 


18267 


202 


627 




18161 


48529 


A 


18268 


I 


2390 




18162 


48530 


A ' 


1 8269 


1081 


1911 




18163 


48531 


A 


18270 


86 


272 




18164 


48532 


A 


18271 


674 


2808 


F1LKLRTRRR*RHRL1RPWELFQ 

TARNAEVMKA/LVRHLWLEVK 

GVDLGRFPERRYGSDKPDLRNP 

MELTDVADLLKSVEFAVFAGP 

ANDPKGRVAALRVPGGASLTR 

KQIDEYGNFVKIYGAKGLAYIK 

VNERAKGLEGINSPVAKFLNAE 

I1EDILDRTAAQDGDMIFFGADN 

KKIVADAMGALRLKVGKDLGL 

TDESKWAPLWVIDFPMFEDDG 

EGGLTAMHHPFTSPKDMTAAE 

LKAAPENAVATLGDPLESPDDG 

LHNRJSTHGCFYVLCGISTN1GV 

ESTARNAWELGFNLVIAEDACS 

AASAEQHNNSINHIYPRIARRG 

RDPQRVM1YIGLPQWSHPKWV 

RLG ITSLEEY A RHFNC VEGNTT 

LYALPKPEVVLRWREQTTDDF 

RFCFKFPATISHQAALRHCDDL 

VTEFLTRMSPLAPRIGQYWLQL 

PATFG PRELPAL WHFLDSLPG E 

FNYGVEVRHPQFFAKGEEEQTL 

NRGLHQRGVNRVILDSHPVHA 

ARPHRKLGGTAVWEWEPEGA 

HWVGDEPGWFSSGDLSKAEY 

WAQKAADSGDADACALLAQIK 

ITNPVSLDYPQAKVLAEKAAQA 

GSKEGEVTLAH1LVNTQAGKPD 

YPKA ISLLEN ASEDLENDS A V D 

AQMLLGLIYANGVGIKADDDK 

ATWYFKRSSA1SRTGYSEYWA 

GMMFLNGEEGF1EKNKQKALH 


18165 


48533 


A 


18272 


532 


2103 




18166 


48534 


B 


18273 


1 


4401 




18167 


48535 


A 


18274 


343 


765 




18168 


48536 


A 


18275 


447 


709 
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StQIU 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
'-Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


18169 


48537 


A 


18276 


1 

,1 

^ /*, _ P»* i 


1571 

t- r. . ~ j , - *■ 


M1EVKHLKTLQALRNCGSLAA 

AAATLHQTQSALSHQFSDLEQR 

LGFRLFVRKSQPLRFTPQGE1LL 

QLANQVLPQ1SQALQACNEPQQ 

TRLRIA1 ECHSCIQ WLTPALEN F 

HKNWPQYSVIFKSGVTFDPHFF 

FQQGELDPERAFDDFGIKPMAS 

AS1AQVHSARFNSNGHEVVIKV 

IRAETLPVIKADLKLIYRLARW 

pAAF^AGy/SPPAANLSCAGST 

kiHlUiNWRTCCRNLPTPFSFGA"' 

KPGLYLVEAMVGGYRATTVVF 

VSDTVALSKVSGIELLVWGAG 

KKQGEANAGSEILWTDGLGVM 

TRGVTDDSGTLQLQHISPERSYI 

LGTLAMVQLREDMAKRQAAGI 

IAPRSGRRMHRTQHKPPMTTE 

MGPRAVLREDTIPFLEALKASG 

KQR1LLTNAHPHNLAVKLEHTG 

LDAHLDLLLSTHTFGYPKEDQR 

LWHAVAEATGLKAERTLFIDDS 

bOlJAMIvbrvr A V fc V tvLUls. WL W 

AAR/SL*NPRAGP*ND*RR*GAL 
QRAAHEAEQNRRAECHAHSAP 


i 8170 


AO COO 

48538 


A 

A 


18277 


2080 


2274 


r> c/^X / \ / \/C r\LIC 1/ DC T DI_HT*CA1 C 

Kr y V V Y r UnbKPbLKiib* r A L b 
bY 1 O I KN Ot V NLLUK K.rrrr 
KFMERWLAFSPPGLTLESSRG 


18171 


48539 


B 


18278 


1 


3126 




18172 


48540 


A 


18279 


1 


341 


MLDRLESEILADRVSEESRRWL 
ASCG LTV EQMQNQM DP V YTPA 
RKIHLYHCDHRGLPLALISKEG 

1 1 1 WLAt i U/uiVlUyrAb Ktr A 

CA A A A VDDAT.A A\/**r\/DD\/l 

oAAAAYrrAUAAV**uVKrVL 


1 Q 1 11 
lO I 13 




A 




OA ^ 


1 AQA 

I4o4 




18174 


48542 


A 


18281 


965 


1403 




18175 


48543 


A 


18282 


703 


1149 




18176 


48544 


A 


18283 


161 


476 


LLPWRSCILRSDPLAAHPVI/LV 
P*AC1FIARNCYPRPSCDSACKL 

KJvtbLij ru i ivIVl VoAVffA 1 rolV; 

ITSA/LPFCEHLPGKRSGDFDTG 
EDNALSGQRPEFRHG 


18177 


48545 


A 


18284 


1 


443 


MLSEPALRELATA1AGVRKGEN 
D1AVENI1GANIFNIVIVLGLPALI 
TPGEIDPLAYSRDYSVMLLQAG 
KEVLAIERECLAELDQYINQNF 

1 LACbKJVIr WtKUlvV V VIVlOlVlO 

HENRDSIRKICCYHR 


18178 


48546 


A 


18285 


3 


550 





2266 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in LSSN 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


18179 


48547 


A 


18286 


2157 


2504 


LVSLAGAAYRSPQDPVPYMPIS 

PGLDWVRQIVCCVMASDAD** 

RVPRQNALLLPVCTSGPYHALA 

TGCGFRRGQMLKTTVLPRHYK 

LYLGASSGMRYSTPATALMPLP 

LPHLAER 


18180 


48548 


A 


18287 


1 


621 




18181 


48549 


A 


18288 


1 


423 




18182 


48550 


B 


18289 


1 


1551 




18183 


48551 


A 


18290 


1 171 


2757 




18184 


48552 


A 


18291* 


347 


690 ™ 




18185 


48553 


B 


18292 


1 


528 




18186 


48554 


A 


18293 


1 


1417 




18187 


48555 


A 


18294 


292 


699 




18188 


48556 


A 


18295 


859 


1377 




18189 


48557 


A 


18296 


I 


3036 




18190 


48558 


A 


18297 


1 


942 




18191 


48559 


A 


18298 


1 


2124 




18192 


48560 


A 


18299 


1955 


2797 


GGISIDRSGDH*GRGAVYHVAG 

R*NAGRTAELYFASRPTCG/RW 

LVAAVQGAATARISTIEMSVW 

AQL*QMCRGKIRAT/ISLPEATA 

QV1SSGSGATKVEDGLGDLNKP 

VSNQNLVTGIDTPVYNAPSAGS 

APFGVLADNMRYP1LH1CLKDR 

LNQTWYQIR1GDRLAYISALDA 

QPDNGLSVLTYHHILRDEENTR 

FRHTSTTTSVRAFNNQMAWLR 

DRGYATLSMVQLEGYVKNKIN 

LPARA V V ITFDDGLKS VSRY A Y 

PVLKQYGMKATAFIVTTRIKRV 


18193 


48561 


A 


18300 


1 


1191 




18194 


48562 


A 


18301 


1 


298 


MPVVFTVFFLWFPSGLVLYY1V 

SNLPRYAEYLTVKDADGSVLD 

QGIALWFPXGPNSFTGEDVLELQ 

GHGGPVILDLLLIRILTVCGLRI 

ARPACSPRSL 


18195 


48563 


A 


18302 


I 


1011 




18196 


48564 


A 


18303 


1 


1845 




18197 


48565 


A 


18304 


1 


755 


MSPV1DKMYVDAYQPFSEEKIS 

MQEALEKGAQPLREFMLRQTR 

EADLGLFARLANTGPLQGPEAV 

PMRILLPAYVTSELKTAFQ1GFT 

IFIPFL1IDLVIASVLMALGMMM 

VPPATIALPFKLMLFVLVDGWQ 

LL V AL VTG L 1 1 SILQA ATQ1N EM 

TLSFIPKIIAVFIAIIIAGPWMLNL 

LLDYVRTLFTNLPYIIGRTMLQ 

VTSEQ/CAILVKPVLLAVTARA 

GADLHRADSERTQRTKTGGGF 

CRY WAG 



WO 01/0750(^7 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of Inst 


Amino acid sequence ( \=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /= possible nucleotide 




sequence 




09/540,217 


cod on for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 








/toe/;/; 


A 


1 ojUj 


1 


1 0"7"7 

i y / / 




1 R1Q0 


4RSA7 


A 
AY 




1 


6^0 





1 R700 


4RSAR 


A 


1R^07 


1 71 S 


i yy\j 


1 FR? 1 YT\ TY^PPk'PQKII^QU/lTT 














PPr.FU/nTU/rAru/CD D*\/\/r\is 
\^t\\jr WU 1 WLAuWoKr V V v^rv 














PR IYTMWR*\A/rH4 AOP + VQPAT 














1 >Jni Ml ITI^Rk r NPWTPVPAr;k r 














HPPF^PtP^: 


1 R70 1 




A 
/A 


1 R"*0R 


S 1 7 


O 1 3 




1 R707 


4RS70 


A 
r\ 


i oj\jy 


4R0 






1 8703 


4RS71 


A 


1R^ 10 


7S7 


1 146 




1X704 


4RS77 * 


A A 


lR^II 
1 O-J 1 I 


*j l ft 

J i o 






1 R70S 


4RS7^ 


A 




I 
i 


1 74^ 




i ozuo 


4R^74 


A 
rV 


1 5j l-> 


I 


1 1Q7 

117/ 




1 R707 




A 


1 R1 14 


101 


A 1 'X 


LJLKv^vJr 1 V I0AOL11S.K V jbOvlJvL V 














FPAK"FFAP.FRHfi\/I AMI PI VPF 














DC CI/ ir.CN/1 ATADI CTCr.nPDT* 
rccNivjciViA 1 ArJLo 1 ovjLM^K 1 














yai inin/PTnnnApn^ppvi^PA 














1 A1 1 PAPVPIQA I^CTPHr.PTPlDA 
L/iLLrftl/ VUonNo I rnUK 1 rlrW 














IV\/DCCDT*CD A I ACHCVAAT*V 
1 Y Vroorl rKALAoUoVA^ 1 Y 
















1 R70R 




A 
r\ 


I OJ 1 J 


1 77 

if/ 


47 S 


CIR VF^AT^TU/PI VMQIPVTPPFQ 
jM r on lot WrLV JVlol.r V 1 Lrro 














PA^U/I ^T*PKI PI PI PRQI^inrkF 














PPPQniTRPPkP*VPnPl^QQQFVn 














APin^PHM^l-PAfll C\\ 1 1 RVHFAR 














1 PFrAWPiPAWl W 


1X700 


4RS77 


A 


IR1 Ifi 

1 OJ I D 


1 
l 


^7^ 


a y y 1 a ni 1 q v 1 nn i a fpitm h 














A I XT A A \/C A ADA nm^DrC A \M7 
ALlNAAVcAAKAufcv^uKurAV V 














Ar.CVDXII ACDCAHA A^CI^ AT f 
AUcVKlN LAoKoAyAAKtlKALl 














CL/J V OrV V IS 1 vJiJ V L V CijAVJC J IVI 














K>JIV>JA VTR VTHlMflFI A<JA<in 














FO^RPiinOVAl AV^FMnRVTH 














0>JA<il VOFQAAAAAAI FFOAQ 














RI TOAVXPPQVXX/OPAMQPIlsJRkr 














HHPVLPIATGALMPGCGS 


18210 


48578 


A 


18317 


121 


1819 




18211 


48579 


A 


18318 


1 


2151 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
bod 


SEQ ID NO: 
in USSN 

09/5411,21 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, V=possible nucleotide insertion) 








18212 


48580 


A 


18319 


3 


1127 


GTPYASQPVJRPVEGSKPLIKQV 

LDIGAHGTDKTIAQKLARVAR 

MHFARQRLAAVATFACSAQNA 

IALMEEIAANFSYEMIRLTECIL 

GFTWN RLYQGINV HN A ERVRQ 

LAHDGHELVYVPCHRSHMDYL 

LLSYVLYHQGLVPPHIAAGINL 

N F WPAGPIFRRLG AFFIRRTFKG 

NKLYSTVFRE YLG ELFSRGYS V 

EYFVEGGRSR/TGRLLDPKTG\M 

LRGGTRPITLIPIYIGYEHVMEV 

GTYAKELRGATKEKESLPQML 

RGLSKLRNLGQGYVNFGEPMP 

LMTYLNQHVPDWRESIDPIEAV 

RPA WLTPTVNNI A ADLM VR IN 

NAGAANAMNLCCTALLASRQR 

SLTREQLTEQLNCYLDLMRNVP 


18213 


48581 


A 


18320 


1 


2470 


MFQPSDSGKSFIFNMSVGYNLE 

GIKQPPMQQFIDNMMDASDHP 

KFAQYRDTLNKLLQDDAFLAR 

HGLQEKRESLQALPARJPTSMV 

HGVTLSTMHGCPPHEIEAICRY 

M LEEKGLNTF VKLN PTL LG Y A 

RVREILDVCGFGYIGLKEESFD 

HDLKLTQALEMLERLMALAKJE 

KSLGFGVKLTNTLGTINNKGAL 

PG DSTSGVLRTYERLLTAWML 

TCPCADEHQRGESVKLATALT 

WWLRGSQNRDEITKDGFQSNH 

AGGILGGISSGQQI1AHMALKPT 

SSIDVPGRTINRFGEEVEMITKG 

RHDPCVGIRAVPIAEAMLAIVL 

MDHLLRQRAQNADVKTDIPRC 

AQSIGSFSNGCIVGADTLPIQSE 

HYQVMRTDQRRYFGHPDLVM 

FIQRLSSQVSNLGMGTVLIGDM 

GMPAGGRFNGGHASHQTGLDV 

DIFLQLPKTRWTSAQLLRPQAL 

DLVSRDGKHVVSTLWKPEIFSL 

IKLAAQDKDVTR1FVNPAI KQQ 

LCLDAGTIATGCAKCDPGVSIG 

AYAYLLTLRAQCLAHDLPDPLE 

PLEIDGTLLPRYVFIHGGPRVFT 

YYTPKEESIKLFHDYLDLHRSN 

PNLDVQMVPVSVMFGRAPGRE 

KGEVNPPLRMLNGVQKFFAVL 

WLGRDSFVRFSPSVSLRRMADE 

HGTDKTIAQKL\ARVARM\HFA 

RQRLAAVGPRLPARQDLFNKL 


18214 


48582 


B 


18321 


1 


1460 




18215 


48583 


A 


18322 


2 


234 
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SEOID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
bod 


SEQ ID NO: 
in USSN 
09/540^17 


Nucleotide 
location of first 
cation for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=posstble nucleotide 
deletion, V=possible nucleotide insertion) 


1 5Z 1 D 




A 


1 OjZJ 








18217 


48585 


A 


18324 


1 


1974 




18218 


48586 


A 


18325 


154 


1944 




18219 


48587 


A 


18326 


18 


386 


KACEAVF*DQGLPLGPKVQGQ 
WDWPPGPGALRHQQSVAHQA 
GGFRSLWGYSGVSGQCRRHSD 

Oivr vj t\ C./AI\J\JvIVC> V /AVJ ori/\l_> 

HRQTALFGARSDADLPAAAPR 
YLLYRGLSAAHFRPQAG 


18220 


48588 


A 


18327 


181 


$55 


KARSPEDQGFRPRVHIDGGVW 

HLDVGSSHPGAEVGPKGMAVR 

HLKWYASWV*NVVRQFGPYLP 

WALEN/WRGAAPSTRGHGVC/G 

ITVFGKSDGTT/SHDQY*TAPYG 

^PHPPfiRW^I RHRYPA HI TQQA 
Or rlri VJIv W oLsIVXliV I rr\nL 1 Jon 

LAFSDARRNAARQPRRWNPLS 
GYSQV1CLPAW 


18221 


48589 


A 


18328 


1 


658 


MDDGTSIAPDGDLWAFIGDELK 

MG1PENDRJREQKQKYLRMKSY 

LHDVTLRAEPYMYWIAGQVKK 

RNMPMELVLLPIVESAFDPHAT 

SGANAAGIWQI1PSTGRNYGLK 

QTRNYDARRDVVASTTAALNM 

MQRLNKMFDGDWLLTVAAYN 

SGEGRVMKAIKTNKARGKSTD 

FWSLPLPQETKQYVPKMLALS 

D1LKNSKRYGVRLPTTDESRAL 

ARVHLISPVKCARFSRFVFCPA 

VCRDSGGADERRTDSDGCQYA 

GGVKPESVMGAEIVEGFSHISV 

TSAWSRGDNSPAPMAFSRLWL 

TVFS M V FKRRET VRSLS A VG A 

GELRGAAPSTRGPEWTHHWCS 

GCHANGTARSAVVPPDPMPNS 

EVKRRSADGSVGSP*RL(TAAK 

vuj i\.v^L»rv i\ i iv rv. v vj jn r i\ i ovjrv i 

RCRRKRSSTCLKCWH*VIFSKT 
ASVMAYVCQRPMKAVLWRVC 


18222 


48590 


A 


18329 


642 


1343 


LCLHLPLPTRFPRLQL* EEGGPV 

QPAAMPQWRTLPGPGPRPALPL 

PRRLRGSSLRARPGRLRGPRLR* 

RRHVCGGRRRAPLLLRAGLRRP 

RLPRARGPVRRAPLCSRRPLLR 

PLLRPRLRLRSRLHGSAV*VPSA 

PR RRKRL A RGPAG PQ A RG PS A L 

PFASGSGTARGRGRGRRCALA 

^ppappu/pi pnpwv^T Anwnp 

CiAV^PRTPGrTOOPICDAGGFR 
GWSEAGVHDAQTV 


18223 


48591 


A 


18330 


1 


810 





2270 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
bod 


SEQ ID NO: 
in USSN 
O9/>40,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, possible nucleotide 
deletion, \= possible nucleotide insertion) 


18224 


48592 


A 


18331 


236 


717 


ALPVGAAFSSTTGFGSGFGAGG 
ASTFGLGGSTGFGFGGATGAGS 
GSNSVLLAA1VAGSSDGAAASP 
ARTSSAAPSGGCD/QERRJVDFK 
RNKDGIPAVVERLEYDPNRSAN 
1ALVLYKDGERRYILAPKGLKA 
GDQIQSGVDAAIKPGNTRLSYG 
QHREAWR 


18225 


48593 


A 


18332 


49 


291 




1.8226 


48594 


A 


18333 


75 


839 




18227 


48595 


A 


18334 


1 


579 


— - _^ 


18228 


48596 


A 


18335 


223 


563 




18229 


48597 


A 


18336 


1 


1219 




18230 


48598 


A 


18337 


157 


864 


RGN RQLQQFPRH W RSNRLDGL 

LLQIQLQILGGHTVERHLVVQI 

ALVVNGHPGHADGMWILCIRV 

LLSLQQNGFRRVPSIGHWTGH* 

AATDQARLMLGGHINAQFAGI 

QRLEDLGTQLLHTTNGLVEVE 

ARRQILQLGLPLFLLLNQTDVW 

AIPGVHVLRFDVVGRDPS/EVLI 

DPRQNAGLLWKVFATFRPEPTR 

PAVCCPRGGQSGDDRRAGCAC 

NHVELVARHRRSCPWHSDRH 


18231 


48599 


A 


18338 


1 


219 




18232 


48600 


A 


18339 


1 


2226 




18233 


48601 


A 


18340 


46 


228 




18234 


48602 


A 


18341 


382 


1431 




18235 


48603 


B 


18342 


1 


2400 




18236 


48604 


B 


18343 


1 


912 




18237 


48605 


A 


18344 


2267 


2539 




18238 


48606 


B 


18345 


1797 


3411 




18239 


48607 


A 


18346 


1842 


2560 




18240 


48608 


A 


18347 


I 


1284 




18241 


48609 


A 


18348 


1 


792 




18242 


48610 


A 


18349 


1 


978 




18243 


48611 


A 


18350 


757 


1011 


LFGRFSNGFLIVVCQRLRQAVV 
NEQFLPETATLTHRGELLFHSP 
A*LPGVFRYLAQM*RHAVIQVF 
RATGVPEPERCRQRRPHER 


18244 


48612 


A 


18351 


148 


679 


RMSDDKFDAIVVGAGVAGSVA 

ALVMARAGLDVLVIERGDSAG 

CKNMTVGGRLYAHTLEAIIPGFA 

VSAPVERKVTREKISFLTEESAV 

TLDFHREQPDVPQHASYTVLRN 

RLDPWLMEQAEQAGAQFIPGV 

RVDALVREGNKVTGVQAGDDI 

LEANVVILADGVNSMLGRSLG 

MVPAS 


18245 


48613 


A 


18352 


1168 


2241 




18246 


48614 


A 


18353 


1 


1344 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=IJnknown, 
*-$top codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


18247 


48615 


A 


18354 


440 


886 




18248 


48616 


A 


18355 


1 


2876 


MAGVPGFEPGNAGIKNRCLTA 

WRYPIRTTLSGEWCGRRDLNSQ 

EATLQQPLLQAIDLKKHYPVKK 

GMFAPERLVKALDGVSFNLER 

GKTLAVVGESGCGVLACTLFA 

WNRMYFVLLFVGVFLSSFGSTA 

NPQMFALAREHADKTGREAV 

MFSSFLRAQVSLAWVIGPPLAY 

ALAMGFSFTVMYLSAAVAF1V 

cgvmv wLfipsmrkel • platg 

TIFAPRRNRRDTI I I FV1CTI M 
WC^N^I YIINMPI FIINFI H 


IR749 

1 Oi*t7 


48617 




1 OJJU 


606 


776 




1 87 SO 


4R£ift 

HOU I O 


A 


1 OJJ / 




1776 




1R7S1 

I OZ. J J 


4K£1Q 

HOt> 1 7 


PI 


1 RISK 

1 OJJO 


f 
i 






1 R7S7 




A 
AY 


I OJJ7 


1 
1 


407 




18253 


48621 


A 


18360 


427 


2307 




18254 


48622 


A 


18361 


120 


694 




18255 


48623 


A 


18362 


804 


1087 


KRQHLCTHSGAIRLRIAGVGSW 
KG/GRPNWRKMAVRWRVPASA 
VVSGWl RRWHCWPVAMPSAF 

v v ovj w ijixrv w riv w r v /a ivir o r\ l-i 

^PRlRfOAfifTICRI PI FRffifr 
TPARLTISH 


1 87 


4R£74 


A 

/A 


l OJOJ 








1 R7S7 




A 




47A 


S77 


FRRWYWfirCSTTRI SHPT TR* 


18258 


48626 


A 


18365 


1159 


3744 




18259 


48627 


B 


18366 


169 


743 




18260 


48628 


A 


18367 


2811 


3513 


SLPRG WFQPEYGNLEI M EKTYN 

PQDIEQPLYEHLGFPRVGLRRE 

LKKAQESYWAGNSTREELLAV 

GRELRARH\WDQQKQAGIDLLP 

VG DF A WYDH V LTTSLLLGN V P 

ARHQNKDGSVDIDTLFRIGRGR 

APTGEPAAAAEMTKWFNTNYH 

YMVPEFVKGQQFKLTWTQLLD 

EVDEALALGHKVKPVLAGPGT 

WLWLGKVKSEQFYRLSLLNDI 

LAGYQQGLAETGVGPDDIVTA 



2272 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


18261 


48629 


A 


18368 


1 


2810 


MKQTVYIASPESQQ1HVWNLN 

HEGALTLTQVVDVPGQVQPMV 

VSPDKR Y L Y VG V RPEFRVL A Y 

RIAPDDGALTFAAESALPGSPT 

HISTDHQGQFVFVGSYNAGNVS 

VTRLEDGLPVGVVHVVDGLDR 

LARQLIKNLATLKAGNARVVN 

SNAMSFLAQKGTPHNIVFVDPP 

FRRGLLEET1NLLEDNGWLADE 

ALIYVESEVENGLPTVPANWSL 

HREKVAAFAGAEPYHYLNHTL 

GFPRVGLRRELKKAQDSYW 


18262 


48630 


A 


18369 


2279 


2563 


MNFGASLNSPTPRSYLSLGGEK 

KAPVWEHTLGVPSRRPAAGKL 

KKAPERYWGGEHPPVKKWLG 

G*ARKCRPRPWETL*KSHLRRR 

PSLGPWAGGL 


18263 


48631 


A 


18370 


481 


1020 




18264 


48632 


A 


18371 


1 


998 


MNENFGTQICVNNRLSFTDCSG 

YVTRYDHDRFGQVTAVHRJEEG 

LSQYRAYDSRGQL1AVKDTQG 

HETRYEYNAAGDLTTV1APDGS 

RNGTQYDAWGKAICTTQGGLT 

RSMEYDAAGRVIRLTSENGSHT 

TFRYDVLDRL1QETGFDGRTQR 

YHHDLTGKLIRSEDEGLVTHW 

HYDEADRLTHRTVNGETAERW 

QYDERGWLTD1SHISERHRVTV 

HYGYDSKGRLASEHLTVHHPQ 

TNELLWQHETRLAYKRTGLAN 

RCIPDTCPPVNAYLGTACCQHE 

1CDTPWLSYRDPFTGICSWLSGR 

YELHKRIYGITAKERKDVDVW 

HPDVRFFELYDENNELRGSFYL 

DLYARENKRGGAWMDDCVGQ 

MRKADGSLQKPVAYLTCNFNR 

PVNGKPALFTHDEVITLFHEFG 

HGLHHMLTRIETAGVSGISGVP 

WDAVELPSQFMENWCWEPEA 

LAFISGHYETGEPLP1CELLDKM 

LAAKNYQAALFILRQLEFGLFD 

FRLHAEFRPDQGAK1LETLAEIK 

KLVAVVPSPSWGRFPHAFSHIF 

AGGYAAGYYSYLWADVLAAD 

AFSRFEEEG1FNRETGQSFLDNI 

LSRGGSEEPMDLFKRFRGREPQ 

L* HTV VELPRPFHREI LA FRPL* I 

TQAYLRHHR*RA*RC*CLASGC 



001% 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


18265 


48633 


A 


18372 


409 


533 


TGNDAPVPAQSAQYRYLQ*SV 
RNFCRLSFRLG1NLSLPYPHVDD 
VIPLMAEGKILPYLDIPLQHASP 
RILKLMKRPG 


18266 


48634 


A 


18373 


222 


659 


SAGSVKTQRSGANKQRRTRSRL 

ASFC/ETLSSVSFPAWRKISFLIP 

VGLPISNNYVCSLNPVWCAMR 

LNMPPMSKSICWQKHWKSTVS 

RWITTRHSFVQTLISTACWRRSP 

VTQSS. W RSTF ACSTG LLSHAPP 

LPIRHCTN1TNVWY 1 


18267 


48635 


B 


18374 


1 


1527 




18268 


48636 


A 


18375 


1 


1005 




18269 


48637 


A 


18376 


2 


314 


WVSYCSGSTTL/LLRALQECQR 

QQGPWASAGDPGEGAGERERL 

PQALASPPLQVKPARQ/RDPGL 

RTPDPGDTASPALNGHIFALPA 

GTAGDCFPRPPRGRKNSGT 


18270 


48638 


A 


18377 


3 


576 




18271 


48639 


A 


18378 


189 


563 


QGRGSSRPGCGHLDPGGEEWL 

PQRPGLQHLOPSAYIL1FAGVL 

VMVTGFLGFGAILWERKGCLS 

TTTGDRFWKDRQPWTCR/WQT 

SHRNQSGAGGQWDRFRSHQGH 

RDHEGRTSNWGSGFPREVA 


18272 


48640 


A 


18379 


1 


531 




18273 


48641 


A 


18380 


1385 


1673 


A ASTDRA AETG* * KTR/HRWFL 
SVKLRTSTPTAVSPKK*KRLAW 
TRCMTPPSKR* KKRV1TPSSSPT 
SLTSTLPGATVATSPVMPRVWN 
CSTAVCRS 


18274 


48642 


A 


18381 


1 


921 




18275 


48643 


A 


18382 


1 


2115 




18276 


48644 


A 


18383 


2 


149 


A RRN ESRRGG R* HPCRPIT*TGT 
VNQRPAGFRRFAGPFRYSGKPG 
RERL 


18277 


48645 


A 


18384 


482 


1655 




18278 


48646 


A 


18385 


1 


776 


MENACVLLMGVLSTFLVSWLG 

KDAMAGVGLADNFNMVIMAF 

FAAIDLGTTVPGAFSLCKRDRR 

QARVATRQSLV1MTFLPVLLAP 

LIHHFGEQIIDFVAGDATTEVKA 

LALTYLELTVLSYPAAAITLIGS 

G ALRG AGNTKI PLLINGQVAML 

MQAPYYFQEAQIEAAIAAMDV 

APEYAD1RQVESSTAVLYLFSE 

RFMTYGKAYGLCEWFEGSRLSI 

AHIPVTDNDNETQYHFFRQSCQ 

HC/DRCSVHRRLPDGGVVA 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 

ucictiun* wpossioic nucicouuc insertion) 


18279 

r~>\" . 


48647 


A 


18386 


1017 

... 


9228 

- ' ' -. 


FGRCAGVCQ*RGRDGQRRDEA 

GDGRLRARL*\ALYQTITHDLR 

YRHKNLYRPJCLASQRVTEHVN 

RAGLRYSYQYEKDCITITDSLA 

HNKVLHTQGEAGLKRVVKKK 

HADGSVTQSQFDAVGRLRAQT 

DAAGRTTEYSPDVVTGLITRITT 

PDGRASAFYYNHHNQLTSATG 

PDGLELRREYDELGRLIQETAP 

DGDITRYRYDNPHSDLPCATED 

ATGSRKTMTWSRYGQLLSFTE> 

CSGYVTRYDHDRFGQMTAV 


18280 


48648 


B 


18387 


1 


1431 




18281 


48649 


A 


18388 


575 


835 


RQKPERYLTAFISTTLPLRWMT 
LVRVMRPIVTCRRSRSILLRSIS 
HLCKWRVSTKSPVILWTILSN* 
RLFWKSWR*NGLQSKYQDG 


18282 


48650 


A 


18389 


1207 


2465 


ASTAQQHQLLSPAKEETTGWRJ 

FHPSDPWALGRSQGGAGLIQPP 

EVQKGSVRYRARFALLGPAMV 

AHRHTGRPEIRYRYDSDGRVTE 

QLNPAG LS YTYQYEKDRIT1TD 

SLDRREVLHTQGEAGLKRVVK 

KEH\ADGSVTQSQFDAVGRLRA 

QTDAAGRTTEYSPDVVTGLITR 

ITTPDGRASAFYYNHHNQLTSA 

TGPDGLELRREYDELGRL1QET 

APDGDITRYRYDNPHSDL\PCA 

TEDATGSRKTMTWSRYGQLLS 

FTDCSG Y VTR YDH DRFGQMTA 

VHREEGLSQYRAYDSRGQLIGV 

KDTQGHETRFE YNIAG DLDGGI 

APEGG/RNG/TQYDAWGRRRTT 

/QGGDADDRSAGGTRARKGHT 

SFRSVGDRTWSRHGYPGRNLR 

RMV RSS V PL YRLTA S I A P VPQE 

YRFPPHQSEEVY 


18283 


48651 


B 


18390 


I 


2604 




18284 


48652 


A 


18391 


1 


2640 




I828S 


48653 


A 


18392 


1 


549 




18286 


48654 


A 


18393 


290 


389 


HLCGPRTAR*ARFWHL*RAYG 
L*SGECRRAGSV 


18287 


48655 


A 


18394 


1095 


1268 


H LCG PRTA R* A RF WHL* RA YG 
L*SGECRRAGSVAENARSACRC 
RRS A HAG RFLQT A S 


18288 


48656 


A 


18395 


1056 


2178 




18289 


48657 


A 


18396 


1 


669 




18290 


48658 


A 


18397 


1628 


1856 




18291 


48659 


A 


18398 


227 


668 




18292 


48660 


A 


18399 


1 


3186 




18293 


48661 


A 


18400 


291 


631 
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SEQ ID 


SEQ ID NO: 


Mel 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


or peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,217 


codon Tor peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






I89Q4 

1 OZ7*T 




A 


1 otu 1 


1 
i 


1437 




1 89QS 

1 OZ7J 


48661 


A 


1840? 


14S 


727 




1 89Q6 

I OZ7U 


48664 


A 
rV 


18401 

1 OHVj 


870 


1043 




1 8997 

t OZ7 1 


4866S 


A 

/A 


18404 


1 

1 


2175 




1 8908 


HOUUO 


A 
r\ 


1840S 


1 

1 


H32 
1 j -j 




1 89QQ 


48667 


A 

/A 


18406 


\ 


1S66 




1 8*?00 


48668 


ft 


1 8407 


1 

I 


Q?1 




1 OjU I 


4866Q 

HOOD" 


n 
l> 


1 8408 


1 

1 


2487 




I 85UZ 


A Q£L1f\ 


D 


1 QA AO 


1 
1 


001 0 
zy 1 y 




i cjai 
1 ojUj 


450 / J 


D 
D 


1 QA 1 A. 


1 
1 


77 14 

ZZ 1 H ' 




1 5JU4 


450 /Z 


A 


1 QA 11 — 
154 J 1 


1714 
1/14 


1 y /y 


rvL/A W lvL</\\Jrv W W/\VJo Wrv I 0 1 1 r 














PAAACSRLRCSPPSKFCSAWCR 














WCSTRACSSCCRSTSSPMPAWR 














P<\AG<i*l <1TARRRAPPSAI VT RI 




4oo/j 


A 

A 


1 QA 1 O 
154 IZ 


IZU1 


Z 1 1 5 


pqp 0 a rw Ptj r PHPnp n v p a p k>i 














IVKGI TGTITTV^TGWfTTRGHN 

iviovj l> 1 vj 111 1 voi vj vy v-f 1 1 i\un IN 














MK^RW<1K VAIFTTRWGRRVAK 
ivirvorv noix v Air 1 irvvr vjrvrv v ni\ 














RVWRRFRHI TGWiVKI <\RKPOV 
i\v vv rvivr_i<rvJL/L/ 1 vj w ivioi->orvi\.r v 














Tu/vr,wnr»nRi ttioxihptp io 

1 W IvjW L/vjL/IvL> 1 1 Iv/IN Ut\ 1 IxIVj; 














TIYOPG9FTPI IRR1PVT GGGDTT 

111 ylVJOl 1 I L/ 1 rvrvi 1 V jl<vj vj vj iv 1 1 














unri RT<1IRI MA A^VTPA YRRD 














v^JoFvlr vJotvJvC * ▼ INAtvCC-VJ V Cry 














FNFOPOYIArDFDGRI TAVfll 1 














R T A MCi F PCSPDGR R R PPP V A fiS F 














FFI PAHVI TMAFfrFnAHAMPW 














L>V^VJ OVJ I fVL( J_/rv W VJ L> I 1 VJ VJ V VJ I 














i ptothi i^wvFAnnnAVi-inAn 

Lr l 1 11 Lrviv v r/\vjvj \Jt\ v nvj/\ u 














1 VVTAMA Ar.pAA APriMI TI F 














DTK*PnTAriTATG*POYRTTFP 

u i rv x vj ■ / V vj i / » i vj i v^ i iv i ■ i~i r 














ASRRFTSRGASRHSSFGS/^VLG 














GGDTT/MGT FAnFHPPOrRORD 

vj vj i_/ i i / ivivji-ri / 'i i ir r v^wixvJjrvLy 














I VPVPPFinivIMpn^R iv'FVVInJ A R 














FFGVFFOFNFOPOYIACDFDGR 

1_> J_>VJ V V^ 1 INI V^ I V^ 1 I t\i^ LJ LjLJ\J l\ 














f TAVGI IRTAMGEPGPDGRRRP 

1j J A V Ul^llV 1 A1*1\JJ^I VJI JL»/ VJ J\J\J\J 














PPVAG^EFELPADVLIMAFGFO 














AHAMPWI OGSGTKT DKWGL IO 

i \ 1 1 fx J VI I VV JL> Vy VJ «J VJ 1 I\.L>L/lv W VJ *~i 1 V^ 


' " 












TGDVGYLPTOTHLKKVFAGGD 














A V HG A DL V VTA M A A G RO A A R 














DMLTLFDTKAS 


i 8106 


48674 

MOU 1 *t 


R 


18411 

1 OH 1 J 


161 S 


16S6 




1 8^07 


4867 S 


A 


18414 

1 OH It 


1787 
i zo 1 


S0S6 




1 8^08 


48676 


A 


1841 S 

J OH 1 J 


1 
1 


971 
z / 1 




1 ft "2 AG 


AQ(L~l*1 
450 / / 


A 

A 


i qa i a 
154 10 


1 
1 


D55 




1 511 If! 


48678 

HOD / O 


A 
A 


1 8417 

1 OH 1 / 


91 ^0 


9119 
Z J JZ 




1 fill 1 
1 oJ 1 I 


AQ61Q 

hoo /y 


A 
A 


1 QA 1 Q 
154 15 


1 
1 


ZJ5 


I FFI GVIGAVI X/riF^I *VI WAP 

LydtlLrO V 1VJA V L V Vjrolv V L W AT 














I Ol PICAGGRVKVAGIOI GFVEF 

L~>\J i_> i rv_rV VJ VJ rv v rv v / » vj iv^*-*vj l t l«i 














WKVS\KSCSSPDPPPG VM A A K 1 S 














ISQALQPPQSTR 


18312 


48680 


B 


18419 


I 


2721 
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SEQ »> 
NO: 


SEQ ID NO: 
or peptide 
sentience 


Met 
hod 


SEQ ID NO: 
in USSN 
09/S40 217 


Nucleotide 
location of first 
eodon for ncotide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion. V=nos£ible nucleotide insertion) 


18313 


48681 


A 


18420 


712 


1031 


PVMRQRGVFRSVILIKIRSARCC 

QMIQPRVISHAMYSLSPFFALR 

RSTKSPKRFSMNNS*ASRSSGST 

SRDTSAIS*ARRSISSRTSRLL1RS 

L1SLISSLLVNVV 


18314 


48682 


A 


1842) 


I 


1779 




18315 


48683 


A 


18422 


693 


921 




18316 


48684 


A 


18423 


758 


1183 


ALTAASRSECAV1MMTGRTSCC 

DIVEKWIPARCCQM1QPRVISH 

AMYSLSPFFALRRSTKSPKRFS 

MNNS*ASRSSGSTSRDTSAIS*A 

RRS1SSRTSRLL1GWRSLWYTIL1 

NSIPPTNRAKSMKPEPSPNACSK 

VKRCC 


18317 


48685 


B 


18424 


1 


708 




18318 


48686 


A 


18425 


1 


2436 




18319 


48687 


A 


18426 


1382 


1813 




18320 


48688 


A 


18427 


900 


1028 


AGYAAPGRTDRRSSPSG*GYRY 
SGCYQICRQPGRLGSRKSPV 


18321 


48689 


A 


18428 


1 


881 


MTPSRFAKKNGSLVKRCPMG1 

DAEVTMIKPIAARPKVSHSKVR 

SYMIRLSVSFSREPITQPFSAVEI 

QTRIRYGVSGFFLRRVDTEHHP 

DRHAARALQYHITGSNRCDAIN 

AVQFDTAGGECTNRRMAEDHG 

RN V AVIQM LIRLVIKQ A FRE VP 

SELWTNRKQACPFLDFDCGENS 

A1AANNYDWFGNMNVLTFLRD 

IGKHFSVNQM1NKEAVKQRLN 

REDQG ISFTEFSYNLLQG YDFA 

CLNKQYGVVLQIGGSDQWGNI 

TSGIDL/NPSSASESGVWPDRSA 

DH*SRWHQIW 


18322 


48690 


A 


18429 


1 


3270 




18323 


48691 


A 


18430 


1 


374 


MKTCWQ1LEIESTTQIDIIRQAY 
LA RLPLCHPETDPQGFKA LRQA 
YEEALRLAVNPVEEADDEEKD 
AA AEH EILRAFRT/FTGFRK* SFS 
AFRLAEIYSAIKYLEHGGCRSIT 
LAAVCNRHRSAI 
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SEOID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of lust 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


18324 


48692 


A 


18431 


63 


1272 


LRRSCNAVYCW*CVATCPS\GE 

EDG1VLIDQDKCRGWRMC1TGC 

PYKK1YFNWKSGKSEKCIFCYP 

RJEAGQPTVCSETCVGRIRYLG 

VLLYDADA1ERAASTENEKDLY 

QRQLDV FLDPN DPK VI EQ A 1 KD 

GIPLSVIEAAQQSPVYKMAME 

WKLALPLHPEYRTLPMVWYVP 

PLSPIQSAADAGELGSNGILPDV 

ESLRIPVQYLANLLTAGDTKPV 

LRALKRMLAMRHYQRAETVD 

GKVDTRALEEVGLTEAQAQEM 

YRYLA1ANYEDRFVVPSSHREL 

AREAFPEKMGCGFTFGDGCHGS 

DTKFNLFNSRR1DAIDHQQEMF 

EA1AASKNLPKEDAHALGIFLR 

DLTTMDPLDAOAOYSELFDRG 

RATSLLLFEHVHGESRDRGQA 

MVDLLAQYEQHGLQ 


18325 


48693 


A 


18432 


2 


859 


WPLRRSPYSUNGSGKSAASGSV 

MQVAQFNSHYQYDPKFERGM 

YLYEHRRCFNMIIDYCNSLCYH 

A WL V AHKDDIERN YRGPL VQV 

VGWCDAIFGAEELGISRAQFDQ 

FLRMMQGGAQFGGGYQQQTG 

GGGRPGGHFFEKRRLLRMVDR 

LNARFTGGVLVSFKGPLLEGFG 

PWQGLSPWVIGPDLGLPG/CLG 

AWGAVSVCHCPWVCKTGSPFR 

WVPHRRFHPPPG*KFPENWMG 

FCSSRTCSGLFSHPHSPTMAFKN 

FELG HGTPPRGTRNRPTM SSNT 

YRPHRFQ 


18326 


48694 


A 


18433 


479 


601 


CWRPLPAEKRWWYLAANWW 

RLAARFVFPMLCVRQ*PSSMIW 

TTPDADIAIGTWRSCCAVLRGR 

KMPVSSITMRRRCY*CWRPLPA 

EK.RWWYLAANWWRLAARFVF 

PMLCVROAAPYTK. 


18327 


48695 


A 


18434 


69 


194 


ATYENMLANPRN*KHDANRHY 
PPGLSCSLTVVSSRNRSARV 


18328 


48696 


A 


18435 


173 


298 


ATYENMLANPRN'KHDANRHY 
PPGLSCSLTVVSSRNRSARV 


18329 


48697 


A 


18436 


1 


1734 
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SEQID 

NO: 


SEQ II) NO: 
or peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence! X=Unknown, 
'-Stop codoo, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


18330 


48698 


A 


18437 


851 


2202 


RQKRLIFCCVKGKNWPP*WRW 

LNEKLPCSLMLLPTLPPSVLGIR 

LQN'QLQRQFVRQGGVVVMPGD 

EVKKVTCKNGVVNEIWTRNHA 

D1PLRPRFAVLASGSFFSGGLVA 

ERNGIREPILGLDVLQTATRGE 

WYKGDFFAPQPWQQFGVTTDE 

TYARHRQGKPLKTCLPSVRCW 

ADLIPSPRDAAAVFVPSVLYMP 

LNRLPNAQEANNE 


18331 


48699 


B 


18438 


1- 


5301 - 




18332 


48700 


A 


18439 


710 


889 




18333 


48701 


A 


18440 


1622 


2615 




18334 


48702 


A 


18441 


1 


1309 




18335 


48703 


A 


18442 


1 


266 


PRQCGFMKKRLENGDDYFAVN 
PRGRC LHCC WMTV LC* RKRSD 
YAVSCRQRPRPPVLAPVNSISRS 
VSPYTPEEYKPTVRAQLEKNCN 
M 


18336 


48704 


A 


18443 


267 


395 




18337 


48705 


A 


18444 


1 


3807 




18338 


48706 


A 


18445 


1 


2193 




18339 


48707 


A 


18446 


1278 


1846 


SCRSAPRNRHQ1PGTYRSRLPRH 

TTPPGYDHNRKNPNLYISTRQK 

RDAFFAVQYHSLLYYRQTLLPN 

DHNQSVDR*FVFRL*NQNGYNS 

GRHLYWRYHSYNAWL*LCHR 

HPVYYRLYYIFLQPVQMQMPQ 

CPSPLMPECSFSFSFL1L1NA/SNI 

QRESPVENRKVFNLRLLK1YYR 

L1IFLKCGTMLLNL 


18340 


48708 


A 


18447 


1 


2106 




18341 


48709 


A 


18448 


881 


1401 




18342 


48710 


A 


18449 


I 


233 


MMGFDGTVQYMASLGAPMPM 
LAA/MYCGSYGSARRDrNRAW 
LFHPSAGGAVYFLHAGYGGDW 
SPLLGYDRRCGWAKYD 


18343 


48711 


A 


18450 


1 


1960 




18344 


48712 


A 


18451 


563 


928 


FSA1KSSPKAQALWHVLHY*AV 

N*TNIFKTEKP1FNRGKRFRPTP 

TRQLRECWIVWGSASCQLTKQ 

AV VA RWTII LMRRRKG WHG RA 

IILMPGGPRLKQVPRQFCKPPA 

AAARLSKSMGRC 


18345 


48713 


A 


18452 


1 


828 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


18346 


48714 


A 


18453 


1 


1327 


MMQKPATVDEEESPRETHRYS 

VRRRGELIVEAGGRAENTVVT 

GAGWLKVATGGIAKCTQYGN 

NGTLSVSDGAIATDIVQSEGGAI 

SLSTL AT VNGRH PEG E FS V DKG 

YACGLLLENGGNLRVLEGHRA 

EKIILDQEGGLLVNGTTSAVVV 

DEGGELLVYPGGEASNCE1NQG 

GVFMLAGKASDTLLAGGTMN 

NLGGEDSDTIVENGSIYRLGTD 

GLQLYSSGKTQNLSVNVGGRA 

EVHAGEVTGD1HVEITDASRQT 

LCNALKLQPDEGGSSRVIPTCK 

ASRLRJDANFKRFVDEEVLPGT 

GLDAAAFWRNFDEIVHDLAPE 

NRQLLAERDRIQAALDEWHRS 

NPGPVKDKAAYKSFLRELGYL 

VPQPERVTVETTGIDSEITSQAG 

POT WPAMNARYAl WAAWAR 

wn<ii yhat Yn^niiPVOFnAMV 
SGYDPQREAMECP 


18347 


48715 


B 


18454 


71 


4995 




18348 


48716 


A 


18455 


1 


3572 


MARKRKSRNNSKIGHGAISRIG 

RPNNPFEPCRNRYAQKYLTLAL 

MGGAAFFVLKGCSDSSDVDND 

GDGTFYATVQDCIDDGNNADI 

CARGWNNAKTAFYADVPKNM 

TQQNCQSKYENCYYDNVEQS 

WIPVVSGFLLSRVIRKDRDEPFV 

YNSGGSSFASRPVWVPSSMMS 

YGLASYVIAVAFLERDRJQAAL 

DFWHRSlMPfiPVKDKA A YIC^FI 

RFT OYI VPOPFRVTVFTTGin^ 

FIT^OAGPOI VVPAMNAR 


18349 


48717 


A 


18456 


48S 


1999 




18350 


48718 


A 

/V 


18457 


44 


270 




18351 


48719 


A 


18458 


1 


2223 




18352 


48720 


A 


18459 


290 


7S6 




18353 


48721 


A 


18460 


3 


314 




I OJJf 


48722 


A 
/\ 


18461 

1 0*"T\J I 




686 




I OJJJ 




A 

A 


1846? 


1 
1 


IX) 




18356 


48724 


A 


18463 


| 


780 




18^57 

1 OJJ / 


48725 


A 


18464 


101 


*t j j 




I OJJO 


*tO / £-\J 


A 


1 OtUJ 


OUJ 






18359 


Aim 


A 


18466 


452 


2180 




18360 


48728 


A 


18467 


691 


1443 




18361 


48729 


A 


18468 


1 


320 


DPRDCRLKVGKEMFTLFGPQF 

VRELQQRGFDIFLDLKFHDIPNT 

AAHAVAAAADLGVWMVNVH 

ASGGARMMTAAREALVPFRPD 

APLLIAVPV*RSIKASDLVVPL 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unlcnown, 
*=Slop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


18362 


48730 


A 


18469 


632 


796 




18363 


48731 


A 


18470 


129 


425 


TDIITRQNGTGANIDAIEIIATKA 
STGLFV YQPRFARCPRVMSSG Y 
HTATRG SSGTRTV RA R VCHTA 
AGVYGSSKQTQF*NRFCQRKCR 
RYPDGCRRA 


18364 


48732 


A 


18471 


1 


1062 




18365 


48733 


A 


18472 


1 


996 




18366 

■ w • 


48734 


A 


18473 


1 


1004 


MLRVYHSNRLDVLEALMEF1V 

ERERLDDPFEPEMILVQSTGMA 

QWLQMTLSQKFGIAAMDFPLP 

ASFIWDMFVRVLPEIPKESAFN 

KQSMSWKLMTLLPQLLEREDF 

TLLRHYLTDDSDKRKLFQLSSK 

AADLFDHVSGASVSSKVEQLR 

AQLNERILVLDGGMGTMIQSY 

RLNEADFRGERFADWPCDLKG 

NNDLLVLSKPEVIAA1HNAYFE 

AGAD1IETNTFNSTTIAMADYQ 

MESLSAEINFAAAKLARACADE 

WTARTPEKPRYWAGVLGPTNR 

TASISPDVNDPAFRNITFDGLVA 

AYRESTKALVAGIVLMPAIPAL 

WEAEPGGCA 


18367 


48735 


A 


18474 


606 


846 




18368 


48736 


A 


18475 


3042 


3933 


G PHPPAPGGPA\CH YDVHQP Y L 

RQRTEDRRTRHYLAQSFAQYSL 

RQ WAFH FLLDNITPD1QQI VI A H 

TRRTGGFTITASEAAIEMLLCFK 

RDFVALQHLFNQIDAPARAVQF 

1AQKLIGWACCEAARKNQLPH 

NTTKRSLLMSILYEERLDGALP 

DVDRTSVLMALREHVPGLEILP 

TDEEI 1 P YQCDG LS A YRTRPLL V 

VLPKQMEQVTA1LAVCHRLRV 

PVMVFPGLRLSREAFLTTAEFG 

TQELRRPAQLRLQVYRLLSTAG 

RHHPAQNSPIRVLEVD1DLLGG 

TQELWG WKETH 


18369 


48737 


A 


18476 


869 


1639 


ICSRCKSTRTSPTRCRKAIKVIL 

VCFVIRELLVVAPELTIIGLPEG 

NWITVSKGMLAKSPVDSNSTQ 

LKEAEEERLKAAQYGLQLVES 

QNELQNQLDKCRNEMMTMTE 

MQLRNKKRRRELGNLIKRFRSG 

AESLPDAVVLTTEEGGIFWCNG 

LAQQILGLRWPEDNGQNILNLL 

RYP/EVYAISENA*FFSPAQSGA 

QHRAASGNSRHALYPQTVADG 

GA*CHANASTGRGAA*LFCQRE 

P* VTY A 1 DRVTG LPGDDE 
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SEQID 


SKQ II) NO: 


Met 


SEQIONO: 


Nucleotide 


Nucleotide location or last 


Amino acid sequence ( X=Uiiknown, 


NO: 


of peptide 


hod 


in VSSH 


location or first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, V=possibIe nucleotide insertion) 










5ct]uciice 






18170 


48718 

^O / JO 


A 

fx 


18477 


388 


2356 




18371 


48739 


A 


18478 


137 


318 


GGOLSSWAMDFCHL/PAFWNS 

4— / \J v v # \ 1 tj iy i I i I— rf ■ r\ 1 fill <J 














MTWHLORLWGACGYFWHAO 














WERLLTTFEGNEWILIFIGGIL 


18372 


48740 

*»o /tv 


A 


18479 


923 


1 149 




18173 

1 OJ / J 


48741 


A 


18480 


1 


373 




18374 


48742 


A 


18481 


168 


360 




1 837S 

1 OJ / J 


48741 

^O / *T J 


A 


18482 


] 


147 




1 oj /0 


ART A A 
Ho 


A 

A 


1 OHOJ 


1 A1 
1 0 1 


A ACS 
HHu 




1 OJ / / 


HO /H J 


A 
A 


1 8d84 
} OH OH 


977 

£.11 


9179 




18378-'^ 

I O J 1 o 


4X7'4fr*- 
to / tu 


A "" 


18485 


164 


406 ' 


LFRREGSYDRYbLMDBYCRRK 














DDSYFDRYRDSFDGRGPPGPES 

M^y m^r ^JT i ■ I V m 1 VJL/ i-/ ft ft—* \J ftXX»J 1 ft \J 1 ft-#^7 














OSRAKGKVAETVYSYY**NTL 

\^ kk/lU » A I T I \ ft-f ft ▼ A ft ft. 1 V 1 ft*J 














OKREETNNOYPHLKKG 

\^ J J Y_ft_v m^j ft 1 ^ 1 ™ ft ft 1 ftft^>ft^J^\^ 


1 8170 
i o j / y 


48747 

HO /H / 


A 


18486 

J OnOv 


HUJ 


009 




1 ojoU 


HO /HO 


A 
A 


1 5MC7 
1 OHO / 


fxA 
OH 


Zoo 




1 OJO 1 


HO /H7 


A 
A 


1 OHoo 


1 SO 

1 J7 


JJu 


v^a v v^nioryij ir vlv ooin v i iviv^ 














FGSKPLFENISVKFGGGNRYGLA 














IGANGSGKSTFMKILGGDLEPT 














LGNGSLDPNERIGKLROVDOFAF 














EEFTVLDTVIMGHKELWEVKO 

l_Jl«#l ft v U/ 1 T ft I T X ft ft 1 ^ v v ft_* T I m \^ 














ERDRIYALPEMSEEDGYKVAD 


1 818? 
I o joz 


HO / JU 


A 

/A 


1 OHO? 


-J 
J 


481 

HO 1 




1 8181 

l OJO J 


Ho # J I 


A 
t\ 


18400 


9 


911 

LJJ 




1 8184 

1 O JOH 


487S7 

HO / JZ 


A 


I84Q1 

1 017 1 


9 


1026 


% V PT1 1 FFFLP VLRF WRPG 1 OO A 














KICCHI FATfiTOSRRNTLRORT 














rVIVvJIr V^VJJIVlvi I /A IVI\J3lJlOlvJlL<0 V 














TPOORRFCRGDNRFTARFRRTP 














WRLLGHCVSAAVTGVLPAVAG 

» » 1 VL^l_>VJ 1 1V> V <Ji\fx V I VJ V 1— « 1 IX T / l. VJ 














OrLrt I JU 1 UCtr I i V MvJvJ 1 iviov^ 














HLPLVAAOPGIWMAEKLSELPS 

J ft LJl i-^ ▼ M \.J ft>\^ir ft X_J ft f f 1 » JU &ft>>ft^ft*#^/ft-^ft-^ft ^ 














AWSVAHYVELTGFVDSPLLAR 














AVVAGLAOADTLRMRJFTEDNG 














EVWQWVDDALTFELPEIIDLRT 














NIDPHGTAOAl MOADI PODT R 














VDSGEPLVFH0TTLGF1 

T ft— ^ k^f ftwft. Till \jr ■ ■ Liu ft 1 


1 818S 

1 OJO J 


487^1 

Ho / J J 


A 
A 


18409 

1 OH"Z 


9714 


1070 

Jv / " 


RI ini RMVRFFVGl TRRASVAS 
rv_i_/ 1 vj Lrivjvi v i\X-> i v vj l< i rv i v/i o v no 














G^WHCPRMRRKRl TRPKPSI1 O 

vj o w j i V-'V^- 1 vj » u\j \_rvj\j_/ 1 ivi rvi xji l< vy 














CMI WSPSTRRMFFTI VPIFSIEF 














LPFTFRSLMMVTLSPSASRLPLA 

bl 1 11 lVtJI_s>~ll~t ™ ■ » 














SI TISSSLSCAGSASFHS* AHSG 














OMYMPLSS 

Vjl'l ■ I'll l_fta7l_7 


18386 

1 OJOU 


48754 

to / J*t 


A 

fx 


18493 




888 

ooo 




1 8187 
1 ojo / 


HO / J J 


A 
A 


18dQ4 

1 0*t7*t 


1 778 
1 / / o 


9095 




1 8188 

1 OJOO 


48756 

*iO / JU 


A 


18495 


] 


1425 
i tij 




18389 


48757 


A 


18496 


3 


96 


FVGRIRRLRR1RRY*FTPLTD*LS 














CAHQVP 


18390 


48758 


A 


18497 


420 


955 





2282 



WO 01/075067 PCT/US01/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 

couon lur pepuue 
sequence 


Nucleotide location or last 
codon Tor last amino acid 

Oi pcpnuc aCt|UCIlCC 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
uciuion, pussiDic nucleotide inacriionj 


18391 


48759 


A 


18498 


533 


1006 


RPSIFACVSP*RINHSRIMPQTN 

AKNAKPNPAQVMRGVISRRRR 

AMLFSNSASTRTPTTSFTMAITS 

ASSSPPAVRVSICPHGINTPTNIC 

NTTSCFRLI PHFMTPKPLPL YSE 

SGPSCSSCSASARSNGSLP1SIKV 

ANAQAQSASTSGMLWLSGQ . 


18392 


48760 


A 


18499 


3 


418 


EWHYLSADRRQCAFQGVSRKT 

ATVCHHPVDYYAGSLYRLYFT 

DRLRARLAGHAAES/GTPASHA 

VFQLVLE*L*SPLFSPVSTSGGR 

TANSTVL1MKSCMSGAVERQPT 

NWQAILMFLIFVVFTLG1TYWA 

SNAYVLAG 


18393 


48761 


C 


18500 


63 


500 




18394 


48762 


A 


18501 


\ 


1107 




18395 


48763 


A 


18502 


I 


153 




18396 


48764 


A 


18503 


88 


510 




18397 


48765 


A 


18504 


204 


654 




18398 


48766 


A 


18505 


241 


771 




18399 


48767 


A 


18506 


1655 


1909 




18400 


48768 


A 


18507 


2 


48 




18401 


48769 


A 


18508 


1 


585 




18402 


48770 


A 


18509 


I 


723 


LQPPG RRWAAPA V\SG LSRQV\ 

RCFSTSVVRPFAVKLVGPSWQV 

SVIEGRYATALWYAASRQNKL 

EQVEKGXLLRVAQILEGTPKWA 

ASVLESPMLKAFPLKVKKPKM 

T1TAKVGGSLPLTYQTL1NFALL 

ENGSD*GNYPRESFSGLFLTMD 

GVFHSRERVP\CTV\TSGIFL*EG 

RPQFSEFKNCSSRGFLRSRAKFL 

KLGAK\TDPSI\LGGMIVRJGE\K 

YVDMSVKTK\IQKLG\RAMREI 


18403 


48771 


A 


18510 


400 


894 




18404 


48772 


A 


18511 


1 


1023 




18405 


48773 


A 


18512 


73 


424 


RPGMWSTRSPNSTAWPLSLEPD 

PGMASACTTMHTTT1AEPDPG 

MSGWPDGRMETSSPTIMD1VVI 

♦CAIAAEAIVLVSLLFVMLRYM 

YRHMGTYHTNEAKGTGVADS 

ADACPAGDPA 


18406 


48774 


A 


18513 


141 


563 


RPGMWSTRSPNSTAWPLSLEPD 

PGMASASTTMHTTT\IA\EPDPG 

VS\GLP\DGRMETPTPHP*LTMV 

VIAGVUACLWPFVLSLPSSFVM 

VALTLLTGHKGARTTPNEAKG\ 

TEFAES\ADAALQG\DPAL\QDA 

GDSSRKVEYFl 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cotton for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


18407 


48775 


A 


18514 


182 


935 


QAFELHCPCRPKFSTLPSPAWPP 

RHTDLRKRGRRTAQ*Y AGNES 

HPPSLPRYLRRSRH/SRMQAPSS 

TCSYSHTSLQCSPAPQNH/AQHP 

♦PALEELACG/SPSVSSPYLVLSS 

CQEQPHHCCPPSTPRPSW/CPSS 

GDAICYSPGQ/CPRSRGPLP\EDS 

SDSPPAEQVLPPSSGSHNTLYLR 

CKRFSAFILNCEPPSK\C*KPGHR 

CRS*AGILTLLPPG/ERGP/GDGP 

GSTGRQSASKTPPPPSHPHTGAs 

LWSEEK 


18408 


48776 


A 


18515 


48 


676 


KARLTWQQTREESLCRETPPYK 

TIRSRETYSLPREQHGKDLPP*F 

NYLPPSPSHNT1CPG*QDQGRFT 

Q\PLYLRCKRFSAFILNCEPPSKA 

C * KPG HRCRS * AG ILTLLPPGG E 

AQHFKVKHPSIPL/REGGEVGIK 

PKKTSPGTELLMQP/CHQPSPRT 

COPAPRKSNRP/LGCLSPLMKHS 

TLGYLLWLQKAIWLKGFGTSG 

W*M*GRFHL 




HO / / / 


A 


1 RS \f> 

1 OJ I u 


Ou 


92 


TANAALHOPSPRTCOPAPRKSN 
RPQAA*ALNC 


18410 


48778 


B 


18517 


1 


2031 




18411 


48779 


A 


18518 


98 


367 


DLFLYLSWQHCHPYSHCHPNQ 

KPGRFLMKLSSVETVTIELKNGT 

TRSHGT\IHQVWDVQ\MNTH\L 

KAVKMTLKNREPVQLAETLSIR 

GNNIRVYFILPD/SVYPLDTLLVD 

VDPKVKSKKREAVAGRGRRRG 

RG/TRDVARGR* RGNN 1 R 


1 tz. 


*to / OV 


A 
i\ 


1XS1Q 


i 
■ 






18413 


48781 


A 


18520 


37 


136 


RRRPSSSWALPPSRGPSST*AER 
GAQHQQPVPA 


18414 


48782 


A 


18521 


"» 


305 


FFTLCLQWGLFSCESP1CSGVGR 
Y WA* VCLCFLQI EA 1 ELPMDPK 
LNKRRGFVFITFKEEEPVKXVL 
EKKFHTVSGSKVRCSOLCLASC 
AAGEt Al RGMG 


18415 


48783 


B 


18522 


249 


367 




18416 


48784 


A 


18523 


I 


1008 




18417 


48785 


B 


18524 


17 


835 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


18418 


48786 


A 


18525 


2 


1188 


SLIKLNSPPPRGGCTARYGAWL 

LVGGFPCGGGQGGGDTVGAAP 

vV'ADWGEASAAASFDVLAEAC 

ARLSSLRVGDEAGSRGVIWRAR 

SPPRLGLALSEAG\EE\QPMETT 

GASENGHEAVPE\ASR\GRGCW 

TPLRRGLEARPRRPRAG1RTAPR 

D/QRTNASKNEEDAGKMFVGGL 

S\WDTSKKDLKDYFTKFGEV\V 

DCTIKM DPN TVG RSRG FGFILFK 

DASSV*K\VLDQKEHRLDGRVI 

DP\KKAMA\MKKAPVKK1FVGG 

LNPESPTEEKIRESFGEF\GEIEAl 

ELPMDPKLNKRRGFVFITFKEE 

EP V KK VLEKKFH T VSG\S KCE 1 K 

VAQPKEVYQQQQYGSGGRGN 

RNRGNRGQ/GGGGGGG*GQGS 

TNYG\KTQ\RRGGHQ\NNYKP1L 

EAGRQERPT 


18419 


48787 


A 


18526 


3 


784 




18420 


48788 


A 


18527 


3 


1990 


PAMNGLSLSELCCLFCCPPCPG 

RIAAKLAFLPPEATYSLVPEPEP 

GPGGAGAAPLGTLRASSGAPG 

RWKLHLTERADFQYSQR£\RST 

IEVFPTKSARGNRVSCMYVRCV 

PGARYTVVLFSHGNAVDLGQMS 

SFYIGLGSRLHCNIFTYDSSGYG 

ASSGRPSERNLYAD1DATWQAL 

RTR*GRPLVGRVRARWRPRLTL 

LRRRQVRHQPGQHPSCTGRS1G 

HGAHRGTWPRATSVPRWCCTR 

RSTSGMRVAFPDTQERPTASTP 

FPYIRERCPRLTSPRAHHPTGTK 

DEV1DFLEAGWRSTRRCHQGG 

GAAVGGGGPGHNDIELYSQYL 

ERL A S LSFSQELPSQRA 


18421 


48789 


A 


18528 


82 


406 
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SEQ ID 


SEQ 10 NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X-Unknown, 


NO: 


or peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \= possible nucleotide insertion) 


18422 


48790 


A 


18529 


2 


1474 


A RASG SG SSSGQG K MGQS\QRG 

GHGSGGGKKDDKDKKKKYEPP 

VPTRVGKKKKKTKGPDAASK\L 

PLVTPHTQCRLKLLK LERI KD Y 

LLME\EEFIRNQEQMKPLEEKQ 

EEE\RSKVDDLKGGPRLSVGNL 

GKRFI\DDNHA\1VSTP\VGSEHY\ 

VS1L\SFVDKDLLEPGCSVLLNH 

KVHAVIGVLMGDTDPLVTV\M 

KVEKAPQETYADIGG\LDNQ1\Q 














EIKESVELPLTHPEYYEEMGIKP 

PKGVMLLVPPG\TGKTFLPKAV 

ANQTaSATFLRGGGSELIQKNLG 

DGPKT/LSRELFRWSEELAPSLR 

F1DRILPPLGTKRY\DSNSGGE\R 

EFQRTM\LELLN\QL\DGFDS\RG 

DWKVIMPTNRMETLDPAL1RPR 

PAFDRKYEFP/LCPDEK\TKKRJF 

QISHKS/RMTLADVGTPWTTLI 

MA\KDDLSGA*PSKAI\CT\EAGL 

MA L/RENRRMKVPN\EDFK KS\ 

KENVLYKKQEGTPEGWSLMN 

PWLVIRKMVGRFLNP 


18423 


48791 


A 


18530 


2 


274 


WQDLICRM AAS VKEQSTKPI PL 
PQSTPG/ESHSLSTSGKSEVRDL 
FVAERQFAKEQHTDGTLKEVG 
EDYQIAIPDSHLPVSEERWALD 
ALRN 


18424 


48792 


A 


18531 


3 


844 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


18425 


48793 


A 


18532 


261 


2814 


VRFRNLIRIYCNtKICAVSHCPP 

KVFKLNSLFFLHRFDSVAFGES 

QSEDEQFENDLETDPPNWQQL 

VSREVLLGLKPCEIKRQEVINEL 

FYTERAHVRTLKVLDQVFYQR 

VSREGILSPSELRKIFSNLEDiLQ 

LHIGLNEQMKAVRKRNETSVID 

QIGEDLLTWFSGPGEEKLKHAA 

ATFCSNQPFALEM 1 KSRQKKDS 

RFQTFVQDAESNPLCRRLQLKD 

IIPTQMQRLTKYPLLLDNIAKYT 

EWPTEREKVKKAADHCRQILN 

FVNQAVKEAENKQRL/EEDYQ 

RRLDTSSL\KLSEYPNVE\RLRN 

MDLTKRKMIHEGPLVWKVNR 

DKTIDLYTLLLEDILVLLQ1CQD 

DRLVLRCHSKILASTADSKHTF 

SPVIKLSTVLVRQVATDNKALF 

VISMSDNGAQ1YELVAQTVSEK 

TVWQDLICRMAASVKEQSTKPI 

PLPQSTPGEGDNDEEDPSKLKE 

EQHGISVTGLQSPDRDLGLEST 

LI SSKPQSHSLSTSGKSE VRDLF 

VAERQFAKEQHTDGTLKEVGE 

DYQIA1PDSHLPVSKE\RRALDA 

LRNLGLLKQLLVHQLGLTEKSA 

LENWQHFPRYRTAFQGPQTDS 

V1QNSENIKAYHSGEGHMPFRT 

GTGDIATCYSPRTSTESFAPRDS 

VGLAPQDSQASNILVMDHMIM 

TPEMPTMEPEGGLDDSGEHFFD 

AREAHSDENPSEGDGAVNKEE 


18426 


48794 


A 


18533 


90 


383 


1LQLHSSGPCLLWL*LSFRSLST 

TAV\CQCCRPAADFHPSGSSRVS 

AVLL1Q/HRRPLPLPIGLKACYFS 

ALSLQTSLTCLGLVVLLDFPKE 

AASLDKV 


18427 


48795 


A 


18534 


1 


456 




18428 


48796 


A 


18535 


830 


1092 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


18429 


48797 


A 


18536 


391 


1824 


GSGADASGFISDAGLIFKKASSK 

GPKRLEKFSDERAAYFRCYHKL 

FLLFSSLCYGTYHVVVLPTLKP 

REDEDWISLCLRHCLMQKDTH 

SMLGECGERREGKKQKTGALG 

SSLSLEDA KHLLPFI PALPFS WM 

ALPQDLCNVFKLLWDYRJRVD 

PSPIAGTL1RRDTDPQGESHVKT 

GRHWSDTIKSQRCQGLRQPPDR 

PIPILLMVKGQHVWPSQLDKAQ 

I QE VTELNN V KN V A RLPKSTKK 

HAIGIYFNDDTSKTFACESDLEA 

DEWCKVLQMECVGTRINDISL 

G\EPDLL\ATGVE\REQSE\RFNV 

YLMTSP* LRMLHG\ECALQV\T 

Y\EY1CLWGRPRTPQEFKLISW\P 

LSALRRY\GRGTPWFNYQAGR 

M\CQTGEGLFIFQTRDGEAIYQK 

VHSVAALAIAEQHERLLQSVKN 

SMLQMKMSERAASLSTMVPLP 

RSAYWQHITRQHSTGQLYRLQ 

DVSSPLKLHRTETFPSLQDS 


18430 


48798 


C 


18537 


22 


620 




18431 


48799 


A 


18538 


48 


413 


EDSKSKT1SHPWRDCGDYCHH 
QGLERCRGGDSHHTPVQLS* LA 
CAED\NKSWRMT\GIIVSLTKC* 
LQMQLLYQMWFHCLSKLTHLL 
G I STLQLC VTI LFREILITFPLHKI 
SHWSITLMTLR 


18432 


48800 


A 


18539 


23 


124 


QWVI1SLTKW*LQLQLLYQMW 
FHCLSKJLTRLLP 


18433 


48801 


A 


18540 


1 


1860 




18434 


48802 


A 


18541 


209 


3816 


QGRPTFRFRXYREHHKDTPREE 

QLQDT*SSDSPKLK*RKKC*GQ 

PERKVKLPTKGSPSD*KRJSRQ/ 

KTLQARRQSWFFEKINKIDRPQ 

ARLIKKKREKNQIDTIKNDKGD 

ITTDPTEIQIT1REYYKHLYANK 

LENLEEMDKFLDTYTLPRLNQE 

EVESVNRPITGSEIEAITNSLPTK 

KSPGPDGFTAEFYQRYKEELVP 

FLLKLFQPIEKEGILPNSFYEAS1I 

LIPKPGRDTTICKGNFRPISLMNI 

DAKIL 


18435 


48803 


A 


18542 




1521 




18436 


48804 


B 


18543 


1 


2265 




18437 


48805 


B 


18544 


] 


1716 




18438 


48806 


A 


18545 


! 


1704 




18439 


48807 


A 


18546 




3618 




18440 


48808 


A 


18547 




3087 
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SEO ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
inUSSN 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \ = possiblc nucleotide insertion) 


18441 


48809 


A 


18548 


277 


350 


SPVEKELKLWKNRHK.LLSC*W 
LTC 


18442 


488 iO 


A 


18549 


197 


422 


IVNKVVLPQGGPASPSLK.GFWV 
YKLAQV WKLIEGP*FPIFI IQISL 
LS1*PRSFLFV*1K.*ECSRLPISFTS 
SGR 


18443 


48811 


A 

* 


18550 


1 


3171 


MVKGSIQQEELTILNIYAPNTG 

APRFIKQVLSDLQRDLDSHTLI 

MGDFNTPLSTLDRSTRQK VN K 

DTQELNSALHQADLID1YRTLH 

PKSTEYTFFSAPHHTYSKIDHIL 

GSKALLSKCKR1EIITNYLSDHS 

AIKLELRIKNLTQSRSTTWKLN 

NLLLNDYWVHNEMKTEIKMFF 

ETN ENKDTTYQN L WDAFKA VC 

RGKFIALNAYKRKEERSKIDTL 

TSQLKELEKQEQRHSKPSRRQE 

ITKMRAELKEIETQ 


18444 


48812 


A 


18551 


209 


2432 


QGRPTFRFRKYREHHKDTPREE 

QLQDT*SSDSPKLK*RKKC*GQ 

PERK VKLPTKGSPS D* KRI SRQ/ 

KTLQARRQSWFFEKiNKIDRPQ 

ARLIKKKREKNQIDTIKNDKGD 

ITTDPTEIQ1TIREYYKHLYANK 

LENLEEMDKFLDTYTLPRLNQE 

EVESVNRP1TGSEIEAITNSLPTK 

KSPGPDGFTAEFYQRYKEELVP 

FLLKLFQPIEKEGILPNSFYEASII 

LIPKPGRDTTKKGNFRPISLMTM I 

DAK1 LNKILANQIQQHIKKLIHH 

DQVGFIPGMQG\WLEVLARA/IR 

QEKE1KGIQLGKEEVKLSLFAD 

DMIVYLENPTVSAQNLLKLISN 

FSKVSGYKINVQKSQAFLYTKN 

RQTESQIMSELPFTIASKRIKYL 

GIQLTRDVKDLFKENYKPLLNE 

IKEDTNKWKNIPCSW1GRINIVK 

MAILPKVIYTFNAIPIKLPMTFFT 

ELEKTTLKFI WKQKRSHI AKSIL 

SQKNKAGDITLPDFKLHYKATV 

TKTAWYWYQNRDIDQWNTTE 

PSEIMLHIYNHLIFDKPDKNKQ 

WGNDSLFNKWCWENWLAICR 

KLKLDPFLTSYTKINSRWIKDL 

NVRPKTI KTLEENLGNTIQDIG 

MGKDFMSKTPKAVATKAKIDK 

WDVIKLKSFCTAKETTIRVNRQ 

PTEWEKIFATYSSDKGLISRJYN 

ELKQIYKKKTNNPIKKWAKJDM 

NRHFSKEDIYAAKRHMKKCSSS 


18445 


48813 


A 


18552 


1 


3255 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 

hod 


SEQ l» NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V= possible nucleotide insertion) 


18446 


48814 


A 


18553 


1 


3139 




18447 

.>•*, '•» < 


48815 


A 


18554 


1 


3210 

j . - - 


MVKGSIQQEELTILNIYAPNTG 

ALRFIKQVLRDLQRDLDSHTIIM 

G DFHTPLSTLDRSTRQK VNKDI 

QELNSALHQEDL1D1YRTLHPKS 

TEYTFFSAPHHTYSKIDHIVGSK 

ALLSKCKRTEI1TNCLSDHSAIK 

LELRIKNLTQNRSTTWKLNNLL 

LNDYWVHNEM1CAE1KMFFETN 

ENKDTTYQNLWDTFKAVCRGK 

FIALMAHICRKOERSKlDTLrTSOL 

KEI FKOEOTHSKASRROE1TKIR 

AELKE1ETO 




4oolO 


A 
r\ 


1 OJJJ 


r 


H4S 




1 QAAQ 
1 OHH7 


Hoo 1 / 


D 


I OjjO 









1 54 jU 


455 1 5 


A 

A 


1 53 D 1 





H9S 




1 SM^ 1 


455 iy 


A 
JA 


I oDDo 









1 9A^0 


455ZU 


A 


1 6JJ7 





JH O 




18453 


48821 


A 


18560 




3229 




18454 


48822 


A 


18561 




3352 




18455 


48823 


A 


18562 




1965 


MGDFNTPLSTSDRSTRQKVNK 

DTQEMNSALHQADL1DIYRTRH 

PKSTEYTFLSAPHHTYSKTDHIL 

GSKALLSKCKRTEMITNYLSDH 

SAIKLELRJKKLTQNCSTTWKL 

NNLLLNDYWVHNEMKAERKM 

FFETIENKDTTYQNLWDAFKAV 

CRGKFIALNAHKRKQERSKIDT 

LTSQLKELEKQEKTHSKTIRRQ 

EITKIRAELKEIETQKTLQKINES 

RS WFFERINK I DRTL ARLI KKXR 

EKNQIDRIKNDKGD1TTDPTQIQ 

TTIREYYKHLYANKPENLEEMD 

KFLDTYTLPRLNQEEVESLNRPI 

SGSEIVA1INSLPIKKSPGPDGFT 

AEFYQSYKKELVPLLLKLFQSIE 

KEG1LPNSFYEASIILLPKRGRDT 

TKKENFRPISLN4NIDAK1LNKIL 

AKRIQQHIKKL1HHDQVGF1PG 

MQ\G1KYLGIQLTRDMKDLLKE 

NYKQLLNEIKEDTNKWKNIPCS 

WVGRINIVKMAILP/KLELEKTTL 

KFIWNQKRACIAKSILSQKKKA 

GGITLPDFKLYYKATVTKTARL 

YTKHGTSICCGSFGELLPMQKA 

KRELAHHMAKAGARVKGQLG 

HVTQHQLGS1EWFNKYSLSTYY 

TVDTKPQFSHPTKDNKTGLTCR 

NRTTVGVDLQAKGNLVVKHLS 

SLQHCYEFICHI 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, ^possible nucleotide 
deletion, \~possible nucleotide insertion) 


18456 


48824 


A 


18563 


I 


3099 


MGELITPLSTLDRSTRQKVNKD 

TQELNSALHQGDLIDIYRTLHP 

KSTEYTFFSAPHHTYSKIDHILG 

SKALLSKCKRTEIJTNYLSDHSA 

IKLELRIKNLTQNRSTTWKLlsTN 

LLLNDYWIHNEMKAEIKMFFET 

NENKDTTYQNLWDAFKAVCR 

GKFIALNAHKRKQERSKIDTLT 

SQLKELEKQEQTHSKASRRQEI 

TKIRA ELKEIETQKTLQK IMESR 

SWFFERINKIDRPLARlrlKKKRE 

KNQIDTIKNDK 


18457 


48825 


A 


18564 


1 


3253 


MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQGDLIDIYRTLH 

PKSTEYTFFSAPHHTYSKIDHIV 

GSKALLSKWKRTEI ITN YLSDH 

SAIKLELRIKNLTQSRSTTWKLN 

NLLLNDYWVHNEMKAEIKMFF 

ETNENKDTTYQNLWDAFKAVC 

RGKFIALNAHKRKQERSKIDTL 

TSQLKELEKQEQTHSKASRRQE 

ITKIRAELKEIETQKTLQKINESR 

SWFFERJNKIDRPLARLIKKKRE 

KNQIDTIKNDK 


18458 


48826 


A 


18565 


1 


3095 




18459 


48827 


A 


18566 


2 


2678 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /= possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \-possible nucleotide insertion) 


18460 


48828 


A 


18567 


1 


2478 


MKAEIKMLFETKENKDTTYQN 

LWDALKAVCRGKFIALNAHKR 

KQERSKIDTLTSQLKELEKQEQ 

TLSKASRRQEITKIRAELKEIET 

QKTLQKINESRSWFFERTNKIDR 

PLARLIKKKREKNQ1DAIKNDK 

GDITTDPTEIQTTIREYYKHLYA 

NKLENLEEMDKFLDTYTLPRLN 

QEEVESLNRP1TGAEIVAI1NSLP 

TKKSPGPDGFTAEFYQRYKEEL 














VPFLLKLFQSIEKEGILPNSFYE 

AS1ILIPKPGRDTTKKENFRPISL 

MNIDAKILNKILANRIQQHIKKL 

IHHDQVGF1PGMQGWFNIRKSI 

NV1QHINRAKDKNHMIISIDAEK 

AFDKIQQPFMLKTLKKL\EIKYL 

GIQLTKDVKDFFKENYKPLLKE 

IKEDTNKWKNIPCSWVGRINIV 

KMAILP/KELEKTTLKFIWNQK 

RACIAKAILSQKNKAGG1TLPDF 

KLYYKATVTKTAWYWYQNRD 

IDQWNRTETSEITPHIYNYPIFD 

KPEKNKQWGKDSLFNKWCWE 

NWLALCRKLKLDPFLTPYTKIN 

S RWIKDLN V RPKTI KTLEEN LG 1 

TIRDIGMGKDFMSKTSTAMAT 

KAKIDKWDLIKLKSFCTAKETT 

IRVNRQPTKWEKIFATYSSDKG 

LISRIYNELKQIYKKKTNNP1KK 

WAKDMNRHFSKEDIYAAKKH 

MKKCSSSLAIREMQIKTTMRYH 

LTPVRMAI1KKSGNNRTPTRPIQ 


18461 


48829 


B 


18568 


1 


3403 




18462 


48830 


A 


18569 


2 


2976 


APRF1KQVLSDLQRDLDSHT1IM 

GDFNTPLSTLDRSTRQKVHKDT 

QELNSALHQADLIDIYRTLHPK 

STEYTCFSAPHHTYSK1DHIVGS 

KALLSKCKRSEIITNCLSDHSAI 

KLELRJKKLTQNRSTTWKLNNL 

LLNDYWVHNEMKAEIRMFFET 

NENKDTTYQNLWDTFKAVCRG 

KFIALNAHKRKQERSKIDTLTS 

QLKELEKQEQTHSKASRRQEIT 

KIRAELKEIETQKTL\QKINE\SR 

SWFFVERJNK 


18463 


48831 


A 


18570 


472 


829 


AIASESASPKAWQLPCGAAQQF 

AALPGLGNYKFPLTLITGYGSM 

KSPP*GYLVFQTYSSLPLLRLPP 

GHFGFLLPLSQ\RLRRELQCWL 

G*LTQTIKMKSVYHSTTEVRKS 

MHGIQEIH 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


18464 


48832 


B 


18571 


| 


2293 




18465 


48833 


A 


18572 




3810 




18466 


48834 


B 


18573 


1 


4 i07 




18467 


48835 


B 


18574 


87 


316) 




18468 


48836 


A 


18575 




3192 




18469 


48837 


A 


18576 




1983 




18470 


48838 


A 


18577 




3156 




18471 


48839 


B 


18578 


] 


3471 




18472 


48840 


B 


18579 


1 


2337 




18473 


48841 


A 


18580 




3852 




18474 


48842 


A ; 


18581 




3057 




18475 


48843 


A 


18582 


1202 


2004 


SGIYMIGFEQVLKAQPPLSSPNG 

PMN K V AT WG M EVMHG LSNM 

DFHSRRLTWLRPLPGFTGPG/Y 

QGVKVEVAPLTITPSDPLAKFL 

LLISATSTSLEVTVPEGEMLPPR 

DTTKIATFGTQTGFLALQLADG 

LL WDL V 1 1 PGKGKPSRDL VESPS 

PYSTYEGIDGWPDEPAPTATKP 

PVMPAPALPPDTRSGSKAPTVP 

TPYPQMEHHQVQLASNNSNTE 

ALGHLSPQSSWVQTPGQNSGP 

A I PNHLGKDMISPPQMAPAG VK 

WESQKY 


18476 


48844 


A 


18583 


1 


2832 




18477 


48845 


A 


18584 


1 


3702 


MQKKHDKJRNSFMIKTLKKLRT 

EGIYLNTIKATYKKPITNI1LNGE 

NQKAF A LRSGTRF WIL A LCQM 

SRLRKLTNYLSDHSAIKLELRIK 

NPTQSRPTTWKLNNLLLNDYW 

VHNEMKAEIKMFFETNENKDT 

TYQNLWDAFKAVCRGKLIALN 

A H KRKQERSKI DTLTSQLKELE 

KQEQTHSKASRRQEITKIRAEL 

KETETQKTLQKFNESRSWFFERI 

NKIDRPLARLIKKKREKNQIDTI 

KNDKGDITTDPT 


18478 


48846 


A 


18585 


1 


3139 




18479 


48847 


A 


18586 


2 


2918 




18480 


48848 


B 


18587 


1 


3242 




18481 


48849 


A 


18588 


1 


3640 




18482 


48850 


A 


18589 


371 


522 




18483 


48851 


B 


18590 


1 


3918 




18484 


48852 


A 


18591 


1 


3057 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Lfnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


18485 


48853 


A 


18592 

i 


1 


3233 

."j * ■ " i" 


MGKKQSRKTANSKJCQSTSPPP 

ICEHSSSPATEQSWTENDFDELR 

EEGFRRSNYSELREDIQTKGKE 

VENFEKNLEEGTT1TNTEKCLK 

ELMELKAKAQELREECRSLRSR 

CNQLEERVSAMEDEMNEMKRE 

GKFREKRIKRNEQSLQEIWDYV 

KRPNLRLTGVPESDGENGTKLE 

NTLQDI IQENFPN LA RQAN IQ1 Q 

EIQRMPQRYSSRRATPRHIIVRF 

TKVEMKEKMLRAAREKDRSTR 

QKVNKNTQELNSA 


18486 


48854 


A 


18593 


965 


4165 


TWKGTTSTSRCKIMPKYRSTRQ 

KVNKDTQELNSALHQADLIDIY 

RTLHTKSTEY/TFFSAPHHTYSK 

IDHIVGSKALLSKCKRTEI1TNY 

LSDHSAIKLELR1KNLNQSRSTT 

WKLNNLLLNDYWVHNEMKAE 

IKMFFETNENKDTTYQNLWDA 

FKAVCRGKF1ALNAHKRKQERS 

KIDTLTSQLKELEKQEQTHSKA 

SRROE1TKIRAELKEIETOKTLO 

KINESRSWFFERINKIDRPLARLI 

KKJCREENQID 


18487 


48855 


A 


18594 


1 


5093 


MEGEMNEMKREGKFREKRIKR 

NEQSLQEIWDYVKRPNLRLIGV 

PESDGENGTKLENTLQDIIQENF 

PNLARQANVQ1QEIQRTPQRYS 

SRRATPRHIIVRFTKVEMKEKM 

LRAAREKDRSTRQKVNKDTQE 

LNSALHQADLIDIYRTLHLKSTE 

YTFFSAPHHTYSKIDH1LGSKAL 

LSKCKRTEI 1TN YLSDHS A ! KLE 

LRJKNLTQNRSTTWKLNNLLLN 

DYWVHNKMKAEIKMFFETNEN 

KDTTYQNLWDTF 


18488 


48856 


A 


18595 


1 


131 




18489 


48857 


A 


18596 


5382 


9269 


RAKSPANIIMTGSNSHIT1LTLN 

VNGLNSPIKRHRLASWIKSQDP 

SVCCIQETHLMCRDTHRLKIKG 

WRK1YQANGKQKKAAGVAILVS 

DKTDFKPTKIKRDKEGHCIKVK 

GSIQQEELTILNIYAPNTGAPRFI 

KQVLSDLQRDLDSHTLIMGDFN 

TPLSTLDRSTRQKVNTDTQELN 

SALHQADLIDIYRTLHPKSTEYT 

FFSAPHHTYSKIDHIVGSKALLS 

KCKRTEIITNHLSDHSAIKLELR1 

KNLTQS 


18490 


48858 


A 


18597 


1 


312 
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SEQ ID 

NO: 

• DA ■ 


SEQ ID NO: 
of peptide 
sequence 


Met 
bod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion* \— posMuic iiucicutiuc insertion; 


18491 


48859 


A 


18598 


142 


876 


RKKGILPPKESLKELEEEAEEEQ 

R1LQQSVVKTYEDMTLEELEDH 

EDEFNEEDECAIEMCRQQRLAE 

WKATKLKNKFGEVLEISGKDY 

VQEVTKA/ERRALWVIVLHLYK 

QG 1 PLC A L\ VNQH LS WTLPG SFP 

DVKFIKAISTTCIPNYTDRNLPVT 

1LVYPGRRYQGLSLLVLWCLAG 

MMPDQEMSWEWKLSESGAJMT 

DLEENPKXPIEDVLLVLSAALW 

SS*RGDSDSEGDLRATASITCRT 


18492 


48860 


A 


18599 


1 


2310 




18493 


48861 


A 


18600 


3 


1124 


LYNRRRRRRCSHCRHRCRRLSS 

GLRKEEVISLGASLGRVFVPCSP 

PTVSAARGPTGAPGGPNSKPLS 

GCCDDGFNLGRQQWGNPLPFC 

SKTISSSLHWTWSQVNLVE1LP 

A1FSSFLNLQHVNLWFLAAAM 

KAVTEQGHELSNEERNLLSVA 

YKNVVGARRSSWRV1SSIEQKT 

ERNEKKQQMGKEYREKIEAEL 

QDICNDVLVRGQCFCFEQWFL 

NSINLMYKCRLSNYFRYLSEVA 

SGDNKQSK*YL*KEIRPVMEPV 

FFHRDFLTILIRLGLALNFSVFY 

Y EI LNSPEKACSL A KT V RKTLC 

D1*P*QNSACVINFILFLNILRDN 

LTVSTTSTGF1VSFLFTYLIIHCY 

LQEGICTIKCSYSFKLLNLL 


18494 


48862 


A 


18601 


340 


1323 


AARPQKRHNNHSSLLTGSHIH 

WKRGRVQNIIADVLQFCLYLLT 

VLFVPCSPPTGMTMDKSELVQ 

KAKLAEQAERYDDMACSSERH 

VTEQG\HE\LSN E EK KSCSL V A Y 

K\NVWGARRFLPGRVISSI*A*K 

QRRNEKKAADGQKSTREKIEG 

RTCRTFCN*CFWELLGQ1SLFPN 

ATQPRKVKVFYFEK*KGDYF\R 

YLF*KWQS*RQQTQPTCVGTSP 

ARAYPGSNLKI*LRKKMQP\TH 

PN S V L V L APKFPQSF Y Y E I\LN SP 

\EKGLVSLGKNGHFD*SNLLNL 

DTLEWXSLIKDSTSDSWQLLR\ 

DNXLTLWDIRKTRGDEGDAGEG 


18495 


48863 


A 


18602 


33 


89 




18496 


48864 


B 


18603 


167 


232 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


18497 


48865 


A 


18604 


14 


600 


MAELAPASPSDIKASVSNGDTT 

LLCSRRQSCGMNEVRQVSLTYP 

GSPAPSHSLPLQPRSGGSLCPSR 

AW/PDPHQLFDDTSSAQSRGYG 

AQRAPGGLSYPAASPTPHAAFL 

AJDPVSNMAMAYGSSLAAQGK 

ELVDKNVSGRGWWEWGDARG 

H RA S DLSS ASPDVHRFI PITKLK Y 

YFAVDTMYVGRKLGLLFFPYL 


18498 


48866 


B 


18605 


1 


1230 




18499 - 


48867 " 




18606 


41 - 


931 1 


-\ - ...... t 


18500 


48868 


A 


18607 


3 


166 


PRPFPKSRLPPGIIGGEYDVORPN 
P1LP\GRGGPNDRFPF\RPSRGRP 
TDGRLSFM 


18501 


48869 


A 


18608 


212 


1881 


CLRVLLLKRTWPVEVPETGARP 

/TGG 1 LRS H\LRQSLLCT\ WG YSS 

NTRFTITLNYKDPLTGDEETLAS 

YGIVSGDLICLILQDDIPAPN1PS 

STDSEHS\SLQNNEQPSLATSSN 

QTSMQDEQPS DSFQGQ A AQSG 

VWNDDS\MLG\PSQNFEAES1QD 

NAHM\AEGTGFYPSRTPCSW*L 

NPVEGQVP\HSLETLYQLADCS\ 

DAN D ALI VL\I H\L LM L ESG Y I PQ 

GTAE AKALSMPEK WXKLSG V Y K 

LQYMHPLCEG\SSVT\LTCVPLG 

\NLI V VN ATLKINNE VRKC* KGC 

SLLPESFMCKEKLGENVANIYK 

DLQKLSRLFKDQLAHPLLAFTR 

QAIANLPDVFGLVVLPLELKLRJ 

FRLLDVRSVLSLSVAVCRDLFTA 

SNDPLLWRVFYICVNFRDNTV\ 

R VQ\DTD WERT VQG RRA HTKE 

KESPKGRVLWMLLAIRQTHVTIP 

FYSQPLWHPRGHFPKLPAFPPGI 

YSGGWNM DQRVPTFP YVGRTQ 

SSSLNSWVLGETPKPSFLPLRPR 

FDPVWPHFPGP*PPSLPRARAGP 

NDQ1SPFRPQQGSGQLIGRLSIH 


18502 


48870 


A 


18609 


1 


1065 




18503 


48871 


A 


18610 


1 


1513 




18504 


48872 


A 


1861 1 


1 


2247 




18505 


48873 


A 


18612 


<> 
_j 


421 




18506 


48874 


A 


18613 


1 


103 




18507 


48875 


A 


18614 


3 


435 




18508 


48876 


A 


18615 


268 


501 


QLECIPGTWELWKEEQERAMA 
GGGLKKIISATEKKLARMLLAP 
SASWCCSGP*VFHGST*WGKPG 
PVSVSLLQGVLGK 
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SEQ 10 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, A°possible nucleotide 
deletion, \=possible nucleotide insertion) 


18509 


48877 


A 


18616 


3 


296 


EAMEAV1LTCDPATPAASYQW 

WMNGQSLPMTHRLQLSKTNRT 

LF!FGVTKY!AGPYECE!RNPS*V 

PAASDPVTLESPPLLFNGLATTE 

TLRKRGNP 


18510 


48878 


A 


18617 


3 


1464 


GAVRTWGRGFQTEKCQASLLN 

FWNPPTTAQVTIEAEPTKVSKG 

KDVLLLVHNLPQNLAGYIWYK 

GQMKDLYHY1TSYVVDGQII1Y 

GPAYSGRETVYSNASLL1QNVT 

REDAGSYTLHI VKRG DGTRGET 

G HFTFTLY\LIP WTLL YL* R S L A 

QVSHYETPGKTAPPCGSTA**L 

N*PPDLTLFSPVLFLLKYPVPGQ 

AFQYPKGLKTIGSS1THL*DVLG 

KGSCREN1 PRA A K*D*N*EDSST 

ACSFC*GPQVETPKPSISSSNLYP 

REDMEAVSLTCDPETPDASYL 

WWMNGQSLPMTHSLQLSKNK 

RTLFLFGVTKYTAGPYECEIRN 

PVSASRSDPVTLNLLPKLPKPYI 

TINNLNPRENKDVLAFTCEPKS 

ENNYTYIWWVLNGQSLPGSVPR 

VKRPI\ENRVL1FTPCSRGIETG\P 

Y\QCE1\RDRYGGHPQLPSHPGM 

SSITTKHSGLYACSVRNSATGM 

ESSKSMTVKVSAPSGTGHLPGL 


18511 


48879 


A 


18618 


79 


1516 




18512 


48880 


B 


18619 


96 


1730 




18513 


48881 


A 


18620 


9854 


11033 


ESLC FPKTEQE ASQS LSP* 1 1 1 HLS 

CDTCTSYWLSRTHVG*QVGDA 

NSE*RMPVEESKVPHRT1FCYPH 

S\KLPMPYITTNNLNPREKKDVL 

AFTCEPKSRNYTYIWWLNGQS 

LPVSPRVKRPIENR1LILPSVTRN 

ETGPYQCEIRDRYGGIRSNPVTL 

N VLCEYPLFLCG PGHQLNSKRP 

EARPLSLSPVQV'TTLLLDIRPG 

HDSLP WEI LGRH SLNQEYKG RG 

ALVMGH*GPTACNERNRG1PQ 

AWA**T*MGFGCHLRLCLGSEG 

HCVPLRDQEHPLPLDD1TCGFIL 

FPPDGPDLPRJYPSFTYYRSGEN 

LDLSCFADSNPPAEYSWTINGK 

FQLSGQKLF1PQ1TTNHSGLYAC 

SVRNSATGKEISKSM 1 VKVSGK 

WIPASLAIGF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location or last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18514 


48882 


A 


18621 

M:! /' * 


3 


1350 


g rtaqlta v lrklldprli ste 

entqaaetmgplsappcthlit 

wkgvlltasllnfwnppttaq 

vtieaqppkvsegkdvlllvhn 

lpqnlagyiwykgqmtyvyh 

yitsyvvdgqrjiygpaysgrer 

vysnaslliqnvtqedagsytl 

h 1 1 krrdgtgg vtghftftlhl 

etpkpsisssnlnpreameavil 

tcdpatpaasyqwwmngqslp 

mthrLqlsktnrtlfIfgvtkV 

iagpyeceirnpvsasrsdpvtl 

nllpklskpyitinnlnprenkd 

vltftcepksenytyiwwlng 

qslpvsprwkrp1enrililpnv 

trnetgpyqceirdryggirsd 

pvtlnvlygpdlpsiypsftyyr 

SGENLYLSCFAESNPRAQYSWT 
INGKFQLSGQKLSIPQITTKHSG 
LYACSVRNSATGKESSKSITVK 


18515 


48883 


A 


18622 


273 


2271 


CGSWLMTQFSMDKRQGRSRSV 

TITNTAVTSLEWVPFHAFAIPRS 

TLVSQQGATSHTDNTQEMDSP 

GQEPGFAKEVEVEPGFQPLPQM 

TLLVPAMCLLLHGACSAKGFC 

AAPHFLLASPMGKGQVPLNPFS 

FTLSEELDLPQSLKRNPKGC1AR 

RAKPILAAERHKRLILHTSTKEN 

TLLDNRVIECLTMEAVAKFNIM 

KEREGPSHQPA LSPPKARWHIL 

WQKLMFTASLLTFWEP\PTTAR 

VTTEAMPFNATEEEEEEFFLLA 

HNLPQNLTRATIWWKAGQMRH 

L YH Y ITS Y V VDGEI II YG\PA YSG 

RETAYSNASLLIQNV\TRED\AG 

SYTLHIIK\RGDGTGGVTGRFTF 

TLYLETPKPSISSSNFN PREATE 

AVILTCDPETPDASYLWWNMNG 

Q\SLPMTHSLQLSKANRTLYLF 

G\VTNYTAGPY\ECEIRNPVSAS 

RSDPVTLN\LLP\KLPKPYITINN 

LKPR\EE*GCLRPFTCEPKE*GTT 

PYIWWVKRFRSLPVSPGVKRPH 

LKNRJXLIPTPVFTRKWKQGPYS 

MWNYGDRYGGMRSLPSSPWNV 

LLWVQDLPRJLPFHFTYYRSGR 

KSSYLSCSGGTLNPP\AQYSWD 

N*WKSFQLTRGQKJLFYSGHITT 

KHSGLYVQSVRNSATGRESSK 

SMTVEVSDWD1TLNSTSTSNSIF 


18516 


48884 


A 


18623 


1 


1131 
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SEQIO 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lin known, 
*=Stop codon, /^possible nucleotide 
deletion, \- possible nucleotide insertion) 


18517 


48885 


A 


18624 


1 


603 


MDIADPFSGFPMGMGGFTNMN 
FGRSRPAQEPTRKKQDPPVTHD 
L R VS L E E i Y SG CTKJCM YQ ED\K 1 
SHKRLNPDGKS1RNEDKILTIEV 
KKG 1SLPE A LCG/TT VN VPTLDG 
RT1PVVFKDA1RPGMRRKVRGE 
G LPLPKTPEKRG DL 1 1 ELE VI FPE 
R I PQTSRTI LEQ1 LSSYLSYLSSP 
GLTRDLSRAQGFLDLSTSCGP 


18518 


48886 


A 


18625 


3 


1228 


WSAAEPVDGDSGSAGRRRGPW 

PKTTYHPWAVARGASEKEIKR 

AYRRQALRSHPDKNKEPGAEE 

KFKEIAEAYEVLRDPRKREIFD 

HYREEALKGSGPSGG\SGGGAN 

ATSFSYTFHGEPLAMFAEFFGG 

RNPFDTFF\GQ\RNGEEGMDIDD 

PFSGFPMG/LWGGFTNVNRGRS 

RSAQEPARKK\QDSP\VTHDLRV 

SLEGDLTAAVPRRCTKJCMKISH 

KRL/NTPDGKSIRNGDKILTIRSE 

RRGWKEGTQITFPXKEGDQTSN 

NIVPADIVFVLKDKPHNIFKRDG 

S\DV1YPARJ\SLREA/LCVGCTV 

NCPHSGTGRTUPVVFKECYQGL 

GMRRKSSWENGLPLPQNTREN 

VGDLII*GFEVIFP\ERlPO\TSRT 

VLEAGSFQYSYLEVPQG LTRGP 

FPELKDFWDLFLPVVGP 


18519 


48887 


A 


18626 


321 


1121 


GDAVPSAPRRPSRRTPGCGSRG 

ALQPGPPPRAVPPPEP/PPRGAAA 

AAPPAGPAAPAARQPPRRPPAQ 

PRSCPRRVRPTPAWSPPGRRGP 

RRSRRRPPGGPGPAAPLRLSRA 

HSPPAPPGSPYRPHGAGTSVAP 

WTRPPAARGTEADPGRCPVSAP 

GTAPGQMRGRGSATQRLHRGH 

STAPGAGGRCGRRPGGSGRPG 

AGAGPRRSTAAPPRCRRRSPTG 

PRSPRGPRSARPARGSVGGPRG 

TPGKQPGPRRATSGPEPRCCG 

HARG 


18520 


48888 


A 


18628 


191 


653 


KLEIQRLLRMTTECIRHTKQKK 

FGSPGLQPPLPGNAKSRADSTA 

LPA L P AQQKETKQQEPG ESS* E 

PGGSSPSRMERAEAAPAQS/PA 

GGTGTGQGWGAPHLGPALARR 

VTGPPQHGSPGPRTRPTPYPAR 

C/PSRPIFVPAIVWSRLRAPPGLP 


18521 


48889 


A 


18629 


141 


319 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


18522 


48890 


A 


18630 


178 


722 


PLGNVSCSHRSFQTARVDYSLI 

YVLAWGQKKEVWELRNWQTH 

ALMKLKNKLREPRTSVNKD/SP 

KSLLYSCSYSYFDEPVELRSSSF 

SSWDDSSDSEYETHLLHLKLV* 

PNLAVFNCRPTARRKPDYEPVE 

FPCl 1 *YFTRARI F9W<?I ^Pl R 
YEH1SSG 


18523 


48891 - 


A 


18631 


2 


367 




18524" : 


48892 




18632" 


j. 


381 


QRYSSRRATPRHIIVRFTKVERK 
ETMLRAAREKGRVTHKGKPIR 
LT VDLL AETLQ A RRE WG PIFN I 
1 NFKNFOPRISYPAKI ^FISFfJFI 
\NPOMI R/DFVTTRPTI RDI 1 KF 
ALNMERNNRYLPGRPL 


18525 


48893 


B 


18633 


1 


846 




18526 


48894 


A 


18634 


-> 

:> 


1170 


VGSMTGEASGNLQSQRKAKRK 

EA RLTCLEPVEEPGSGTHPPMC 

YLAPPMWKCQKPETGIKEGDR 

DHMSLPAREENQTENESDELTE 

AGFRRWV1TNSSRLKEHVVTQC 

KE AKN FEKS LKELLTRITSLEDN 

INYLMEPRNTAREHREAYSSIN 

SQIDQAEEKIPEIEDQHNEIKRE 

DKIREKRMKRNKQSLQEI WDY 

VKRPN LSLAG VPESDEENGI KL 

KNTLQD1 IQENFPNL AKQAN IQI 

QEINQRTPQRYSLRRATPRHHVR 

FTKVEMKEK\MLRAAREKGR\V 

THKGKPIRLTVADLSAETLQAR/ 

RTE WGPIFNI LKEKNFXQPRISYP 

AKVLSFISEGEIKYFTDKQMLRD 

F\VTTR\PALKRAPGKEGT*TLE 

RDMRYQPLQKHAKL 
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SKQ ID 

NO: 


SEQ 10 NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 

cou on lor pepuue 
sequence 


Nucleotide location of last 
codon Tor last amino acid 

OI pCpilUC 9C(|UCIICC 


Amino acid sequence ( X-Unknown, 
*=Slop codon, /= possible nucleotide 
uciciiuiit v — pusaiuic iiuticuiiut. luacriiunj 


18527 


48895 


A 


18635 


73 


1504 


QDLRLFYLKDTMFSKLAHLQR 

FAVLSRGVHSSVASATSVATKK 

TVQGPPTSDDIFEREYKYC.ArfN 

YHPLPVAL\ERGKG1LLMGM*E 

GRKYF\DFL\SSYSALSNQG\HC 

HPKJVKCSGRVKWDKIDL*HLE 

AFYNNGTLVNMREYYY'TFST 

YHKVLP\MNTGVEAGETA\CKL 

A\RKWGL/YTVKGIQKYK\AKIV 

FAAGNFWGRTLSAISSSTDPTS 

YDGFGPFYARDFDIIPY**SCPH 

MEQCSFKDPKCGLAFHG*EPIQ 

G\EAGV\VVPDPG\YLMGSAESS 

GTRDQ VLF ICLM E IQTGLA RT W 

♦DGLAVDYENVRPDIVLLGKAL 

SGGL Y PVS A VLCDDD1 MLTI KP 

GEHGSTYGGNPLGCRVAJAAIA 

EV\LEEENLAENADKLGIILRNE 

LMKLTLP/SMLVTARKKEKGIY 

LNAHLAIKGNQK1WDA/WGKV 

CLRLQDNG LLPKPTS V ATLSRF 

APPXLVIKEDELRESIEirNKTILS 


18528 


48896 


A 


18636 


2 


348 




18529 


48897 


A 


18637 


588 


801 


RTAYFCQYHTASVYSERAMPP 
GCPEPSQA*ELQETGHRQVALR 
RSGRPPKCAERPGAADTGAHCT 
STDGRL 


18530 




A 


18638 


175 


510 


N SESPG PL W WLSCDN PAKDR1 Y 

STEADGLG L PDQSFV VHRAQL* 

CVAG*LGTHSRFQEWAV*D*SD 

LLKAQLHFKVGRCVWEAGGGL 

EWVLGGRCRCRVPQPLETLIQ 

WGPW 


18531 


48899 


A 


18640 


1 


1431 




18532 


48900 


A 


18641 


202 


994 


RWQGQRLLLDSNIRLWVVLP1R 

YSFTFFRRALIRHYV\SILLAERQ 

RSFTQGNKYLDSSSPNFEGRV/R 

FRGKLGNY1PKQSFFG/RRKFLF 

FPNPEDG1FSKKLKREVVPPSPM 

TDPTM LTDMMKGN VTAN VLPM 

ILIGGWINMTFSGFVTTKVP\FPL 

\TLRF*A*WLQQGNRSYSPFRCI 

PG*/WFCIPGYFPQC1LGFRSI/YT 

LW1SGGKDNGRWNQSRMM/DR 

SRMTGASHGPWPADSGRRFPN 

KRWEALAELTDHQWALDAAGE 

DA A 


18533 


48901 


A 


18642 


97 


224 


LPTKSTWVAGKK*KKRSNIKD 
YSTPLTSYRSIRSHAFKIVAS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,2 17 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


18534 


48902 


A 


18643 


117 


457 


IWGDVEKGK\KVFYL*RCSQCH 

TVVERGGKHKTGPKSP*VSFGR 

RTGQAPWDTL YTA AN K\N KG 1 1 

WG\EDTLM\EYLENPKKVHPLD 

TKM1FVRHLRKREERADLIALS 

SKKLLN 


18535 

' 


48903 


A 


18644 


411 


1054 


VTG AQRL VTCRMG KQN SK\L A 

P\EVMED\LVKSTEFNEHELKQ 

WYKGFLKDCP\SGRLNLEEFQQ 

LYVKVFFPYGRRLPSFAQHAFPN 

LSTRMGDGTI\DFREF!CAL\SlfS 

RG\S FEQKL\N W\A FN M YG PG W 

VMGK1TRVEMLVEIHRGLSYQN 

G * GT V I M M KMN EDG LTPUEQR V 

GQDFSARWVRNKDDQIYTGID 

FKGSCQRADPFIV*LL\QCDIHK 


18536 


48904 


A 


18645 




475 


GAEGARGGGSSYSEMAETVAD 

TRRLITKPQNLNDAYGPPSNFL 

E1DTNLPIFKLKESTVRRRYSDF 

EWLRSELERESKVVVPPLPGKA 

FLRQLPFRGDDGIFDDNFIEGKK 

TRGWEQFINK/VSLGHPLVAQNE 

PLFFHMFLQDEIIDKSYTPSK1R 


18537 


48905 


A 


18646 


1 


695 


LRARSLRDRCARAPCPHGGQQ 

RRRRRLNAEGAEGARGGGSSY 

SEMAETVADTRRLITKPQNLND 

AYGPPSNF\LE!DVSNPQTVGVG 

RGRFTTYEIRVKTNLPCFQS*KN 

LIVRR\RYSDFEWLAKWNLERE 

SK\VVVPPLPG\KAFLRQLPF\RG 

DDGNILMDNFI*/EERK1RGWSS 

FLNKVA\GHPL\AQN\ERC\LHM 

VFYQDEI1DKKLLLPSKNKAMP 

WKFGPRKGAKNVDY 


18538 


48906 


C 


18647 


3 


474 





2302 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \ = possiWe nucleotide insertion) 


18539 


48907 


A 


18648 


156 


1254 


RPLHTLEVLRRMTK.RLVTKAA 

ASAARAQPAEPRDRKYDKHLS 

Y LATWGRSAGRAGSPRG A RGR 

ELARAPVSLPAGVPGRGSAAG 

HSSEARTGPNGKMGGSSREPGT 

EK.VPCPRGLSPTREVGHQVHGT 

LGAGPNELHPSGPAGARCRPGR 

REAKLGDAARSEAQSSAHKFHI 

DSLSLPWNPTAMEMLMPKKNR 

\1AIYE\LLFK\EGVMVPKK\DVPI 

PKHPELAEQKCAPTFHVMKAA - 

MQ\S LKSPRPT* KEQF A W\RH FY 

WYLT\NEGIQ\YLRDYL\HLPPEI 

VPAHPYGRSPSRRLARPRPKKV 

WKGEATLRDFTRGEADSFLCH 

S/DSYRRSAVPP\GA\DKKAEAG 

GLGQKPNFQF\RGGFVRGRGQ\P 


18540 


48908 


B 


18649 


1 


1053 




18541 


48909 


A 


18650 


1 


529 


MGRYMEREPLQGN HRRSG LSG 
ERCSHMGGVLIERRELQTETRK 
EGVVEWCWLEKEVLATITKPV 
RGDKNGGTQVVKHRKMPRYY 
PTEDVPQKLLSHGXKKPFSQHM 
RKL/FLYRRHARNLSLPPQPELII 
SDVK/IPRHPADA*LEEQQLSEP 
E/HSEGTSY*RIPEKVLSYPAIRP 


18542 


48910 


B 


18651 


258 


363 




18543 


48911 


A 


18652 


197 


398 


ARMSQEKDFHKVMSALKARTG 
HLHFFCGGMSSVKVGQGFSLLL 
* FFSYFRPSGCILPL*ELPEARCP 


18544 


48912 


A 


18653 


215 


932 


GTQSCNQKVLNS ANN LQELGIG 

PKFQM RLKPQL A PMQPN RGTS 

LGRSIPCPPVLCSMRKIHLRPQV 

LRPTSPRN1SPILNRVSEVSDHA 

GTPALVLHP*RQVPLFWGRGK 

YPNPFSLCLYPFSAFLGGKKHP 

TPSPSP*VASPLF*RSKYPNLVSL 

CPSPLFPRPDLLSLWPNPLRRTP 

TSYISVPQSLISMPRPLISAPQPLI 

STTQPLSRFSGRSLLQVPEI WPP 

GQGMPAARDSS 


18545 


48913 


A 


18654 


1 


378 




18546 


48914 


A 


18655 


14 


380 




18547 


48915 


C 


18656 


228 


260 




18548 


48916 


C 


18657 


99 


335 




18549 


48917 


A 


18658 


55 


474 


RQVPLFWGRGKYPNPFSLCLYP 

FSAFLGGKKHPTPSPSP*VASPL 

F*RSKYPNLVSLCPSPLFPRPDL 

LSLWPNPLRRTPTSYISVPQSL! 

SMPRPLISAPQPLISTTQPLSRFS 

GRSLLQVPEIWPPGQGMPAAR 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


1 OJJv 


Hoy i o 


A 




1 


187 

JO/ 


AEL ATCiNVKVFASfTTPFFKAri 

^vi ri*ArFArip*FRrrwnMM*n 

OimiOSYn TNI CiPFIOT 


1 oJJ I 


4&QIQ 


c 


1 OOOl/ 


i 
l 


*?S7 
jj / 




1 OjjZ 




A 
r\ 


1 RAM 


J 


1 MO 




1 OJJJ 


t07I 1 


A 
/A 


1 OOOi 


1 
1 


^12 




1 O JJH 


AQQO 9 


A 
r\ 


1 OOvJ 




4S7 




18555 


48923 


B 


18664 


1 


675 




18556 


48924 


C 


18665 


110 


928 




18557 


48925 


A 


18666 . 

; it-l :v 


495 


817 


LTSPSRCTIIEKSCSSLPPL*DKP 
QPHLQHTRTSKJvLNCSSQVFLQ 
NI T PFFI AT^SRN! ATGPRNAC 
SPGFLLSHIPSVWDPTGNRTVQ 
LTWQPLPEPLEL WPKA L 


18558 


48926 


A 


18667 


228 


302! 


VFDRTQNVQGRIMEAPEYLDL 

DEI DFSDDI S YS VTSLKTIPELCR 

RCDTQNEXDRSVSSSSWNCGIST 

L ITNTQKPTG I ADV YSKFRPEKR 

VLPLKHQPETLENNESDDQKN 

QIVGEYQKGGESDLGPQPQELG 

PGDGVGGPPGKSSEPSTSLGEL 

EHYDLDMDEILDVPYIKSSQQL 

ASFTKVTSEKRILGLCTTINGLS 

SPVKSPHLRKASAVIHDQHKLS 
TEETEISPPL 


18559 


48927 


A 


18668 


1440 


1764 


ERSTYNLRSSDQP/RPRNILTNF 
KS/VDKGDTFYPWTHNSGASH 
fll HR\RI PWC*F1 AT^ARNT TP 

RPRTAGSPGFLLSHVPSVWDPT 
ANRTVQLTWQPLPEPLELWPK 


18560 


48928 


A 


18669 


1 


3255 


MLTLTGAGGESWIIRPGNLLEQ 

LGAEETLGRRQEPGDEVTAHFL 

LQGVINMGPVPYPGAHSSNMP 

GSVSPILGHSVKLFEEYYPVGD 

PLMGSGRPHTPRKKJWSDLNA 

HSDLYLALDWTPLPEQSEPGPG 

LAAWKPFQAEEYTCKCAEGNE 

NTPFDLRKGTLPCPRNLERARQ 

AYMH1EEKFPFELTEQHICEFQS 

MCYVLVRVLGACSQSTWLILEP 

DGVSGPSKGASEAIGQCQSSAA 

KPRRSGKESVREPWA 
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SEQID 
NO. 


SEQID NO: 
of peptide 
sequence 


Mel 

hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=pos$ible nucleotide 
deletion, \= possible nucleotide insertion) 


18561 


48929 


A 


18670 


1 


1442 


CSEYEDSSPAPVPATDLSSTLSS 

SVPQPQDTGTSQQLHPLDPWHE 

LL RA QE LQG A TN H KG YS H A EH 

EHAGLGVQGGNGALAFSNSGH 

RHAVPTISSGTGRRRTPSSSAFG 

LLNLHQWFVSGFQAFSDRLKA 

ALSASLLLRFGDSDWLPSSSAC 

KCLMLGLHFVIVGNICATLKEK 

YSSMLHLDVTMKKNGEKRTRL 

QKRKKGMPPHPA/S*GPKHSCH 

HSPCQCCPSSAK/SASELQGSWT 

PFGGLLTRTRMKFGAKTRDLD 

QGTSLGRSLPCPPTLCSMRKIHL 

RPQVLRPTSPRNISPISNPRQRR 

QVLSMDPKLRHRSRTGK/DSLP 

LVFNHCRDTSL1IHPCFKGVRPR 

RDACLGPSPLAASPAFLEKGQD 

LIN L AFK V YNNRKKLQFL ASTV 

RQTAATSPAHKNFQMPEPQRP 

GVPPEPPPTGACYMCRKIWPLG 

QANARSPGFLLSRVPSVRDPTG 

NRTVQLTWQPLPEALELWPKA 


18562 


48930 


A 


18671 


140 


327 




18563 


48931 


A 


18672 


95 


115 


1IRHLCND*TPREGCLPSP*PAW 
SDTFETWVNMQASLQ 


18564 


48932 


A 


18673 


218 


674 


MPISRPTARFKJUKVYYHSPAT 

AWPSKAYKLPLQFPHFTCPKTR 

QG LQVTSGS A PYQPNCFV YPPR 

VAKTKYSPILNTSLHNPLLCSGS 

QTCFL Y/SFLCTFH PSLSSLSLGL 

TLTPIRLSKLRGLYCHKASQTA 

PITS1KPKFLPHLLPISA 


18565 


48933 


A 


18674 


I 


268 




18566 


48934 


A 


18675 


1 


458 




18567 


48935 


A 


18676 


3 


461 


LLLTQSLFGGLFTRTRMKFGAV 

TRIGGPPLGNQSPSSCSLLHEKD 

PPTTSGPQTDQPKKHLTNFKSA 

ARPTFLGQGQVPLNPFSFTLS/E 

QVLLS*AARTPQSL1STPQPLISV 

PQSLISVPQPLLYFSGGQEPPPPP 

LLCVSSLFSRLASFTM 


18568 


48936 


C 


18677 


156 


329 




18569 


48937 


A 


18678 


449 


667 




18570 


48938 


A 


18679 


79 


311 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ «D NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \= possible nucleotide insertion) 


18571 


48939 


A 


18680 

•J- . «i 


1 


693 


MAPTNCKGSRKCGRPHEQMPH 

PYLPLLTLFSDSARLHPGEINSR 

VPHTKPVWWSLHTDAYEIWYH 

DSDWGDLPWEINPLSSCSLLHE 

KDPPTTSG PQTNQPKEHLMNFK 

SGPHWKSDCPTRQPLPGPLELW 

PKA/HLTDSFPDLLSLAAED*CC 

LI A LE AP WTITD AEL W 1TLT VED 

SO! YEDTLAGRSV1 IKNI TP*TI 

0/PLDGLDPT*SS1VPOLPSACR1 

LPTGFTVPE ! 


18572 


48940 


A 


18681 


328 


865 




18573 


48941 


A 


18682 


451 


1238 


TALLLTQSLFGGLFTQTRMKFG 

AVTRIGGPPLGDQSPVLLFFVPR 

ERSTYDLGPQTDQPKKHLTNFK 

STSFVFSSCIPPP*PSS1SLLPPW/T 

TDHAPLTISL/TT*SPLPCSMPIS/ 

ASHSML*KJ>*SLLSLACYSMAF 

*SL*TLLT1PPFYLS*NQRRFTG* 

FRIC A LSTKLFCLSTPWCQTH I L 

SYPQYLPPQSIILFWISNVLSLLF 

LCTLHPSLSSLSLGLTLTPFRLS 

Kl PGLYCRKASOTAPITSVKPK 

FLPYLLPISA 


18574 


48942 


C 


18683 


870 


1037 




18575 


48943 


A 


18684 


933 


4323 


AASHLCGTPLEIGLSNSPGSHSQ 

SPWNSGPRLSDCFPDLLG*VAE 

D*HCPIASEASWTVTVELWVTLT 

VEVAATALILLEALKITSYAPLT 

LYSSHNFQNLFSSSHLT/PYTFC 

PQ/G PFSYTHSLLSLPQSPLLLA 

QTSIRPPTLFLIPHLTPMTVSL*S/ 

1LTFIPFPHISFFPVPHPDHTWFID 

GSSTRPNRHTPAKAGYAIVSST 

Fl 1 E ATALPPSTTSOOAK.LI ALTO 

ALTLAKGLLVNIYTDSKYAFHI 


18576 


48944 


A 


18685 


849 


1944 


WQVPLFSGRGKYPNPFSPCLYP 

FSAFPGKRQELATSARNLSDHQ 

AKECLQPR1PPKPCP1FAGPHWK 

SDCSTSPGQPLPEPLELWPKA/H 

LTDSFPDLLGLAA\ED*HCPIAS 

EAPETITDAELPVTLTVEGKSIP 

CLIDTGATHSTLPSFQGPVSLAP 

ITVVGIDGQASKPLKTPPLWCQ 

LGQHSFMHSFLVIPTCPLPLLGR 

NILTKLSASLTIPGVQLHLIAAL 

LPNPKPPLCPLTSPQYHPLPQDL 



2306 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \~ possible nucleotide insertion) 


18577 


48945 


A 


18686 


2 


377 


KGATIVYALDTLFIMEMKHEFE 
EAKSWVEENLDFNVNAEISVFE 
VNiRFVGGLLSAYYLSGEEiFRK 
KAVELGVKLLPAFHTPSG1PWA 
LLNMKSGIGRXNWAWASGGSSI 
LAEFVGTLHLEFMHL 


18578 


48946 


A 


18687 


215 


1135 


PITLRRHLFFSGIGRNWPWASG 

GSSILAEFGTLHGMKIVFVHFH 

GNILFSIXKVMNIRTVLNKLEKH 

YLN'KLNHSKIHFPLFPDHVSV 

GGLGDSFYEYLLKAWLSrNLUR 

DYKMLKNKCFSQAIETHL1RKS 

SSGLTYIAEWKGGLLEHKMGH 

LTCFAGGMFALGADAAPEGMA 

QHYPVSTVQENNPYSFIPCPLV 

MKLG PE AFRFDGG V E A 1 ATRQ 

NEKYYILRPEVMETYMYMFRL 

SGSDFFSSFLLLPPQASSCFQTLF 

DLFKVPDSLCSILEFRRHSSRQP 

YSTDQPF1YLVGKRILFCPLT 


18579 


48947 


c 


18688 


304 


400 




18580 


48948 


A 


18689 


16 


450 




18581 


48949 


A 


18690 


1 


777 


GHSMDMRVPAQLLGLLLLWLP 

GARCVIWMTQSPGTLSLSPGER 

ATLSCRASQR VNSN Y LA WYQQ 

KPGKTPKLL1YGASNLETGVPS 

RFSGSGSGTDFIFTISSLQSEDIA 

M Y YCQQ YNN W PH PSVTFGQGT 

KLEMKRTWAAPSVVHLPGPSD 

EQLKIWELPSACVPA*NNF\YPQ 

SRPK VQ WEGG ITPLQ\SG * LPQE 

SVHRGRTRQGTAPYSPQQAPW 

TVRQSRITEETQSLTACEVVTPS 

GALRFRPVHKGAFNRGESF 


18582 


48950 


A 


18691 


3 


68S 


HASADAWAANAEEHRHDRPR 

GTLR\EYKV\VGRCLPTPK\CHT 

PPLLPACEIFAPNHVVAKS/RAF 

WYFVSQLK\KMKKVFQGKIGL 

LVGQVF*ESSPLR/V*KNFRGSW 

LAAMDSRERAPTNMLPGNNRG 

P*PPAGGCSTQLLTRDNGVAPG 

TGAPKPHFHFRFIERLEGRFAG 

QQSCRRP/ALVQSSFHXDSKIKFP 

ACPNGVL\RRQHKPRF\TTICRPN 

TFFLGAGPSSGVCPK 


18583 


48951 


A 


18692 


1 


784 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


18584 

"/i'i,,,"' 


48952 


A 


18693 


1 


4713 


MQGPYLLLWLPDSLEEGKEGL 

YLGNCIHTCLVTVPEDAFFPHF 

LTQ H SGTH LPPSSDI PS H FMNN S 

TGRLAQRILGTSTEAFLSPEVM 

VFVHARNATVRTAMSL1ERAK 

NCGHIPFFFPTQGHDYVLAEKQ 

VQRSRNKQVRELFPDGFSIHHA 

GMLRQDRNLVENLFSNGHIKV 

LVCTATLAWGVNLPAHAVIIKG 

TOIYAAKRri^FVDI Oil DVMOI 

FGRAGRPQFDKFGECjIIITTHDK 

LSHYLTLLTQRNPI 


1 ococ 

1 OJOJ 




A 




J I J 




oov^r rvL»rir v^v^L*r rviNv-.iN i v^/ivi rviN 

QIGFLRF*NNLVMLLSSSSVTNQ 

LELQKKHLLTCKMQ 


18586 


48954 


A 


18695 


1 


851 


ACGWALAQRPARRAMVAG1D 

AGRS\LGVLSVVCLLHCFGF1SC 

FSQQIYGVVYGNVTFHVPSNVP 

LKEVLWKKQKDKVAELEMSEF\ 

RAFSSFKNRVYLDTVSR*PSLST 

T*TSSR*KMKYEMESAKIVTD\T 

MKFLPYVP*VSFQSPTLT\CALT 

NGSIEVQCMIPEHYNSHRGLIM 

YSW\DCP\MEQCKRNSTSIYFK 

MENDLPQK\IQ\CSLSNP\LFNTT 

PDRTQLQLIGNRRMKTTA 


18587 


48955 


C 


18696 


35 


181 




18388 


48956 


A 


18697 


75 


344 


PQVLRPTSPRNISPILNRVSDHA 

OTPAI VI HP*ROVPI FWGRGK 
uirAbv t»nr ivy vrL/i vv virvvj in. 

YPNPI YT PAPIPYFRT/HNI RI R 
PNPLCPHPDLVSLCPDPFPAFLE 


18589 


48957 


A 


18698 


1 


268 




18590 


48958 


A 


18699 


39 


376 


QY ISELQFLASTVRQTPATSPAH 
KNFQTPEPQQPGIPPEPPPPGAC 
YKCWK«?fiHOAKFCI OPOIPRK 

i rvv* vy fyovji iv<j/v.rv.L>v^L»v^'i vj ■ i i\ rv 

PRPISGSHSQSPLELWPKA/HLT 
DSFPDLLGLAAED*HCP1ASEAL 


18591 


48959 


A 


18700 


2 


295 


CQTTQGRLLTAGTPL*SFTHVS 
RVSDHAGTPALVLHP*RQVPLF 
WnRfiNHI^fiTOFI PNT*TAV/V 
QAF/LPEPPPTG/CLLHVPEIWPL 
GQGMPAGQDSS 


18592 


48960 


A 


18701 


81 


402 


VKFGPEIWCRDSDQGRGGVGT 
SLGRSIPCPPALCSVRKIYLRPL 
VLRPTSPRNISPILNRDPTVQLT 
WQPLPEPLELWPKA/HLTDSFP 
DLLGLAAEDRCCPIASEAP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


18593 


48961 


A 


18702 


165 


439 


PPRQAKMQNLAAPGSHSQSPW/ 
TLRPKAL*LTPSQ1FSA*RLKTD 

G I DGQ A SKPLKTPQL WCQL RQ 
YSFK 


18594 


48962 


A 


18703 


284 


511 


IILVVKWANGLRCLTSRHSFTH 
QS LPS/PLC PVQLVPN\SRLSPQS 
QPQASLSLSNLPFLQTHLTSPFL 
PRLLLARPK 


18595 


48963 


C 


18704 


414 


557 




18596 


48964 


A*" 


18705 


1 


1284 ' 


MN FEGTETLHCNGHCK V I AMT 

LGNQEVNQRNFSTGTTGPMEG 

MWLLSSNSHHSLKYAGALAILS 

AFQYQERGSQAGHRDSWPETK 

ETHFICGPKTP A L VXD WEG SLP 

LVFNHCRDASLIIHPRFSGVRPR 

RDACLGPSPLAATPQTITDTEL 

WVTLTVEVWDIST/LFPG1M*SH 

A/TLPSH*NLITLTPLNANI/AIPQ 

HALKGLKPVITRLLQHGLLKPI 

NSPYNSPILPVQKLDKSYRLVQ 

NLRLINK1VSP1HPVVPNPPAFTS 

QITQAVSQALGIQWNLHIPYHP 

QSSGKVERTNGLLKVHLTKLSL 

QLKKDWTVLLPLALLRIRACPR 

DATGYSRFELLYGRTFLLGPNL1 

PDTSPLGDYLPVLQQARQAAN 

LLLPTPDPQPHEDTLAGRSVLV 

KN LTPQTLQPRWTGPH Fl IYSTP 

TAVCLQDPPH 


18597 


48965 


B 


18706 


1 


933 




18598 


48966 


A 


18707 


3 


435 


TKETGFIHGPKTPAPVTDWEGS 

LPLVFNHCRDTSLHHPCFKGVR 

PRRDACLGPSPLAASPAFLEKG 

QDLINLAFKVYNNRKKLQFLAS 

TVRQTAATSPAH KN FQMPEPQ 

RPGVPPEPPPTG/CLLHVPEIWP 

LGQG M PAARDSS 


18599 


48967 


A 


18708 


2 


111 




18600 


48968 


B 


18709 


I 


595 




18601 


48969 


C 


18710 


1 


1344 




18602 


48970 


A 


18711 


227 


385 


VPILPQPLLLHPAIFLSPPLLTPG 

PAYSFVP*LALPHLPSNLLLKR 

WLEPKA 


18603 


48971 


c 


18712 


148 


258 




18604 


48972 


A 


18713 


215 


693 




18605 


48973 


c 


18714 


1 


816 




18606 


48974 


B 


18715 


1 


513 




18607 


48975 


B 


18716 


1 


1452 




18608 


48976 


A 


18717 


1137 


1303 
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SEQ ID 

NO: 


SEQWNO: 
of peptide 
sequence 


Mel 
hod 


SEQ Il> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown t 
*=Stop codon* /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


18609 


48977 


A 


18718 


2 


2107 


IDMIFTPGPPSTPKHKKSQKGSA 

FTFPSQQSPRNEPYVARPSTSEI 

EDQSMMGKFVKVERQVQDMG 

KKLDFLVDMHMQHMERLQVQ 

VTEYYPTKGTSSPAEAEKKEDN 

RYSDLKTIICNYSETGPPEPPYSF 

HQVTIDKVSPYGFFAHDPVNLP 

RGGPSSGKVQATPPSSATTYVE 

RPTVLPILTLLDSRVSCHSQADL 

QG PYSDRISPRQRRS1TROSDTP 

tSLMSN^HEELERSPSGFSlSQD 

RDDYVFGPNGGSSWMREKRYL 

AEGETDTDTDPFTPSGSMPLSST 

GDGISDSTVPLFLSSEILQKQVG 

QSITSMLGFLSRGPSMKLCMGL 

ACVLSLWNTVSGIKGEAKKEK 

GMTFLPTTDSKKFFSLLSVTSYS 

SFAFHKFSVAVYNISNLKTVDP 

AKFPTRYCYCLNNRTNDLSDFT 

ALLVD1IGNSTSYLTEIFKSTSIL 

SVNQSNESDCIFICVMTGKSGR 

NLSDFWEIEEKYPIINYTFTSGL 

SGVLALLLTQSLFGGLFTRTRM 

KFGAVTRIGGPPLGNQSPSSCSL 

LHEKDPPTTSGPQTDQPKKHLT 

N FKS AARPTFLGQGQVPLNPFS 

FTLS/EQVLLS*AARTPQSLISTP 

QPLISVPQSLISVPQPLLYFSGG 

OFPPPPPL L CVSSLFSRLASFTM 

GAFTHGTQTPSPTKATAPRYPQ 

TGDLSAEWPFTAGEEPVLVPRP 


18610 


48978 


A 


18719 


828 


1063 


RHSQAAED*HCPIALE/VPQTIID 
A ELRVTLTV EG YSLPPGCLRGL 
MLSVSGFSRSTVQAVSGSTVLG 
SGGQWFSCASV 
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SEQII) 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQII) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


186)1 


48979 


A 


18720 


183 


1140 


LGSGDLPWEINPLSSCSLLCEKH 

PPTTSGPQTDQPKKHLTNFKSG 

ETKEMHF1RGPKTPVPVTDWEG 

SLLLVFNHCRDGLSDHSATFQG 

CQT/MAGMPALVLHP*RQVPLF 

WGRSKLLLARLS*VPILPQPLLL 

HPIILLSPPLLTPGPAYSFVP*LS 

MSIHQVVLRPDEQGPGQEQQPP 

LYVMEPGE1NSFIAHTKPVWWS 

LHTDA H El WCHDSDRGTSLGRS 

IPCPPA LCS V RN IRLRPQVLRPTS 

PRNISP1LNQERQRRCILFVDPK 

LRCQSRTGKAAFSWCLIIAGTA 

SLIIQPHFKGVRPCRDACLGPSP 

LA AS P A FLGKEQ A A PCQ A ELG P 

NSSSASAPPPYMPFITSPPHTRSG 

LQFRSVTSPPPPAQQFTLKKVA 

GAKDIVKASLAPALAQGVPGTP 

QATASEGASLKSWECLCGVNL 

ATAQSARVKEACQEACQSLPRF 

QRMYEKA W V PKQKTTAEVELS 

ORASTRVVLRGNVGLESPSRVF 

S1ALSSGAVGGVHCPSDHRMIE 

PAAFNLSMKNPQRQSCLRA 


18612 


48980 


A 


18721 


372 


906 


lrsadlpweinplsscsllhekd 

pptssgpqtdqpkehltnfk.se 

kketrfirgpktpapvmd*grq 

pslgv*plqgclsdysprfqrc 

qttqghlpwsftlsskshfsgg 

RGKSLLOVPEIWPPGOGMPAA 

QDSS*AV\PICAGPRWKSDCPTH 
LAATPKAPGTLAQGSLTPSQIFL 


18613 


48981 


A 


18722 


983 


1980 


KFGLVQLTLGKPLPEPLELRPK 

A/HLTDSFPDLLG L A AED* HCPI 

ASEAA*TITDTELRVTLTVEVW 

DI ST/L F PGN * SH A/TLPSH * N L 1 T 

LTPLNANI/AIPQHALKGLKPVIT 

RLLQHGLLKPINSPYNSPILPVQ 

KLDKSYRLVQNLRLINKIVSPIH 

PVVPNPPAFTSQITQAVSQALGI 

Q WN L H I P Y H PQSSGfC VERTNG L 

LKVHLTKLSLQLKKDWTVLLP 

LALLR1RACPRDATGYSRFELL 

YGRTFLLGPNLIPDTSPLGDYLP 

VLQQARQAANLLLPTPDPQPHE 

DTLAGRSVLVKNLTPQTLQPR 

WTGPHFIIYSTPTAVCLQDPPH 


18614 


48982 


B 


18723 


1 


271 
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SEQ ID 


SEQ ID NO: 


Mel 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /-possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \~possible nucleotide insertion) 


18615 


48983 


A 


18724 


803 


1158 


CSWHDRPPDWKAGNLLSLAA* 
D*HCPIASEAP*TITDAELQVTL 
TVEGSGDLPWEINPPSSYTLLCE 

V nPPTTQf^ PfYTKJPlPk' V HQI-IAFH 
Ivl/rr j 1 OUry 1 INV^r NlVrf OITV^r 

I RDKG DTFYPWTKN SGASHG L 
GRQPSLGV 


18616 


48984 


A 


18725 


1855 


2506 


GASPSVWDPTENRTVQLHLGS 
HSQSPwNTGQRSRDLTSFPDLL 
GLAA\ED*HCP1TSEAPLTITDAR 
AMG*LSTVEGKPVPFLINTEAT 














HATLPSFQGPVSLASITWVGID 

G\QAF*TSLKLPNSWCQH*TIRR 

FKHSFLVIP\TCQVPLLG\EDTLT 

Y\ QAQT TIPfil C\\ VI IATI I PXID 

KPPLCPPLVYPHLNPQV*DISTP 
SLGDRSCTPYHLIKT 


18617 


48985 


A 


18726 


2 


979 


TSTMAVGKNKRLTKGVGKKGA 

KKKVVDPFPR\KDWY*RRKHPL 

M FH\I RN IEKDVG SPRTPRDPKL 

QSDGLKGSVCLKVSPAELPE*L 

KFAFRKFK\L1TEDVSGVKTCPD 

LTSHGAWDLYP*QNCCSMVQK 

MGRPMIEA\HVECSRLTD\GYLL 

\RLFCVGFYLKNRNISDHGRPSY 

AQPPNRVR\Q)R\KKMMEIHDPQ 

RLQTNVP*KEVVNKLIPASIGK\ 

DI\EKACQ\SIYPL\QNVF\VKKV 

KMLK\KPKF\ELGKLMELHGEG 

ccc/^f a 'vnvwrrx a wno A rviv 
oooOIvA 1 vjDd luAKVtKAUu I 

GPPVQESVGKFRLPIVGNRSGH 
CVK.KEKQSSRRRDFGVSVHPRI 


18618 


48986 


A 


18727 


t 


615 


A STA A PRMLLLFQPRYRTLQPQ 

RLLMPKKNR\IAIYE\LLFK\EGV 

MVPKK\DVPIPKHPELA\DRNVP 

NLHVMKAMQVSQSPRG\YVK\E 

QFA/WKKISYWCLTN*GYQGVS 

ISSRDYLAHLPPVEIVPATTPLRRS 

RPED/SGRPSA*KGLEG*SDLAR 

LiirviN T t\tv\o/\ Vrr\U 

\ADKKAEAGGLGQKPEF\QF\RG 
GFVRGRGQ\PPQ 


18619 


48987 


A 


18728 




395 


SAEVGAAETTLTELRRTVQSLE1 
DLDSMRNLKASLENSL\G1LLHL 
ESELAQTRAEGQRQAQEYEAL 

1 NIKVKT PAFIATYRRI I FDCSF 

DFNLGDALDSSNSMQTIQKTTT 

RRIVDGKVVSETNDTKVLRH 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
inUSSN 


Nucleotide 
location of first 
wtHiun iu< pipuuc 
sequence 


Nucleotide location of last 
codon for last amino acid 

ui |nrpuuc actfuciiic 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \— possible nucleotide insertion) 


18620 


48988 


A 


18729 


323 


1973 


PCMWIGFAAVRKGLKDSSSASC 

GCTRRVRGTWWQGLSRVCVA 

RNEEVRLWGLCWLGSSPPAGW 

NNVFYMLISADVLACLEPRAN 

KEAAN EL AG A VDLG WM AN V R 

RNPRDMVTSTHLGTHFHLRKTP 

PRGEKTCELASQQPLIEATTKT 

KS V A VSH I LT YTPPTLNG V A A V 

SSRVHFSFWPPTLQTGLEQGSM 

SFTICFTTSTNYQSLHS1QPHSHS 

VQFISSTAKVYAVLRGLGSRTS 

VSFSTSFWSGWGSGGLAAGMP 

GIDNARLAADDFRVKYKTELV 

MCLSVESNVRGLHKVTDDTNV 

TRLQLETEMEALKEELLFMKK 

NQEKEVKGLQALIASSELTMEV 

NAPKSQDLSNIMADLPAQYDEL 

A\RKN*EELDKYWSQED/IEEHT 

TVVTNTSLLEVWSC*DARLTEL 

RRTSPGLWRFDLDSM\RNLKAAS 

LENSL\REVEAPYAL\QMEQL\N 

GILLHLESQLGQTPRTEAQRQA 

Q\EYEALL\NIKVKL\EAEI\ATLP 

GRLLGRMAKDFNL\GDS\LDER 

NSFQNLXQKTNTPPGNVDGKVV 

S\ETN\DTKVLRH 


18621 


48989 


A 


18730 


1 


897 


MGHHRRQSLSPVLSLYSPDSMS 

FTTRSTFFTNYQSLGSVQAPSY 

GARAVSSAASVYAGAGGSGSRI 

SVSRSTSFRGGMGPGGLAAGM 

AGGLAGMGGIQNKKTMQSLN 

DRLASYLDRVRSLETENRRLES 

K1REHLENKGPQVKDWSHYCK 

TI EDLRAQ I F ANTV DN ACI V L H 1 

DNARLAADDFRVKYETQLAMR 

QSVENDIHGLRKLETEIEALREE 

LLFMKNHEEEVKGLQAQ1ASFR 

LTVE VD A PKSQDL AK I M A Dl RA 

QYDDLAGKNREELDKYWPQQF 

EENTTVVT\QSAEVGAA 


18622 


48990 


A 


18731 


3 


423 


SLSPVLSLSPDSMSFTTRSTFST 

NYRSLGSVQAPSYGARPVSSAA 

SVYAGAGGLATGIAGGLAGMG 

GIQNEKETMQSLNDRLASYLDR 

VRSLETENRRLESKIREHLEKK 

GPQVRDWSHYFKIIEDLRAQ1F 

ANTVXDNAR 
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SEQ1D 


SEQ ID NO: 


Met 


SEQ II) NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=l)nknown, 


NO: 


or peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


'-Stop codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possiblc nucleotide insertion) 


18623 


48991 


A 


18732 


663 


2089 


AFTTRSTFSTNYRSLGVSVQAPS 

YGAGPGRAARPASYAGAGGSG 

SRJSVSRSTSFRGXGMGSGGLGQ 

RELAGG\LAG\MGGIQ\NEKETM 

A/QALNDRLGLFTWDRVRSLG 

DRRTRKLG RAKFREH FG R K KG 

PQ\VR\D WSH YFKIM EDL\RAQIF 

Pk"VI 1 HNIAPUPFI HHl TTAPCI 1 

LD*F*EFKY*GQSLAMRQFLWR 
NDIPLGSA KV\I DDTQYHTDLQ 















AWRQRFEAPQRRELALSMKKE 

PRRRKLKGLSSPRLPSSWG*PVE 

VRLPPNFQDLRQRSLADIPGPN 

MNELGSKKNPRRKLRQSTWSQ 

QPGRAPQLVTTTSLLEVGSLLK 

TTL/TQKLRRTSPGPWKIRPWTS 

MKKS*KAQLGRNSP*REVGRPP 

YGPYKMEASFKRGSLLHP* SQS 

W/QTRPGAEGTAPQAPRSYEGP 

D\GEDF*SLVDPLDSKQLHAKPI 
QKTTTPPG*VGLGKVVS 


18624 


48992 


A 


18733 


53 


1100 


NFRVEAGVRGVQQKETCAFKV 

LESI\G1CF\GLALAVAGGVVNSA 

LYNVDAG\HRAVIFDRFRGVQ\ 

DIVV\GKGTHF\LIP\WVQETQLS 

FD\CRSRPRN\VPSQSTG * A K DL 

QNVQHHTAASLFRACRQPSFPR 

IFTSIGEDYGWSVCLPS\ITTEV\L 

KVSVGSLWMLGELITKREVLVS 

RQV\SDDL\TERAATFGLILDDV 

SLTH LTFGKADFT* A V E AKQ V A 

QQE A EKGQIC WLEKA EQQKK\ 

AAIISAEGDSKAAELIANSLATA 

GDGLIELRKJL/E*AAEDIAYQLS 

GPPLPCTSRGLDLGPQPRLILNN 
SLSFLLPTPEINCEIFMIGLK 


18625 


48993 


C 


18734 


222 


458 
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SKQ ID 
NO: 


SEQ 10 NO: 
of peptide 

cpdtipnrr* 

UCUIC 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 

CUVUII IVf |IC|)IIUC 

sequence - 


Nucleotide location of last 
codon for last amino acid 

Ul |VC|MIUC 3CVJUCIICC 


Amino acid sequence ( \=llnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \ a po$sible nucleotide insertion) 


18626 


48994 


A 


18735 


2104 


2758 


QFCPSRQKGCLQKTFRHFVAGH 

GGDFLFRSPTHAFPFCVPLFPLP 

PArTiVRPCPPFS^VLSSSPRNSQ 

NTIPRSPFLSPGTLSRSPAGSRDP 

GNP A PG SNTRLG PTA P VSRL A P 

VD1GFRSTDCWSLQPQVPVNPG 

SRPAPTNPRSRSTPVDPGSNTRL 

GPTAPVSRLAPV\V*ALGPLTAG 

PYSPR/CPVNPGSRPAPTNPRSR 

STPVDPGSNTRLGPTA PVSRLA 

P V DIG FRSTDCW SLQPQ VP VN P 

GSRPAPTNPRSRSTPVDPGTRTT 

PEGL 














18627 


48995 


A 


18736 


2 


280 


AMGFIVAPSLGCF/VGSRFVHG 
EGLRWYAGLQKPSWHPPHWV 
LGPVWGTLYSAMGYGSYLVW 
KELGGFTGVSRASEVAPPEPPP 
GSSVLCFLHA 


18628 


48996 


A 


18737 


331 


972 


TAAAAAMAPPWVPAMGFTLAP 

SLGCFVGSRFVHGEGLRWYAG 

LQKPS WHPPH WVLG P V WGTL Y 

S A MG * VG VH WPGDKPGPLQGE 

AWPRTEDTGQLALNWAWPPIF 

FGARQMGGALVNLLLVS\GAA 

GHTTLGGRGASVQWLAARLLYP 

\YLGLAWPSTTTTQTTCVWR\D\ 

NHGWHGGRRLARVSARPTMG 

LQLHQAGAITLVMWWPSRFHD 

HWAC 


18629 


48997 


A 


18738 


1 


603 




18630 


48998 


A 


18739 


1 


1782 




18631 


48999 


A 


18740 


237 


876 


CESFCWHHFFWDIFNLFVTAPF 

LVHVDYQGFESVAKKYDVMN 

DMMSLGIHRVWEGFSCSGKMH 

PLPGDVQLLDVAGGTGDIAFRFL 

NYVQSQHQRKQKRQLRAQQN 

LSWEEIAKEYQNEEDSLGGSRV 

VVCDINKEMLKVGKQKALAQG 

YRAAHKSGVILDCLWFPPILHPI 

AQQICQLYLQNTSGIWPSLPYL 

CYHLLVQATIPSYLDCCNSL 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \~possiblc nucleotide insertion) 


18632 


49000 


A 


18741 


112 


995 


VLGSLSQEKRAAETHFGFETVS 
EEEKGGKVYQVFESVAKKYDV 
MNDMMSLGIHRVWKDLLLWK 
MHPLPGTQLLDVAGGTGDIAFR 
FLNYVSVPASEKTEEAVKGPTK 
F I LG KN LPKSTRM KK I P W AG/TR 
VVVCDINKEMLKVGKQKALA\ 
KDTRA G L A WL L * D A E ELPFDD 
DKFDI YTI AFG1 RN VTH IDQALQ 
GSSFGCLKPG\GRFLCLGFSQVE 
QSP\LSRUYDLYS\SRVIPVLGEV 
i aa\j u w iv j> I y i l v c\oi ivrvjr r out 
\rvxi\.L/\iviicj_//\\jr Jrv^/ v L 1 1\ v ri 


18633 


49001 


A 


18742 


117 


403 




18634 


49002 


C 


18743 


62 


370 




18635 


49003 


A 


18744 


179 


527 


IQEPPVI**GLHMVHNFNTIFVSS 
YFKFESTFAISFLKVFNT/CFFSI* 
1KSLDEQCVVGKISKHWTGILR 

AVMKVG1CGKNLVKQGNFTMT 
HSN 


18636 


49004 


A 


18745 




1242 


AAPQAGLSPVAIAAA1QLHLHS 

TQCSSPNTCCLPRRTRATIYYSR 

WSYHPLGSVP*SP*PFQEAS/AL 

TLPPACSFYGPLT*FQPKP*GSFP 

LSQ* M E YTIG L YT* TFHCPGTSR 

RQIPSSYLNCKDAFLPLL/SNPP 

QCRPFTGVGLVDVLTGFETNN 

KYEIKNSFGQRVYFAAEDTDCC 

TRNCCGPSRPFTLRJ I DN MGQE 

VITLERPLRCSSCCCPCCLQEIKS 

LDEQCVVGKISKYWTGILREAF 

TD ADN FG 1 QFPLDLD V KMKA V 

MIGACFLIDRNCSPAMEQSWM 

ENYFDEMTEIGFRRSV1TNFSEL 

K E H V LTHCKE ANKN L D KM LDE 

WLTRKNSVEKTLNELMEVKT1 

ISl F V 1 T 1 CI K 1 <\ K Y W^n F VMDV FT 

>JAn>JFniH\/PA HI HVTV^AAM 

IGACFLFAFRLGSELHN 


18637 


49005 


B 


18746 


277 


2415 




18638 


49006 


A 


18747 


102 


196 
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SKQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18639 


49007 


A 


18748 


897 


1656 


SN AGLRH VCRTSCQSG RARSCH 

VGLHTPWVS*VPWHPWG1RWR 

GDPQKSQRSRKCCVPGGAP/QK 

GGDPEPQPSLSVSWNWLSGSCA 

GFRAVLPRKPQRJCVWLFASSA 

GTA ATEPPR * * LA WKA DSGG D P 

WQQ PQQS A RPH A * T WT WRG D 

GAPPGRVA/QGRGTAGGASAG 

VSSGRSRGSPQTGFQALQSCLE 

ASRRPPVVACNPHPAGALPAAQ 

AGNRATLMTGSCLQMPIMYEE 

AQLRLEELCTKARLNCQWFL 


18640 


49008 


A 


18749 


756 


884 


CLQRLLPPGFRRQPSKYRRNRG 
KSG KG * RPS P V AT WQ PD YN I 


18641 


49009 


A 


18750 


1826 


2772 


RRVLEAMGPSRAAKVLSVCVR 

SRJGPLICSQRHPATSKTKPQGR 

PPGEQGTPRDNPRRMNRPARSA 

TPRGA/PQGAPPRPGEEPNAPQT 

IDKGPPSPPSRGHTRRLARSGNQ 

PPERHTPAAGGKTRYVRQSVL 

HRARGGEPVRMPRLPR1AEA/P 

APDRVECF*VVQSPAREMHSCQ 

ADSMCPVW*GRJWRSAGSC*SR 

SEKJL V Wl PQSG LQ AH ACPS EA 

HKMPGNPRDGGAGICKSSPGG 

KGERRKVEGGSTTRAGTSRDS 

VSKRHANTMGEQAQGEKHPRG 

TV * KTKRRG PKGQTRGTKA PEE 

ETSREPPCTGPI 


18642 


49010 


A 


18751 


196 


322 




18643 


49011 


C 


18752 


189 


650 




18644 


49012 


A 


18753 


1 


53 




18645 


49013 


A 


18754 


31 


449 




18646 


49014 


A 


18755 


1 


389 


GMPTSTIASCSQDGRVFIWTCD 

DASSNTWSPKLLHKFNDVVWH 

VSWSITANILAVSGGDNKVTEG 

QQNEQ*QDRWGLAPHPPAPGL 

PLPGPTNQTTGKSPQLQQDYFP 

RRSYRCSHRLI1CLNVIGNAL 


18647 


49015 


A 


18756 


1 


1041 




18648 


49016 


B 


18757 


15 


782 
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SEQID 
NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


18649 


49017 


A 


18758 


1 


1425 


EVKKINNAHTIGCNAVSWAPA 

VVPGSLIDHPSGQKPNYIKRFAS 

GGCDNLIKLWTCEEEDGQWKEE 

QKLEAHSDWVRDVAWAPSIG/ 

LWPPSTIASCSQDGRVRIWTL** 

CPQAITVVPLNCLHKFNDVVLG 

MLNWGPSQPTSLAVSGGDNKN 

GTNTVCPTGWLQDSNTLVHLV 

TYKMPRSLGLGFLWCQLLSPR 

KYREGTSPVSLWVGEVWFINP 

DWWGS1RVYHPSPSGSYRTHKP 

PLNNLSCDTS1IRELLKGKKFLL 

FVSVYPVPSTVLGRKKVSVINT 

VDTSHEDM1HDAQMDYYGTRL 

ATCSSDRSVKIFDVRNGGQILIA 

DLRGWPRASRYQQGHQDLFIL 

RSDLPSQVF1RDKLMERRNRRT 

GRTEKARIWEVTDRTVRTWIGE 

AVAAAAADGVTFSVPVTPHTF 

ducva yuyl VAntPI k'VI OCT 
Ivrlo i A IV! rl IV1 L, I AUirLNV LyoL 

MHHI^C'iccTFVVTK'VFAl nVAA 
1VIVJ tllxoIkJO 1 L/V I 1 NVrnLUV An 

RHRVQFAMPESDAVAMLKQLS 


18650 


49018 


B 


18759 


323 


1583 




18651 


49019 


A 


18760 


3 


419 


PSASSSPARIPA ATRQG RRSPR1P 
PAPSNEAPRLPADREFLEQQPPR 
FPKPTIQASGADRAVDCGILKL 
QKS\PARLARPRWPRRPSKRFW 

SPQLSVLPLVTITPQASGASFEK 
MKN 


18652 


49020 


A 


18761 


2 


385 


WGRGGGRGLLYGRRHFVRRRR 
RGGRSPGESPALTVT*GAV\PSA 
AFRESAQPGPRSSEAHISTSPKR 
TTvinRn^pni pr^^i tp^i prp 

ASFSTSPGRVSAPHRLPRHS/AG 
PGLSGSS*PQPYSDPT 


18653 


49021 


A 


18762 


242 


422 
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SEQ ID 

NO: 


SfcQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540*217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknovvn, 
*=Stop codon, /=posstble nucleotide 
deletion. \=possible nucleotide insertion) 


18654 


49022 


A 


18763 


2 


992 


A REKKQKTRRQNKN 1 PRQINKT 

QRICC*QSCLTMTQDFFWPLCQ 

G H SRC A PCLL VPPG LS LTC A PA 

QPAARPGVSQLTCAIACTH1QW 

FPSSCPPSEKNGDTLTVXKTPSA 

SSSPARIPAATRQGRRSPRIPPAP 

SNEASPAPGRPRVPGAAVPPRFP 

KPTIQASGADRAVDCGILKLQK 

S\PARLARPRWPRRPSKRFWSA 

AGSVEEQPKPPKAP/PAKSPEQS 

PQLSVLPLATITPQAYGASFEK 

MKNLKTRRGGRSRWHFPFNVIP 

QAPSLKWGFQTSDASSAEVFH 

VDRSLASHKMG PGRRPRSPL W 

APPFCEAAAARRQEPGVCIMVE 


18655 


49023 


A 


18764 


292 


348 




18656 


49024 


A 


18765 


2 


466 


LITVVKLLDTMVDTFLQKLVA 

AGSYQRFTDCYKCFYQLQPAM 

TQRJYDKFIAQLQTSIREE1SDIIC 

EEGNLEAVLNALDKIVEEGKVR 

KEPA/WQRDTLRRHVQKQEAE 

NQQLADAVLAGRRQVEELQLQ 

VQ AQQQ A WQ A LHREQREL V A 

VLREPE 


18657 


49025 


A 


18766 


2 


511 


FNMAEASSANLGSGCEEKRHE 

GSSSESVPPGTT1SRVKLLDTMV 

DTFLQKLVAAGS/YSTPSLGRK 

CWS\RLPSGGQSVKQAFSWAAC 

RLPQGRKEEISD1KEEGNLEAVL 

NALDKIVEEGKVRKEPVAWRPS 

GIPEKDLHSVMAPYFLQQRDTL 

RCHVQKQEAENQQLADA 


18658 


49026 


A 


18767 


224 


748 


NRPSVGRRAGYHRGGSYQRFT 

DCYKCFYQLQPA\MTQRIYD\K 

FIAQ\LQTSIREEILFDNQKQEGE 

PRKLS WN ALG * KF VGTKG K V R 

KEPAWRPSG1P\EKDLHSVMAP 

YFLQQRDTLRRHWQKQEAENQ 

QLA DA VLAG RK\Q V EELQLQV 

QAQQQAWQALHREQRELVAV 

LREPE 


18659 


49027 


A 


18768 


1 


421 
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SEQ II) 

NO: 


SEQ II> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


18660 


49028 


A 


18769 


666 


1445 


AGITTIEAAKRTIQVLHLQAND 

AQERA\ERSQREFREERRAREPG 

LRLK*SFLNRRIQ\LVEEEL\DRA 

QERLGHLPCKJCL*RS*KKLADE 

SERRY*RJLFEN\RALKRLKEKIG 

TSREIPTQKKLJCHICRKEADVRK 

YEEV\ARKLGDHLKEDLEPTE\E 

RA\ELAESRC*EIDEQIRLIDQNL 

QCLSAAEDKYSQKEDKW\EEE 

M K l\LTN K L RE A ET\RA EF AERS 

VAKLKKTiDDLEDKLKCTKEEH 

LCTQRMLDQTLLDLNEM 


18661 


49029 


A 


18770 


2 


158 


SAAPGAVPPPEADSTSAGMSRR 

PCSCALRJPPRCSCSASPSAVTAA 

GRPRPSDSCKEESSTLSVKMKC 

DFNCNHVHSGLKLVKPDDIGRL 

\VSYNP\AYLEGSCKDCIKDYER 

LSCIGSPIVSPRJVQLETESKRLH 

NKENQHVQQTLNSTNEIEALET 

SRLYEDSGYSSFSLQSGLSEHEE 

GSLLEENFGDSLQSCLLQIQSPD 

QYPNKNLLPVLHFEKVVCSTLK 

KNAKRNPKVDREM\LKEIIARG 

NFRLQNIIGRKMGLECVDILSEL 

FRRGLRHVLATILAQLSDMDLI 

NVSKVSTTW\KKILEDDKGAFQ 

LYSKAIQRVTENNNKFSPVHAST 

REYVMFRTPLASVQKSAAQTSL 

KKDAQTKLSNQGDQKGSTYSR 

HNEFSEVAKTLKKNESLKACIR 

CNSPAKYDCYLQRATCKREGC 

GFDYCTKCLCNYHTTKDCSDG 

\S I I 1/ A CrWIDDI V>CW\f 1/ CI/ 1 
JVLLISMAoV^IS.\lLprL.r\j llSJvoKiVlNL 

*RLHVGWHEPAPLQLRPTATPL 
LLQRQPQRSDSRRAPSTLG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Uhknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


18662 


49030 


A 


18771 


4 


1276 


RKAASSYVSRMALP1IVKWGG 

QEYSVTTLSEDDTVLDLKQFLK 

TLTGVLPERQKLLGLKVKGKP 

AENDVKLGALKLKPNTKJMMM 

GTREESLEDVLGPPPDNDDVVN 

DFDIEDE/R*FEVENREENLLK!S 

RRVKEYKVEILNPPREGKKLLV 

LDVDYTLFDHRSCAETGVELM 

RPYLHEFLTSAYEDYD1VIWSA 

TNMKWIEAKMKVKPLGVIWG 

KFSEFYSKKNTIMFDD1GRNFL 

MN PQNG LKIRPFM K A H LN RDK 

DKELLKLTQYLKEIAKLDDFLD 

LNHKYWERPRVRCHIFHGKED 

RYDPCPMGACSC1CTVCTTNLA 

LPALPLGSMKNGQPCRIMVIGQK 

GYALTV1MSGPQQGLFVRILLG 

LFIRDFFPAGCGARPFWNEGLM 

AYFQRRTLVGVMLVLSSSKSFK 


18663 


49031 


C 


18772 


113 


257 




18664 


49032 


A 


18773 


143 


330 


HHGPVPFPRGLIS*HSLHCPCPT 
PGGKNVFFFCEYFLKLAGIETT 
NCSADKRGKKVCCLIPR 


18665 


49033 


A 


18774 


3 


432 




18666, 


49034 


C 


18775 


112 


192 




18667 


49035 


A 


18776 


3 


1015 


SSRPVRPRPAARLSAMSSTQFN 

KGPSYGL\SAQ\VKNRLL\SKYD 

PQKE\AELRTW\IEGLTGLSIGPD 

FQKG\LKDG\TI LVCTLMNKLQP 

G\SVPKINRSMQN\WHQLENLS 

NFIKVAMVSYGMNPWDLFEAN 

DLF\ESGNMT\QVQVSLLALGG 

KRPKTKGAAEGGLD1GVKYSE 

KQERNFDDATMKAGQCVIG\L 

QMGTVNKCASQSGMTAYGTRR 

HLYDPKNHILPPMDHSTISLQM 

GT\NKCASQVG\MTA\PGTRRHI 

Y E YQA GNPTSCDNFSM\S LQ\M 

GYTQGAQTQSGQVF\GPGRPDI 

* TPSTCPQGTIVA DG APSGTG DC 

PDPGEVPEYPPYYQEEAGY 


18668 


49036 


A 


18777 


2 


110 




18669 


49037 


A 


18778 


74 


289 





9T>1 



WO 01/075067 



PCT/USO 1/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unkno\vn, \ 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


18670 


49038 


A 


18779 


138 


2039 


GAAMAAAGRLPSSWALFSPLL 

AGVALLGVGPVPARALHNVTA 

ELFGAEAWGTLAAFGDLNSDK 

QTDLFV/LAGKK*LNRLFGRPE 

CTRJLNPK*RYLSRITVH* *QV*S 

LGAYDGDSQMDVLLTYLPKNY 

A K\MN * E LLSSG DK I K H * I LTI * P 

YSIGL/LQDEPLIMDFNGDLIPDI 

FGITNESNQPQILLGGD/CYHGI 

QH*PLQVKCEFHI/PHAFIDLTE 

DFTADLFGATLNGTtstFQFEI 

WENLDGNFSVSTILEKPQNMM 

VVGQSAFADFDGDGHMGSFTC 

QGCGR*K/CAKRVPSYLVRSGM 

KQWVPVLQDFSNKGTLWGFVP 

FVDEQQPTEIPIPITLHIGDYNM 

DGYPDALVILKNTSGSNQQAFL 

LENVPCNNASCEEARRMFKVY 

WGADRPKSN/SKGAMVATFFDI 

YEDGILDIVVLSKGYTKNDFAI 

HTLKNNFEADAYFVKVIVLSGL 

S\SNDCPRKITPFGVNQPGTLYH 

VYNCRCKWVSEKWIRWPNSAQ 

SAHLALQLPYNVLGFRVGSANF 

LDHLVSLG I PRPSWRK I F YG KQE 

WTAIIPNSQLIWIPYPHNVPPKL 

O VFNC1LY 1 KL1LFWLTAIALIR 

C/^vO I A 1X111/1 irri /■*> nr^is i/ * n 

CLCrQbLAINWHFTLGREKlCAG 
WIEEKRTRKAHRFPFWMAMW 


18671 


49039 


A 


18780 


1 


966 




18672 


49040 


A 


18781 


1 


1035 

i 

1 
( 
] 

I 


RPPFPVPGVQKCPLPTRGGLHIG 

RWLRDRAGPPEAQDGTGGRSR 

SRRRPPALPNSRPSPVASGREM 

VVLSVPAEVTWILLD!\EGTTTUP 

IAFVKG/DILFPYIERKMLKAEYL 

QTHW\EEEEFQ\QDVSLFEGNK 

A\EED A H L DG\A VPIPG KH LG 1 G 

V\DD\LQQMI\QAVVDNVCWQM 

S L D RKTTAL K\QLQG H\M WRA A 

FTAGRMKVAEFFADVVPA\VR\K 

WREAG\MKVYIYSSGSVEAQKL 

LFGHSTEGDILELVXDGHRDTKI 

3HKRRRVKVTRK\IADSIGCST\ 

MKHFVFWTDVTSRRASAGLRE 

\gcctlavv\vrpg\naginr*l 
u:tyyslitsfqwnyylpsst 
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|SEQ ID 
NO: 



SEQ ID NO: 
of peptide 
sequenct 



Mel 
hod 



SEQ ID NO: 
in USSN 
09/540,217 



Nucleotide 
location of first 
codon for peptide 
sequence 



Nucleotide location of last 
codon for last amino acid 
of peptide sequence 



Amino acid sequence ( X=Unknown, 
=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 



fl8673 49041 



18782 II 



528 



|DNELLDYEDDEVETAAGGSMS/| 
EAPAKKDVKGSYFSIHSSGFRD 
|FLLKPELLRA1VDCGFEH\PSEV\ I 
|QHEC1PQAILGMDFLCQAKSGm| 
GKTAVFVLATLQQLEPVTGQV 
SVLVMCHTRELAFQTR*KTRPF | 

wnvtvcpsg edtrvg vketll 
Ipppltaptpwlpsfasppllnph 



118674 49042 



A 18783 



207 



309 



[18675 49043 



A 18784 



85 



348 



I PPHSALLPFPTPFLPPSQLE1 FV D 
I DETKLTLHG LQQ Y Y VKLKDN E | 
KNRKLFDLLDVLEFNQVS*TSS 
1 RGMSIG ALQL*QKPG Y » VHF Y 



18676 49044 



18785 



930 



ICCCRHTRSPCLVMAENDVDNE 
LLD YEDDEVETAAGGDG AEAP 
AKKDVKGSYV\SIHSSGFRDFLL| 
KPELLRAI VDCGFEHPSEVQH E 
|C1PQA1LGM\DVLCQAKSGSGERJ 
QAVF\VLATLQHLEPV\TGQGV 
CAG*CCHTRELAFQ1SKEYERFS| 
KYMPNVKVAVFF\GGLSIKKDE 
EVLKKNCPAYPSVGTPGRJLA\L 
ARNKSLNLKHIKHFILDECDKM | 
L\EQLDM\RRD VQE/IFFRMTPH 
J EKQVMVMFS ATLSK.E1 RP VCRK 
FMQDVNTLLPSLPPLPARCLLPFl 
LALFLRLPCHSSAKKA AC AQLgI 



H8677 49045 



A 1 18786 96 



1618 



|LFTPCFHLFCENPSRSPFPSSPAG| 
PVMAENDVDNE\LLDYER*MR 
wetaaggdg AEAPAKUCDVKG I 
syvs/lshssgfrdfl\lkpellr I 

AIWDXCGFEHPSEVQHECIPQAI 
LG\M\DVLCQGKSG\MGKTAVF 
VLATLQQLEPVTGQVSVLVMC 
HTRELAFQISKEVYERFSKYMPN I 
VKVAVFF\GGLSIKKDEEVLK/R 
RNCPHI\VVG\TPGRJLS/LWVRN 
KSLNLKHIKHFILDECDKMLEQ [ 
LDMRRDVQEIFRMTPHEKQVX 
MMFQCYLGAKEIRPVCRKFVM 
QDPMEIFR/VDDETKLTLHGLQ 
Q\YY\VKLKDN\EKN\RKLFDLL 
DVLEFNXQV VI FVKSVQ\RCI AL 
I A PA Y * WEQN FP A\l A IVHRGD AP 
RKERLS\R*SSSFKDFPTNEIL1G 
YPTLFGRRHGTSEAGETIAF*FM| 
NMP*G1LKTLPCHRWGPEQGRF| 
|GHPRGL\A1TFVSDEE*LPRSCD 
DVQGSALRVKFSELPDEIGHLP 
PTLEQDTGRRLAHFGNVDRLFL1 



[18678 49046 



A 18787 1 



363 



WO 01/075067 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las) 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


18679 


49047 


A 


18788 


78 


714 


GTTEGKRQEAVGYLCVLPLTTL 

PLVTRLPPQVADTMLPPMALPS 

VSWMLLSCLILLCQVQG\EETQ 

KELPSPR1SCPKGSKAYGSPCYA 

LFLSPKSWN\DADLAC\QKRPSE 

KLVSVLSGAEGSFASLLAXRSIS 

NSYSYIWIGLAHDPKKG\SEPDG 

UKj qVyoo IL/VMlNirA WtKlNro 

TILNPGHCGSLSRSTGFLKWKD 

I 1N\^ L/A\ rvvL^r I V \_,I\.r rsJLJ 


18680 


49048- " 


A' ; 


18789 


52 " • ' • - ' 


186 


QSEVHHGIISYTTGQGENLSEPI 
WKSWQRSQDL*QENHPEIYSLT 


18681 


49049 


A 


18790 


666 


2732 


KQLIKMCYFILLLLILSSHIGKD 
KA1DKNGILVQYWQE*KLVEPF 

* KA 1 WPPCMETLNVDTPFPQP V 

ci fiivpxip*k r i cv/rpvp+ADw 
vJLAj! i rlNJt JSJj&K/v^rl^r ArlvV 

GWIK*ILF 


18682 


49050 


A 


18791 


112 


340 




18683 


49051 


A 


18792 


3 


323 


LSSLASMSFTTCSAFTNYWSPG 
SVQVPSYGTQPVSHAASVYAG 

LuU ou oKJ o V o H \o r IV1 Pi\j Kj L AU 

MGGIQNEKETMQSLRDRLASY 
LDRVRGLETENWKLESKIQEH 


18684 


49052 


A 


18793 


1 


994 


APSYRA/RLVRSVASVYAGPGS 

SGSRISMSRSTSFQGGLGSRSM 

AA/GMAGGLAGMGGIQNEKET 

MQSLNDRLASYLDRVRSLEMG 

NWKLESKIWEHLEKKGPQVRD 

WGHYFKTIEEDLTQIFTSTVDN 

TCIILQIDNAHLAADDFRVKYE 

TEPATCQSVENDIHGLHKVIDD 

TS VTQLQLETEIE A L\KE A LLFIA 

KKNHEEES/WRHTVQALEIDLD 

WMKNLEASLENSLK/EGVEAC 

YTLQMEQLNGILLHLESELAQT 

WAEGQGQAQEYQALPNIKVKL 

papiatvpdi i Pnnpr^PKipnr* a 

pttslI r\TV \n 
V Vofc 1 NLJ 1 KVL 


18685 


49053 


A 


18794 


3 


377 




18686 


49054 


B 


18795 


54 


136 




18687 


49055 


A 


18796 


149 


419 | 



2324 
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SEQ ID 


SEQ II) NO: 


Mel 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Un known, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 






codon for peptide 
sequence 


of peptide sequence 


deletion, \=posstble nucleotide insertion) 


18688 


49056 


A 


18797 


83 


1402 


AEKAGGKKGEAPSYRA/RLVRS 

VASVYAGPGSSGSRJSMSRSTSF 

QGGLGSRSMAA/GMAGGLAG 

MGGIQNEKETMQSLNDRLASY 

LDRVRSLEMGNWKLESKJWEH 

LEKKGPQVRDWGHYFKT1EED 

LTQIFTSTVDNTCIILQIDNAHL 

AADDFRVKYETEPATCQSVEN 

DIHGLHKVIDDTSVTQLQLETEI 

EAL\KEALLFL\KKNHGEEIKGL 














SRRQIASSGVDPWRVDAPKSSG 

PSPKIMGRHPGPKYDELVARKR 

TREE\LAKYSSQ\QI EEST/TQLV 

TNTSLL/GGLELAETNLHRS*TY 

KSRSLEDSTLDSIEKS*KAQAW 

KKQPLKGSWKAPLRPLPDWSK 

LQTGILACTFESRAGNKTRARG 

TSAPGPQEL*GPLLKHQKVKAG 

GLRSPTLPARLLEDAEAL*SLV 

DPLDSKQLPCNT1QKTTTPPG*V 


18689 


49057 


C 


18798 


140 


283 




18690 


49058 


A 


18799 


2 


783 


VVQFARREKPSSSKVSQRHPCT 

EAVREVLHG\NQRKSPQRSWET 

VELQISLKNYDPQEGQSAFSGT 

RQALSPLPRP\KFSCVCPGGTQQ 

H\CDEA\KARGISPPHGTFEGA* 

KNLNKE*KNWSKKAGPRKY*L 

RFFGPQKSLDQSKIPPNPSGPGF 

K*RAGK\FPFPWFTHN\ENMGG 

PKLDEGEVPPIQVFQMKERCLC 

L\AVAV\GHV\KMTD\DELVYNI 

HLGCQLSWVSLLKEKNW\QNV\ 

RALYIKSTHGQSPKRLIFKAHFE 


18691 


49059 


C 


18800 


239 


555 





WO 01/075067 
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SEQID 


SKQ II) NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


or peptide 


hod 


in USSN 


location of first 


cod on for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \= possible nucleotide insertion) 


18692 


49060 


A 


18801 


401 


3014 


TRASSTMSKSFQQSSLSRDSQG 

HGRDLSAAG1GLLAAATQSLSM 

PASLGRMNQGTARLASLMNLG 

MSSLLNQQGAHSALSSASTSSH 

NSQSIFNIGSRGPLPLSSQHRGD 

ADQASNMLASFGLSARDSDELS 

RYPSDTITPENLRPILLQLKRRR 

1 ilcO r 1 Y UKUu KoA 1 KJLrr Y 

RVPRDDWEEKRHFRRDSFDDR 
GPSLNPVLDYDHGSRSQESGYY 












i 


DRMDYEDDRLRDGERCRDDSF 

FGETSHNYHKFDSEYERMGRG 

PGPLQERSLFEKKRGAPPSSNIE 

DFHGLLPKGYPHLCSICDLPVH 

SNKEWSQHINGASHSRRCQLLL 

E1YPEWNPDNDTGHTMGDPFM 

LQQSTNPAPGILGPPPPSFHLGG 

PAVGPRGNLGAGNGNLQGPRH 

MQKGRVETSRWVXHIMGFSTE 

GKTLRYQLLQLVEPFGVHFKFI 

*FLNKNLLRAF1EMATTE\DCFK 

AAV\DYYTTTPA\LVF\GKPVRV 

HLSQKYKRIKJCPEGKPDQKFDQ 

KQELGRVIHLSNLPHSGYSDSA 

VLKL AEP YGKI KN Y ILMRMKS 

QAFIEMETREDAMAMVD\HCL 

KKALWFQGRCVKVDLSEKYK 

KLVLRJPNRGIDLLKKDKSRKR 

SYSPDGKESPSDKKSKTDGSQE 

A F R STVFG K FOF FK *sG F DTi F K H 

TKDDQTEQEPNMLLESEDELLV 
DEEEAAALIAESGQFSGETSTDL 


18693 


49061 


A 


18802 


3 


1013 


NCRAAWRAKLEGCLSLRRNAC 

QCFLIWTQTPDREQSYSLDQLP 

REVLNQEEKSISIWDIYLHLEM 

GNGLSDQTSILSNLPSFQSFHIVl 

\LGLDCAWKRQLSYTRLQFQLN 

L*NT\VPYPKGFNTEKI*/RVTLG 

NSKTV\TFHF\WDVGGQEKLRP 

L WKS YTRCTDG I VF V V DS VDV 

ERMEEAKTELHKITRISANRGV 

PVLIVAN\KQDLRNSLSLS\EIEK 

LLAMGELSSSTPWHLQPTCAIIG 

DG LKEGLEKL\HDM l\l KRRKML 

RPTRKRKDEYQFPNIICVGVGF 

LWoUr UrvNKKVo 1 AO VLLoArr 

WJVILLKJLCr Vcl^r KLr 1 RVALW 

KMSKCSAS 


18694 


49062 


A 


1 OOUJ 


*> 
.> 


l ifti 

1 1 Uj 




18695 


49063 


B 


18804 


34 


734 




18696 


49064 


A 


18805 


1 


1741 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Dnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18697 


49065 


A 


18806 


6460 


6635 


RTSTERSHLKTRYQRTSCSSNR* 
LNSSSSKTSFRCSLTTSLFWRHT 
IFNMLLINRRLL 


18698 


49066 


A 


18807 


5567 


5853 


1GILEA*LLRNLPNDSIKALVDA 

♦YKSLLSAVERCSFMVLFGEPM 

NKPPLAILRJQSGVNRPPVISIM 

AL1GPLVTPSASTYSGVTNADLS 

SATK 


18699 


49067 


A 


18808 


664 

■ — . 


992 


SCADJHGYHRGNSSNNDSNLIP 
KQTNRDCLNNGHQNHSCNG/D 
* PQPQR* *QLTLQN LMQHQ* KQ 
QYPLPQHQQQE*RTR 


18700 


49068 


A 


18809 




1698 




18701 


49069 


B 


18810 


227 


883 




18702 


49070 


A 


18811 


180 


373 


PDTLRS1LPMLLEQLFCRTFGLL 
SP* * RDTSLH LGHKTEQHT* LV 
MG S WF YLL ASQQPRCC Y AC 


18703 


49071 


A 


18812 


495 


701 




18704 


49072 


A 


18813 


138 


418 


AYRLLLCLVYSEGFYMHLEFQ 

NRLYHQLVF*GRLWHFW\KSIK 

RFSIY*FFWYRW*YICKLNKGR 

LQDV1GV1NT*CHFLS*GLH*TIP 

GIHRL 


18705 


49073 


c 


18814 


62 


175 




18706 


49074 


A 


18815 


644 


828 




18707 


49075 


A 


18816 


1 


1107 




18708 


49076 


B 


18817 


84 


342 




18709 


49077 


A 


18818 


3 


1399 




18710 


49078 


B 


18819 


1 


1377 




18711 


49079 


A 


18820 


1 


546 




18712 


49080 


A 


18821 


855 


1099 


VTLYSEYQHPSVREYGLYLTSH 
RIEPLECVHRTL*PVLLSMQPSV 
LEYYEQQGYEAEY*LQEECHH 
QRTSSL*DLLKQLLQ 


18713 


49081 


A 


18822 


1 


1680 




18714 


49082 


A 


18823 


1 


3951 




18715 


49083 


A 


18824 


2 


6446 




18716 


49084 


A 


18825 


2497 


21785 


SSPYPFTKQSSTNNFVFDGNELF 

NSRDRLSQRLFYILQSSVHLINR 

Q/LEGYVQHHLNLAEI*HHGLG 

KDAY1AAMYNNDDGATFQMEI 

GGIHTNAALAAGDKLQC1WRY 

LDVNGNAPAAENEFEVVSYEG 

FGTSN FS VKCKG MLPG KPIGCD 

AFYGKYLQTDGP1KQVDSVKW 

FTNLTVSGSGRKQLGQRKYPQ 

VVMGMGMTSGFDDGYNLTPE 

RQVKMAYGLGYRDWWTTYIG 

MSHYWKGLTAFQDKETGELI 


18717 


49085 


A 


18826 


31 


479 





WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
co<lon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


18718 


49086 


A 


18827 


255 


1002 

i 


SQFSLSQVLVDSAEEGSLAAAA 

ELAAQKREQRLRKFRELHLMR 

NEARKLHHQEVVEEDKRLKLP 

ANWEAKKARLEWELKEEEKK 

KECAARGEDYEKVKLLEISAED 

AERWERKKKRKNPDLGBSDY 

AAAQLRQYHPV*PKQIKP\DME 

TY\ERLREKHGVEEFFPTSNSLLH 

G\TH V AFHRGKFDR V V LRSG KN 

nPPW D P^/V C* A DDPOVXfnn A Pkl 

nwiMPP m a nPxiVK' a pp Pv\r:i^ 

U\ I IINCKINAl^rNISJW\CiVr I \VJix 
VTA PtfONJI PPr.TAV 


18719 


49087 


C 


18828 


91 






18720 


49088 


A 


18829 


3 


212 




18721 


49089 


A 


18830 


88 


239 




18722 


49090 


A 


18831 


865 


1898 


QQQQQQQHRRYPRRRSPRAWC 

SHPRSPLLFLPSLAPWPDQLTEE 

QIAEFKEAFSLFDKDG\DGTITT 

KEL\GTVM\RSLGQEPNKKLEL\ 

QDMINESGMLMGVNGTHLTFPR 

IF*LMMARKMKDTDSEEGN/LR 

EAFRV\FAKDGNGYISAAELR\H 

VMTNLGEKTTRF/KKVDEMIRE 

A\DIDGDGQVNYEEFVQMMTG 

KMEDLTFQLPFSPPLEESNWNL 

LLTFLQKKEKKKKVHLFHSCFL 

YS KTECQK YLL VHTHQN LH VL 

VGGPCPLKDQATHQFYN1NTCT 

ASFFHACSFDDWSTSQGLWYL 
KLENGKNQISKPIPNGVLVHFV 


18723 


49091 


A 


18832 


1 


330 


WVVLKNCVGVGLLIAT*MWFI 

SNKYLVQRQSRDYDVEWGYAF 

nvm xiapvpi i vii uFir\i pprvr 
U VrlLINAr Y rLLV lUnrlv^LrrliN 

PLPFLKNTVILLYPFAPLILLYGL 

SLALGWNFTHTLCSFYKYRVK 


18724 


49092 


A 


18833 


1 


534 


VPSNSVNSLVQGNGVLNSRDA 
ARH/TAG A KRYKYLRRLFRFRQ 
MDFEFAAWQMLYLFTSPQRVY 
RN FH YRKQTKDQ WARDDPAFL 
VLLS1WLCVSTIGFGFVLDMGF 
FETIKLLLWVVLIDCVGVGLLIA 

n MAXAuri4Fu/i f i^nvn ? VPPAP 
I L-ivi/ w rlv^nr WNKyv i rrAr 

fill Yfil <il Al fiWNFTHTLC^F 
YKYRVK 


18725 


49093 


C 


18834 


295 


570 





2328 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Uoknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


18726 


49094 


A 


18835 


418 


1567 


SFTLKNCVLQRVSS1LPSNTAEV 

DFPSWTTQSDWQQTRAQVLLQ 

ARARAALRLVLIILRHDGASPP 

MRTRLSPTATLATGSGASEAPV 

SGDRKPAATTSGGPRRKMLPST 

SVNSLVQGNGVLNSRDAARHT 

AGAKRYKYLRNRLFRFRQMDFE 

F A A WQ\M L YLLATSP* R VY RN F 

H\YRKQTKDQWAR\DDPAFLGF 

PFKYSGFCVSTIGFG\FVLDMG\ 

FFETIKLLLWVGLID\CVGVGLL 

\IATL\MW\FISNKYLVICRQS\RD 

YDVEWGYAF\DVHLNAFYPLL 

VILHFIQLFFINHVNLTDTRIGY 

LVGNTL\WL\VAVGYYILR*LSL 

GYSVGLLFFSS1AHF*KNT\VILL 

YPFA/PL* FLPPTG FPLALG WNF 

THTLCSFYKYRVK 


18727 


49095 


A 


18836 


1 


888 


MPGLLLLRGSQNLKQQAEILCG 

LGLALVISAVKPLSKKFMLPNP 

TSMKPESDGIYS1NLKRTWEKL 

LLAGHAIVVIENSADVSVISSRN 

TGQKAMLKFAAATGATPIAGH 

FTPGTF/TNQIQAAYWEPRLLV 

VSDPRADHQSLTEASCVNPPAI 

ALCNTDSPLCrWDlAITCNNKG 

APS VGQM W* M L A WE VLH M RG 

TISCN/SPWEVMSNLYFYRDPEE 

TEKEEQAAAEKAVTKKEFQGK 

WTVSAPEFTVTQPEVADWSEG 

MQICNLGKAQQGQLSSDAEDD 

FWSLESLDGYSHTVTFR 


18728 


49096 


A 


18837 


74 


848 


RE1FINVRSLLMACFVKEEDVL 

KFL AARN P/H VGGTNLDFQM E 

QYIY1RKSDGIYIIRLKRTWEICL 

LLAARAIVAIENPADVSVISSRN 

TGQRAVLKFAAATGATPIAGRF 

TPGTFTNQ1QAAFRE\PRLLVVT\ 

DPRADHQPLTEASYVNLPTIAL 

CNTDSPLRYVD1AIPCNNKGAH 

SVGLMWWMLAREVLRMRGTI 

SREHPWEVMPDLYFYRDPEEIE 

KEEQAAAEKAVTKEEFQGEWT 

APAPEFTATQPEVADWSEG 


18729 


49097 


A 


18838 


72 


528 


DEACGVCCYSPGASPMPP*GRT 

RKEGRTAGKVRPKERPKTPVNX 

KSGGQGPKRKNWSKRQKFRDK 

L\NN\LVLFDKA\TYDKLCK£VP 

MYKLITPSLWSPERLAKIRGSLA 

KGKPFQEAP*VKGL1/RNLVSKH 

RAPSNFTPGNYQGWEDAPSLL 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


18730 


49098 


B 


18839 


6 


125 




18731 


49099 


B 


18840 


249 


291 




18732 


49100 


A 


18841 


128 


669 


RPGHAQTLGSPSLALGMAGQF 

RSYVWDPLLILSQIVLMQTVYY 

GSLGLWLAWVDGLLRISPSLD 

QMFDAEILGFS/TPFQGRLSMM 

SFILNALTCALGFAVJSSGEEKQ 

CLDFT VT VH FFH L LG LLG SN SS 

PFSPSGG*TLVGLGPKPVVALH 

SLAVIGEYLCMRTELKEIPLNSA 


18733' 


49101 


A 


18842 


1 


818 


MAELTVMRFHTEPQOSEGLRLP 

RISGSKPKQMHVTWLEPLENGI 

CNGNTGNAQLLIPPGVIFHKYP 

SHYVTAMLKSLKWPPLQTELTS 

SSGQALWGLVGGGSPHRQAST 

EKLFSEKVPKTAENFPCSELSCF 

HGENGFGL*GVPCFHRLFPRVY 

AVRGGDFHTA1NGT\GGKSHPM 

GKKFEG*ETSSLKHTG\PGDLVP 

WQNAGPXNTNGSPVFLTSCTAQ 

ELSGLDGKPCGVLAKVKE\GM 

N 1 V E AMERXFG SR\NG KTS KK 1 TI 

A\DCGTTPNKV 


18734 


49102 


A 


18843 


4 


454 




18735 


49103 


A 


18844 


1 


978 


MRWACDFTKLLSSTWTLIQYPE 

NAMIIARWALLADCPEKTKAL 

RTTEDG 1 VD A AN FEQFLQERI K 

VNGKVGNLGGGVVTIEKSKSKI 

TVTSKG\PFNSM*I*GSASSFVEK 

KRLLEF*KLLSSTWTLIQYPENA 

MIIARWALLADCPEKTKALRTT 

EDGIVDAANFEQFLQER1KVNG 

KVGNLGGGVVTIEKSKSKITVT 

SKGHFQFYVNLR1SFLICGKEKA 

VGILEEIVLNLLIIFSSIDILTVKG 

TCSGCERGFFLE1YDEVEDSSYD 

NHLKDDDPKREGPGAEQALST 

PPCCPLEKRPINDQTLIISWSGST 

NVIEEAGRHSVVQEGWGALGV 

LRTTLPSLPQ1TGGAGFVGSHLT 

DKLMMDGHEVTVVDNFFTGR 

K.KJN Vtlrl WlOnciNr c-L-iiNrtL/V VJc 

PLY I EGRAENQLSHTVPG P V DL 
SDR1VNGYFLSL 



WO 01/075067 
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SfcQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, V=possiblc nucleotide insertion) 


18736 


49104 


A 


18845 


167 


1440 


RDIWLSASAAAMVPVRKLV/AE 

GGQKTKQ VLRFTLGCTH PI EDG 

11DAANFEQFLQERIKVNGKVG 

NLGGGVVTIEKSKSKITVTSKG\ 

PFNSM*l*GSASSFVEKKRLLEF 

* KA EM LS S KN WN KTRMPTFTTL 

TQVAPNPITGYTSKGKKISTLKR 

YLAFCLRCCHGAREKACGEGG 

QKTKQ VLRFTLGCTH PI EDG 1 1 D 

AANFEQFLQER1KVNGKVGNL 














GGG VVTIEKSKSKITVTSKG H F 

QFYVNLRJSFL1CGKEKAVGILE 

EIVLNLLI1FSSIDILTVKGTCSSC 

ERGFFLEICDEVEDSSYDNHLK 

DEDPKREECRKRDAYAPLKDQ 

GNAEKRRHNVRKSWPLLSAKL 

LKIRTNLTGTEEAELHANHIQQ 

VP1KCLSYKLTERKNGTQKHLH 

YALILHVKCDRRETSKFTKFYG 

THPLTALFVPRAWDGPPSALPE 

SELAVFLVAYEGNTLLHLFLSG 

AEQRGNSSLKERAGRARFSHQR 

KLNEQTIPPDNLTKSSVDLQSSF 

SAVHPNSQPTVWVDMPAHPLS 

QYLVPARKTVLPIWYGNSCPD 

VIFGSLSDSKLSEGKEFALPLKF 


18737 


49105 


C 


18846 


713 


831 




18738 


49106 


A 


18847 


2 


303 




18739 


49107 


A 


18848 


97 


233 


RTVTCYHRNSRACHPQQITSCP 
*HRALPCLPLWSPKCPSRWPWF 
G 


18740 


49108 


A 


18849 


229 


359 


MKWVYCSVTGMGKGQHRMPV 
SKG*GWVQRYNRDGIPSPRVLE 
LF 



WO 01/075067 
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SEQ1D 

NO: 


SKQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


18741 


49109 


A 


18850 


1 


1185 


MSTIDDPRLQGRRMCLMLRGT 

PEQKALVJGGEACMWGEYVDN 

TNLVPRLWLCPPSTQDLANEGI 

REMT1 LHRH I PDRG KG V M RSCS 

FRTPRPFTLACGPEKSLMDPQS 

QSNSEGASSSLVVKLADTDRER 

ALRRMQQMAGHLGAFHPAPLP 

LGACGAYTTAILQHQAALLAA 

AQGPGLGPVAAVAAQMQHVA 

AFSLVAAPLLPAAAANSPPGSG 

PGTLPGLP'APIGVNGFGPLTPQT 

NGQP\APTRST1TGSPLI/SGWSQ 

SRPI LR 1 M K Y A EQRJ PTLN E YC V 

VCDEQHVFQNGSMLKIQPDTII 

QVWREDIPVNYMKELELVTKA 

GFRALLSAPWYLNRISYGPDW 

v r\trvi\/CDi crcnTDcrii/ a i \i\r* 
r\.L>r ilVtrLortu 1 rcVJrvAL,VIO 

C\ C A f^Hyfll/nCVA/rYKITTKIl \/DD I \\t 

AHRIOl 


18742 


49110 


A 


18851 


231 


416 




18743 


49111 


B 


18852 


184 


594 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X-llnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


18744 


49112 


A 


18853 


247 


2296 


PVYLS1FMSCVGENGGSHIENW 

HSI LRNGLVNASYTK.LQDIKGQ 

FWNDDDSEGDNESEEFLYGVQ 

GSCAADLYRHPQLDADIEAVK 

E1YSENSVSIREYGTIDDVDIAL 

H INMSFLADEEVSTA W\K V LRTE 

P\IVLRLRFF\LSQYLDGPDPS\IE 

VFQPSNKEGFGLGLQLKKILGM 

FTSQQWKHUSNDFLKTQQEKR 

HSWFK\ASG\TIKKFRAG\LQHSF 

SPIPKS\PSFPYS*<J\DSMAGKGK 

LGVXPELRVGRLMNRSISCTMK 

NPK.VEVFGYPPSPQAGLLCPQH 

VGLPPPARTSPLVSGHCKNIPTL 

EYGFLVQIMKYAEQVRIPTLNEY 

CVVCDEQHVFQNGSMLKPAVC 

TRELCVFSFYTLGWMSGAAEE 

VATGAEVVDLLVAMCRAALES 

PRKSIIFEPYPSVVDPTDPKTLAF 

NP\KKKNYE\RLQKAL\DSVMSI\ 

REMTQGSVYLEIKKQMDKVWIP 

L\AHPLLQWI1SSN\RSHIVKLPL 

SRQLKFMHTSHQFLLLSSPPAK 

EARFRTAKKLYGSTFAFHGSH1 

E\N WXHSIL/RGNGLVQWHSYTK 

LQLHGAAYGKGIYLSPISSISFG 

YSG MG KGQHRMPSKDEL VQR 

YNRMNTIPQTRS1QS\RFLQSRN 

LNCI\ALC\EVITSKDLQK\HGEH 

LGCCPVFRPMSCTRFLPL*YED 

G\QVGDAQH Yl PHGPQRVHERE 


18745 


49113 


C 


18854 


122 


486 




18746 


49114 


A 


18855 


1 


535 


KNAAGNFISPT/ERLSPNAWKTI 

TDIVLNGTAFVTFLSITTIYAET 

GSGFVVPSASAKAGVEAMSKS 

LAAEWGKYGMRFNVIQPGP1K 

TKGAFSRLDPTGTFEKEMIGRIP 

CGRLGTVEELANLAAFLCSDY 

ASWINGAVIKFDGGEEVLISGEF 

NDLRK VTKEQWDTIEELI RKTK 


18747 


49115 


A 


18856 


3 


356 




18748 


49116 


A 


18857 


1 


1581 





2333 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of lasl 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, V=possihle nucleotide insertion) 


18749 


49117 


A 

it*, y 


18858 


2 


1242 


RRLGPSPRPI PRRPRQRFQPREL 

CSFCPAPCGPTACGGFRPEFWRI 

NMKLPAKVFFTLGSRLPCGLAP 

RRFFSYGTKILYQNTEALQSKFF 

SPLQKAMLPPNSFQGKVAF1TG 

GGTGLGK\GMTTLLSSLGAQCV 

1ASRK\MDVLKATAEQISFSNW 

EIK VH A IQC D VRDPDM VQNTV 

SEL1KVAGHPNIVINNAAGNF1S 

PTERLSP*CWKNQ/ITNIV*NGT 

AFVTLEMGKHLIKAQKGAAFLA 

SITT\IYA\ETGSGFCRYPSASAQ 

SRVWEAHGASLLQLEWG*NM 

GLRIPIVDSNQGPIKTK\GALYPS 

GPPTGTFGEKKMIGQKFPCGSP 

WGLVEELRKSLPAF\LCSDYA\S 

W\INGAVIKFD\GGEEVLI\SGDF\ 

NDLRKVTVKEQWDTIEELIRKT 

KRFLRPLWPSSWLQKRE 


18750 


49118 


A 


18859 


8 


432 


NSKLPPVVTSQQMRFMY/DPQT 

DQHMKI\FPEQLPLDEFLQKTDP 

KDPANYILHAVLVHSGDNHGG 

HYVVYLNPKGDGKWCKFDDD 

VVSRCTKEEA1EHNYGGHDDD 

LSVRHCTNAYMLVY1RESKLSE 

VLQAVTDHD1PQQL 


18751 


49119 


A 


18860 


1 


211 




18752 


49120 


A 


18861 


1 


242 




18753 


49121 


A 


18862 


3 


733 


LVHSRDNHGRHYVVYLNPKGD 

G K WCKFDDDVVS/QL VERL* EE 

KRINAQKVDR\RQEVHLYMQA 

QVASEDQFCGHQGNDMYDEE 

KVKYTVFKVLKNSSLAEFVQN 

LSQ1MEFPQDQIQLWPMQARSN 

GTKRPAMLDNEADGNKAMIEV 

SDNENSWTIFLETVDLELAASG 

VTLPKFDKAHDVMFFLKMYDP 

KMRSLNYCGHIYTP1SCE1RDLL 

PVMCNRAGFIQDTSLILYEEVK 

LNLTERJQD 


18754 


49122 


A 


18863 


261 


659 


KHLFYLF1T*EITLYPDKHGCVR 

DLLEECKKAVELGEKASGKLR 

LLE1VSYKIIGVHQEDELLECLS 

PATSRTFRIEEIPLDLLEECKKA 

VELGEKASGKLRLLEIVSYKIIG 

VHQEDELLECLSPATSRTFR 


18755 


49123 


A 


18864 


107 


407 


CVFFA DTSWRSEATFQFTVERF 
SRLSESVLSPPCFVRNLPWKIM 
VMPRFYPDRPHQK\SVGFFLQR 
NAESDSTEDSLNDATTNPHIVA 
FHYWKPNLNSLV . 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
'-Slop codon, /^possible nucleotide 
deletion, \— possible nucleotide insertion) 


18756 

■ , 


49124 


A 


18865 

. -' 


2 

-- - .. 


3698 


YVRVSLPPPPPAAGRPGAAVAD 

DAREEEEEAAPPPPPPPPPRLAA 

ARPPGSQPRPPAAGEAQAAAD 

MNHQQQQQQQKAGEQQLSEPE 

DMEMEAGDTDDPPR1TQNPVIM 

GN VALSDGHNTAEEDM EDDTS 

WRSEATFQFTVERFSRLSESVLS 

PPCFVRNLPWKIMVMPRFYPDR 

PHQK\SVGFFLQ\CNAESDSTSW 

SCHAQAVLK1INYRDDEKSFSR 

RJSHLFFHKENDWGFSNFMAW 

SEVTDPEKGFI DDD 


18757 


49125 


A 


18866 


16 


450 




18758 


49126 


A 


18867 


3 


26 


QSGHSMDMRVPAQLLGLLLLR 

LRGARCDIQMTQSPSSLSASVG 

DRVTITCRASLDISRWLAWFQL 

KPG\EVPKLL1YAASTLQSGVPS 

RFSGSGSGTDFTLT1SSLQSEDIA 

MYYCQQYNNW/SSAPYTFGPNG 

TKVEIKTKLWAAVPSVLHLPGPS 

DEAVENLGTAFCLCALLEKTSN 

PQSRPKSTSGRVDXNALPNGGK 

LPQGECSQKQD*TAWT 


18759 


49127 


A 


18868 




694 




18760 


49128 


A 


18869 


47 


1712 


FPTK.MAAVGRVGSFGSSPPGLS 

STYTGGPLGNEIASGNGGAAAG 

DDEDGQNLWSCILSEVSTRSR\S 

KLPAG*N VLLLGEDGAGKTSLI 

RKIQGIEEYKKGRGLEYLYLVN 

VHE*MTGNDQTRCN\VW1LDG 

DLYHKGLLKFSLDAVSLKDTL 

VMLVVDMSKPWTALDSLQKW 

ASVVREHVDKLKIPPEEMKQM 

EQKLIREFXQEYVERGEDFPASP 

QRR1MTASQEDKDDSVVLPLGA 

DTLTHNLG1PVLVVCTKCDAIS 

VLEKEHDYRDEHFDFFQSHIRK 

FCLRYG A AL1 YTS V KENKN IDL 

VYKYIVQKLYGFPYKIPAVVVE 

KDA VFI PAG W\DNDKKIG\I LH\E 

NFQTFKRQEDNFWKDIITKPPV 

RKFVHEKEIMAEDD\QVFLMKV 

\QSLLSKSKPP/TTEAG RPVDA\S 

PKESQGGSPPNTKIESVSS*CCQ 

ACHPIPCWGQKKIDPNMESWE 

LTSGRAFLGKFSFNSFV*VKRJL 

GSPRRPLVVSGG*PCRVGLGGG 

\SSG\LPP\STKKVQAYKPV\LDV\ 

HAELDRI\TR*PV\TVS\PTTPTS\P 
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SEQ m 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ 11) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18761 


49129 


A 


18870 


3 


885 


LVCLVRELLGPRRFFLKVFFLPT 

FPGWPAPVLTATLPFFHPEGRL 

YQVE\YAFKA\1*PGGPLPSLAV 

RG K\D W A VI VYTQKKST* PNYL 

DSS\TVTSLFPR*LKNIW\CVMT 

GMTS*PADSQV\QRAR\YEA\AN 

WKIQSMGYE1PVD\MLCKKNCP 

IFLQVYHTEMLKMKASLRQCM 

IFNWV1DEEQGPSRY1RC\DPA\G 

YYCGV*KPTASGS*TKLRSTGF 

LEKKKCICKKFD\WTF*TRQWET 

A1VT1 PCI TVPIOI DFKTFOF1FV 

GVVTVFNPKF\RII TVFAFIDAOI 

VAP^KRRD 


18762 


49130 


A 


18871 


1 


471 




18763 


49131 


A 


18872 


1 


1524 




18764 


49132 


A 


18873 


2 


719 


RPQRAGPVRRAGVMALLDLAL 

EGMAVFGFVLFLVLWLMHFM 

AI1YTRLHLNKKATDKQPYSKL 

PGVSLLKPLKGVDPNLINNLET 

FFELDYPKPLFFSVAPMKRJEKT 

QM**P*CSTY*YEVLLCVQDHD 

DPAIDVCKKLLGKYPNVDARLF 

1GGKKVGINPKINNLMPGYEVA 

KYHI TWir , D ( iniRr;TMFMPM^I 
IV I LsL/l W lv_,L/>3vJ 1 rvvj J IVIOlVIr lvloL> 

LJ\^kj i i/rii v i\L/r i I rviN i n vj l//a l_/vj 

oh i vi HnFYono^npicr<ii in a 


18765 


49133 


A 


18874 


200 


370 




18766 


49134 


B 


18875 


323 


448 




18767 


49135 


A 


18876 


2 


421 


FVGPGPGDPPPSETHKLVVVGG 
GGVGKSALT1QFIQ/1LDTAGQE 
EFG AM REQ YMRAGHG FLL VF A 
INDRQSFNEVGKLFTQ1LRVKD 
RDDFPVV1 VGNKADI F^OROV 
PRSFA^AFGA^HHVA YFFA^AK 
LRLNVDEAFE 


18768 


49136 


A 


18877 


2 


236 




18769 


49137 


A 


18878 


1 


763 


MTPHSALRARGKGGGTGGGSE 

GSSSGGDMSSGAASGTGRGRPR 

GGGPGPGDPPPSETHKLVVVGG 

GGVGKSALTIQFIQSYFVSDYD 

PT1 EDSYTK ICS V DG1PA RLDJL D 

PAG\QEEFGAMREQYMRAG/HT 

GFLL VF A INDRQ E FSTR WG KLF 

HADFCGFKDREADFPWVLVGN 

KAD\LESQRQVPRSEASAFGAS\ 

HHVAYF\EPSAKMRF\NVDEGF* 

RSWCGVVREIPRNKELPPSPPK 

CPPGRMGGGCPCVLL 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \= possible nucleotide insertion) 


18770 


49138 


A 


18879 


2 


403 


RFLARRTNSTFNQVVLKRLFMS 

RTNRPPLSLSRMIRKMKLPGRE 

N KTA V V VGTITDD VRVQE VPK 

LKVCALRVTSRARSRILRAGGK 

1LTF/DEVYRHFGKAPGTPHSHT 

KPYVRSKGRKFERARGRRASR 

GYKN 


18771 


49139 


A 


18880 


1 


1006 


PKLR*PEPSRNQVLLTRFQ1AVH 

F/LLSRLLQFFPRPARSRAFLSRK 

PKPGPGKKPMALIVEFIGELPTG 

VHARPPSHVETtGNTFSSQIEW 

HNLRTDRKGNAKSALAL1GTDT 

LAGDNCQLL1SGADEQEAHQRL 

SQWLRDEFPHCDAPLAEVKSD 

ELEPLP VSLTNLNPQI 1 RARTVY 

SGRAGGIQTPISSLDLNALGNLP 

AAKGVDAEQSALENGLTLVLK 

NIEFRLLDSDGATSAILEAHRSL 

AGDTSLREHLLPVGQCAMAASS 

TNHPFVTKKRQQCFVFRQRLA 

NGRNDSGWQITHAFWFRFHQH 

SRIMKYLYGFTARLKEHQPKLR 


18772 


49140 


A 


18881 


1 


716 


VCCEFCRAERRHHGEWTIRHN 

K\DRKGSGARDPKEPGFLL*RC 

CVKLYRFSGPEEPNSNIQPRLW 

LKRLFMSXRTANRPPSVPFSRDES 

GKMKASLARGKQDRPVVVGG 

PLT* LM LR VSG RVPKTERY V A L 

RRGPSPGPQAAFLQGQGGKIPS 

LFDQAWPLGLPLKGLLALVPGS 

SGSLGKGAREGGTRQFSAKAP 

KETPQKPHQNPYVR\SKGRKFE 

RARGPTGPARGYKKLTLGSYSL 


1877^ 


49141 


A 


18882 


3 


168 




18774 

I O / /*T 


49142 


A 


18883 


23 


2669 




18775 


49143 


A 


18884 


279 


396 




18776 


49144 


C 


18885 


960 


1250 




18777 


49145 


A 


18886 


52 


925 


EVLEPRLGVFSNGCFQGLSSVM 

ALGLKCFRMVHPTFRNYLAASI 

RPVSEVTLKTVHERQHGHRQY 

MAYSAVPVRHFATKKAKAKG 

KGQSQTRVN1NAALVEDIINLEE 

VNEEMKSVIEALQG*FQ*GLSI* 

GPHQDP1DKIAVVTA*REALL*T 

RFSQISMKSPQLNFG*IWASFPE 

CTAAAIKAIRESGNfNLNPEVXEG 

TL1R VPHSPK* PESTE1CC WVKL 

GQTEHQQGPKTLLREGFRTQLN 

EQAGRNPKD/NSLQEDT1RLTEK 

QI SQM ADDT V A E L Y RH L A V KT 

KELLG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=MJnknown, 
*=Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


18778 


49146 


A 


18887 


2 


389 


DSGSHCHAPPTTARRAFPIPFGS 
KSNMATLKDQLIYNLLKEEHTP 
QNK1TAVRVGADGMACAITIL 

iviv rvL/ T IN V I /AINorvL/V Jl 1 VjVJ/Atxk^/ 

VAKYSPNCKLLIRSNPVDI 


18779 


49147 


B 


18888 


217 


423 




18780 


49148 


A 


18889 


27 


1217 


ARRPTRPPDLIATRPRRPARRCI 

SRFPFGSKSNYWQPLKDQLIYN 

LLKEEQTPVQNKITVVGVGAVG 

MACAISIfc'MKDLADE\LALVDVl 

EDKLKGVEMMDLQHGKPFSFR 

NTKVLSSGKRL*M*LANSKAGS 

FITGWGHRQQEGKKAVLILVQ 

A VNVNIFKFI 1 P\NV VKYSP\NCK 

LLIVSNPVDILTYVAWKMSGFP 

KNRVIG\SGCNL\DSA\RFR\YLM 

G\ERLGSSPH*ACHGWGPWGEH 

GRFPVLPVMGVGLNVAGVSLE 

DFWHPDFRTDKD*E\QWKE\VH 

K\QV V E\SAYE VIKLK\G YTSLG 

LIGLSC KPD\L AEXSIM EESFRR V 

Hro/oorlrlOLIVVJl^ T OrNlVKjVIIN V o 
DUKUrVUjNjnUININoWUo I IS.N. 


18781 


49149 


A 


18890 


1 


264 




18782 


49150 


A 


18891 


3 


736 




18783 


49151 


A 


18892 


81 


1065 


G KG P V AA FI DQSN I FLTDPKI FL 

GQWREEPKMPLLLLGETEPLKL 

ERDCRSPVDPWAAASPDLALA 

CLC HCQDLSSG AFPN RG V LGG 

VLFPTVEMVIKVFVATSSGSIAI 

RKKQQEVVGFLEANKIDFKELD 

IAGDEDNRRWMRENVS*R£KP 

Q\NGIPLPSQI\FNEE\QYCG\DFD 

SFFSAKKENI1YSRLGWAPLPDS 

KGSEKAEEG\GETEAQKEGSED 

VG1MLPEAQEKNEEEGETATEET 

\EEIAMEGAEGEAEEEEETAEGE 

KMEAMKOHSNVLSTNOTETEY 
FGLK.PAHPRVTEDIMLPDLIR 


18784 


49152 


A 


18893 


19 


445 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \= possible nucleotide insertion) 


18785 


49153 


A 


18894 


1 


622 


QAAWILKARALTEMVYIDEIDV 

DQEGIAEMMLDENA1AQVPRP 

GTSLKLPGTNQTGGPSQAVRP\ 

TSHSEKPITGFLRPSTQSGRPGT 

MEQAIRTPRTAYTARPITSSSGR 

FVRLGTASMLTSPDGPF1N*SRL 

NLTKYSQKPKMAKALPEY1FHH 

END V KTA LEL A ALSTEHSQ Y K 

DWWWKVQI EKRY YRLGM YRE 

AEKQL1SAMKQ 


18786 


49154 


A " 


18895 


1 


1651 - 


MKAEICKSRTVKDWHNHQKLG 

EGNKTDSPPQPSEGTNTANTLIL 

DFWPLEM1ACCWETFPQRLTAE 

LFMNPTHRWHGYKNQSVGAL 

RAPLGQGPSRRGLPGRVGRRQL 

FTPRPPLSWSAGPSLAAPAAMS 

SEMEPLLLAWSYFRRRKFQLCA 

DLCTQMLEKSPYDQEPDPELPV 

HQAAWILKARALTEMVYIDEID 

VDQEGIAEMMLDENAIA/PSSTP 

ITQAGRPITGFLRPSTQSGRPGT 

MEQAIRTPRTAYTARPITSSSGR 

FVRLGXRLGMYREAEKQFKSAL 

KQQEMVDTFLYLAKVYVSLDQ 

PVTALNLFKQGLDKFPGEVTLL 

CGIARIYEEMNNMSSAAEYYKE 

VLKQDNTHVEAIAC1GSNHFYS 

DQPEIALRFYRRLLQMG1YNGQ 

LFNNLGLCCFYAQQYDMTLTS 

FERALSLAENEEEAADVWYNL 

GHVAVGIGDTNLAHQCLRLAV 

VNSNNHAEAYNNLAVLGDAEG 

/RHVEQARALLQTASS1STPYV* 

TAFLILQQSLIRFGDLQRSYVAA 

QKSEAAFPDHVDTQHLIKQLRQ 

HFAML 


18787 


49155 


A 


18896 


2 


295 




18788 


49156 


A 


18897 


1 


4470 


MLGLGLLRLRQGSHAVTRCRP 

LPVRREGRRDGSPWRSVVCRY 

CRCSRQTGASVTTVSLPSSSSSP 

GLDPRGPRQASVKKPAEANPV 

LRPLVRHGTPYRDSEEGKREGL 

SRLRAVCRRAGPRGRGSFSPRD 

ARASPRLHFLVAAVTTGAASRR 

QRGARVRQPSPSSSRRAKRLRE 

CERRSLHAPPAMDASYDGTEV 

TVVMEEIEEAYCYTSPGPPKKK 

KKYKIHGEKTKKPRSAYLLYY 

YDIYLKVQQELPHLPQS 
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SEQ ID 


SEQ II) NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Slop codon, /-possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possib!e nucleotide insertion) 


18789 


49157 


A 


18898 


89 


8)0 


QRRSGCVLRMTEWETAA\PAG 

GQRTPD1KALWGSGAPDDVAR 

SNfNISLQ\DYIAS*RRKLCPSYLP 

\HSCQGGYAAKNLSRKAQ\CPl\ 

VER\LTNSPMMMHRPQQPARK 

LMTVRJVQA/HAFEIITPCSQAE 

NPL\QVLGEPPSINSG\PREDSHT 

i4i r.A Ar,TvppnAvn\A<;pi ppv 

ntUAAu 1 V tvKv^/A V U V \or LrvK V 

EPGPFWVACCTRRLVKGLAFPG 

TFk'Tin*VA WAH\PI iVNAPOnA 

1 I IS. J 1 >J V r\ YV VDJ-jIXIN /\\_^V<fVJ/A. 














PSNSYCL*'EEGRVAFLEHVAl£s 
NR 


18790 


49158 


A 


18899 


1 


365 


DTHFK7DSHHRTSTAHLL\SLSQ 
GPSP PN L PLG VPI S\GMG LG PRG 
EGRANPIPTVLKRDQEGLGYRS 

APOPRVTHFPAWnTR AVAHRP 
RPPRVATT ^WRFPRRRFFkTH? A 

WERDLRTYMNLEF 


18791 


49159 


A 


18900 


203 


427 




18792 


49160 


A 


18901 


95 


482 


ALQSPKLWGYFSGRKVFLNYFF 

SSQQVSEAVVATGSPRAWLTC 

LILPLPG11FSVLPKAMSRPLLITF 

PESTL\DGLAAKLFYEALIGDES 
SA PDSQRSQTEPARERKR 


18793 


49161 


A 


18902 


348 


1660 


GVTHLFLFGKRKLRNGIAGRIK 

GPGWIFFSYCRSLRLWLLTGSP 

LSLALPCLILPLPGIIFLKFSQKAI 

VPGPLLITFTPATDPSDLWKADG 

QQQPQ\PEKPESTLVDGAAARAF 

YE\A L I\GDESS A P DSQRSQT* T 

WPEERKRKKRGLLKAPAAEAL 

AEGVASGRPVQGRSLEADDPMT 

YRILTSAQEGD\LP*LM\RLLEPH 

EAGGAGGNINARDAFWWTPL 

MCAARAGQGAAVSYLLGPGXA 

AWVGVCELSGRDAAQ\LAEEA 

G FPE V A RM VRES HG ETRSPENR 

SPTPSLQYCENCDTHFQD\SNHR 

\TSTVHLLSLSQGPQPPQLPLGV 

PISTPRF*ILLLGGVGSPGMGLG 

PRGEGRANPHPQLILK*GPRKG 

f nWKI^TP^PPVTHTP^FniPR A 
LVJ\I Nio 1 rorDV 1 nr rorVJirivrt 

VAGRERPP\RVA\TLNWK£/ERR 
RREEKDRA WERDLRTYMNLEF 


18794 


49162 


C 


18903 


135 


299 
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SEQ ID 

NO: 


SEQ 1!) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknovvn, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


18795 


49163 


A 


18904 


3 


2074 


ERSRPVALRAAVPRMNPSTPSY 

PTASLYVGDLHPDVTEAMLYE 

KFSPAGPILSIRJCRDLITSGSSN 

YAYVNFQHTKDAEHALDTM1MF 

DVIKGKPVRJMWSQRDPSLRKS 

GVGNIFVKNLDKSINNKALYDT 

VSAFGNTLSCKVVCDENGSKG 

YGFVHFETH\EA\AERAIEKMNG 

MLVLNDRKVFVGRFKSRKEREA 

ELGARAKEFTVNVYIKNFGEDM 

D\DGRLK\DLFGKF\GPALKCEK 

LMTDESG KSKGFGFVSVFERHE 

DAQKAVDEMNGKELNGKQIY 

VGRAQKKVXERQTELKRKFEQ 

MKQDRJTRYQGVNLAYVKNLD 

DG\IDDE\RLRKEFSPFGTIQLVP 

KVMDGGLVAAKGLGFVCFSSP 

E\EATKAVTEMNF\RIVATEPL\Y 

VALAVQRKEERQAHLTNQYYG 

RGM\ASVTEAVPNPV\IQPLPGQ 

APPFRFTFMGRFSHRFRNRAVAY 

YP\PSQIAQTKTKFLRWTGQGA 

RT\HPF\QNMPGCYPAQLAPRPP 

l*GTM\RPASSQ\VPR\VMPTQR\ 

VANTSNTDKWVPRSCSLQAAA 

AYVLARPAPFPQYK.YAAGVRNS 

\QQHL\NAQPQVTMQQPCCSMV 

PR VQGTL WTCLPM VG HLPPPSR 

SKSQMLG WNGLFPS YSKPMHP 

YSLLVKSLG\MLLEIDNSEL\LH 

ML\ESP\ESLPF* RVDE A V AGTTS 

PPQAKRGLAQKAG*QVPTGVP 


18796 


49164 


A 


18905 


1 


988 


MAEDGEEAEFHFAALYISGQW 

PRLRADTDLQRLGSSAMAPSRK 

FFVGGN\WKMMGR\KRRLGELI 

GTLNAAKVPADTEVVCAPPTA 

YIDF\ARQK\LDPKIAVAAQNCY 

KI\TN\GAFTGEISPG\MIKDCGQ 

PWVVLGHSERRHVF\GESDELI\ 

GQKVA\HALAEGL\GV1RLHLG 

RS* DERGSLGIT\EKV VFEXQTKV 

IRR*T*KI>WKQ/VVVLGLMSPV 

WGLWLLARLATPQQAVQEVHR 

RSSRGWL\KSNVS\DAVASEPPV 

TIYG\GSV\TGATLQRSLAKPSP 

D VDGLPL WGG ASLQ A RN S WDI 

IQCHNNEPPSHLSLPLRCQAQG 

LKQTQKPK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( ,\=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


18797 


49165 


A 


18906 


46 


468 


TGPTHASAAILVPRSLHKMPGE 

ATETVPATEQELPQPQAETGSG 

TESDS/GKSPASDTYIVFGEAKIE 

DLSQQAQLAAAEKFKVQGEAV 

SNIOENTOTPTVOFFSFFFFVDF 

TGVEVKDIELVMSOANVSRAK 

AVRALKNNS 


18798 


49166 


A 


18907 


1 


360 




18799 


49167 


A 


18908 


52 


513 


QLGPHGHRQGPGGPAVPHPRG 

LVPLPPALLPSGPRRGRTQAPR 

HSGPAL*GHPASDTYlVFGEAkl 

EDLSQQAQLA A A EKFK VQGEA 

VSNIODVNTOTPTVOFFSFFFFV 

DETGVEVKDIELVMSQANVSR 

AKAVRALKNNSNDIVNAIMEL 


1S800 


49168 


A 


18909 


1 


422 


RSLCQTG LRQ/VTG/VTKVTIGN 

LENLFVI/TKPDVYKSPASDTY1 

VFGEAK1EDLSQQAQLAAAEKF 

K.VQGEAVSNIQENTQTPTVQEE 

cpFFFVDFTnVFVKDIFI VMSO 

ANVSRA1CAVRALKNNSND1VN 

A 1 M VS VOA FVP 


18801 


49169 


B 


18910 


427 


529 




18802 


49170 


A 


18911 


122 


252 




18803 


49171 

t7 III 


A 


1 07 1 Z. 


44 


189 

1 07 


SKI DYKSSKRHRKPVSFNFITSF 
QIWD*FLFFF*LKCQLQPRVFSQ 
PN 


18804 


49172 


A 


18913 


2 


609 


PFLPEAHLGNQKCQNCNSTSG1 

CRVSVKVCPGPWVHAKLCAPT 

LMSRDVTLPDAPVKKPCGEGG 

AKKKKQVLKFTL\DCTHP\VED 

G\IMDAAQF*ASFCKERJKV\NG 

KAGNLXGGGVVDPSKGARGKIT 

VT\SEVPFSKRVF*KYL/TPKKY 

LKKNNI R*PGLPRSLPNOPKEK 

LPNFRYFQINQG RRKEGG RRG F 

KFPLSGKILL 


1880S 


49173 


A 


18914 


107 


524 


AGTHLPPFLPVAVRQPMALRW 

P\IAVGLKQGPTKVTQEP*ASPR 

HHVRRGRLMKHTKFVRDMIRE 

VCG FSP\YE\RRA M ELLK VSKD 

KARALKFIKKVRVGTHIRAKRKR 

EELEQQYWPAIEEKLACQERLE 

PLPLPSPLK 


18806 


49174 


A 


18915 


39 


465 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V^possible nucleotide insertion) 


18807 


49175 


A 


18916 


439 


1586 


TWGPPARRLPSGSHVPSA/ASSR 

LPSHPREEPQLPQPAPVTITATM 

SSEAETQQPPAAPP\GAPALSAA 

DTKPGTTGSGAGSGGPGGLTSA 

APAGGMDKKVIATKVLGTVVKW 

FNVRjNGYGFINRNDTVKEDVFV 

HQTAIKXNNPQKYLRSVGDGE 

TVEF\DVVEGEKGAE\AANVTG\ 

PGGVPVQGVSKYAADRNHYRR 

YPRRRGPPRHYPQ\NYQNS\ESG 

EKNRGIGRVLPEGQAQQRRPYX 

RRRRFPPYYMRRPYG\RRPQY\S 

NPPVQGEVMEGADNQGA\GEQ 

G RP V RQN M Y RG Y RPRF\RRG P\ 

PRQKTA* ERA A MEEDKAENQGV 

WDPRFGSPPQ\RRYRRNF\NYR\ 

RRRPQKTPKP\QDGQKRPKAAG 

SHPA*EFVPLPEAE\QGGAE 


18808 


49176 


A 


18917 


1 


651 


MTAFNSGKVDIVAINDPF1DLM 

YMVYMFLYDSTHGKFHGTVK 

AENGTLVINGNPITMFQDQDPS 

KIKWAP/LAKVIHDNFGHEGFM 

TTVHTITATQTINGPSG\NCHVM 

AAGLSRTSSLSLLA/LAKPVGK 

VIPELNGKLTGMAFHVPTANVS 

VADLTCRLEKPA/KYDDIKKANT 

HSSTFDAGAAIVLKDHSVKLIS 

WYDNEFGYSNRVVHLMAHNA 


18809 


49177 


A 


18918 


2 


5264 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X= Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \= possible nucleotide insertion) 


18810 


49178 


A 


18919 


3 


1466 


PRSAPRAASWLEDPREVRSVCL 

SAPPVRQSAA1FFCVASRATSLR 

TPMGKVKVGVNGFGRIGHLVT 

RAAFNSGKVD1VA1NDPFIDLN 

YMVYMFQYDSTHGKFHG7WK 

AENGKLVINGNPITIFQE\RDPSK 

1 K WG\DAGAEYW VE\STG VFNQ 
d\i/p v at. aui r\nn\ a I/* d \/twc a d 

SG*MPPMFVMG\VNHEEV*QTA 
FK1 1 SN\A SCTNQL A * QPL AKG * F 












i - * 


HDNFG*SWEGLMTTVPWPSL'G 

NPRKTVD\GPSRG\NCGPWMGR 

GGFSRNIFLCLYWALPRAVGKG 

HP*A*TGKLTG\MAFPVSPTAN 

VVSGWTLTCRFRKNLPKY\DD1 

KEGW*KQAFGGAPSKGIPGLQL 

SHQVV\SSDFNSDT\HSFHPFDA 

GA\GIA\LNDHFVKL\1SWYDNE 

FGYSNRVVDL1GPHGLQGSKTP 

WTTEPQARSKKGKERPSLLGSP 

L*M iV^lrl 1 LNL/roov^Lr^lvri-'t.C 

GRGLWEPHLVMYPSNKVSLCS 
TKKKKKKKKP 


18811 


49179 


A 


18920 




364 


STVINIHSETSVPDHV/VLVPVQ 
HPLLE\RCCLGFIAFAYSVKSRD 
RKM VG D VTG AQ/ALCLHRQV P 

tnLurUbunrnUnWInrV iOIK 
LCDSLPYYVTDNTGKTGLLVA 
AHSLQPLH STVQC W 


18812 


49180 


A 


18921 


41 


696 


PDRRWSSLGHHESHCPNHSSLL 

ST V ASPPN Y ED AQG R* SR/E V A 

VLGAPHNP\APPTSTV\IHIRQSR 

PPWPDHVVWSRVQHPLQ*TPA 

C\LGF1AFAYSVKSRGQGRWLG 

D V\TG A QG LMPPP AK VPETI WG 

PDFWGILNDHRVHRHPQWLIFP 

G\HGIDOGRHHWRPGALPI/VTC 

IPRLLPTVSIPRPAPRSPKSCISPYI 

LTRFSTMAFNKSARVSGKKKK 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X~Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


1 88 13 


49181 


A 


18922 


127 


1016 


SNLILRNLFCPHLALASSAFDKC 

QEEETVEKTELLAERRGLTENH 

PGNPITAGHHEPHCANLLSCQQ 

RPRLPNYEMLKEEQEVAMLGA 

PQKPCLPECPPVIHYPQARPPWP 

DHVRLGPCFNNPLQ*TTCCPGL 

SLGISAYFRGSFRGTGKMVXGD 

VEPGPQGLMPPTAQVAP*TSGA 

PDFLGSLHEPILAHQSSPPKCW 

VVPGPA1DQE\ASLRP\GA\LPVT 

CM PRTL\SS I PSPLPPE ARELDPFD 

L YSTYSTFHSSPCPH SR VLHQPF 

I LTRFSTMA FN K V Y M FL V KKK 

KKKKXKV 


18814 


49182 


A 


18923 


115 


652 


VSESTDLVSIGRLVTRA\AFNSG 

KVDIVAINDPFIDLNYMVYMF\ 

Q YDSTHG KFHGTVKAENGKL V 

INGNPITIFQE\RDPSKIKWGDA 

G\AE\YVVES/TLGVFTTMEK\A 

GGSFCRGGAKRVIHLLPPLA*C 

PPCFVMGVN\HEKDDN\TLKIIS 

NVASCTTN\CLAPLASTGAAKGC 

GQGHPEA 


18815 


49183 


A 


18924 


91 


399 




18816 


49184 


A 


18925 


26 


304 




18817 


49185 


A 


18926 


18 


203 




18818 


49186 


A 


18927 


23 


355 




18819 


49187 


A 


18928 


1 


211 


RLLRVRGPPSPRPPGTPAGRQA 
RHTAP VPA RASPSTPPRKLKER 
APALASPERGSHSAAEG*RAPQ 
VPPK 


18820 


49188 


A 


18929 


2 


800 




18821 


49189 


A 


18930 


1098 


1560 


VSCPFTVIIFCYNFCRGGFSTTA 

VMARAKSMFLMLKGKAGPDF 

GIRFTASSGWFT*FEDRYALHM 

VNMNAESVGADVKAAEVDFGS 

LIMEEIYLPTQFFNMEEPSLFWK 

QMPERTFVICPKGFFPDHCNKE 

RPWHFCKRKSLTDTRVATPCG 


18822 


49190 


A 


18931 


33 


211 




18823 


49191 


A 


18932 


110 


624 


CILSKMLRSPQELARLPGGQRQ 

LTRW*QRWPLWTIALVLVLWR 

VKSGP*S*RVPSPSP/PVEPWVT 

LNMAGAPHGNPAFPPGGPPHP 

VPQPGYPGCQPLGPYPPPYPPPA 

PG1PPVNPLAPGMVGPAVIVDK 

KMQKKMKKAHKKMHKHQKH 

HKYHKHDKHSSSSSSSSSSDSD 
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SEQ ID 

NO: 


SEQ ID NO; 
of peptide 
sequence 


Mel 
hod 


SEQ M) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


18824 


49192 


A 


18933 


2 


664 


CEPLRISGRPTRPGERSKPRRRL 

ER*WGWRTHLNMWNPNAGQP 

GPNPYPPN1GCPGGSNPAHPPPI 

NPPFPPGPCPPPPGA\PHGNPAFP 

T\GGPPHPVPQP\GYPG\CQPLGP 

YPPPYPPPAPG\IPPVNPLAPG\M 

VGTKQLISRQEDCRRKLKKLAS* 

k^RPHk'A/Hnk'HHlfWHkrHr.lfU 
rv rv\^ n ivrt/ j lVy/ISJi 11 rv\ I n rv rlVjrvrl 

FLLFPPPSFQAVISGLEYRALDP 
SLKSHQFCSP1KLQMPCCTGGM 


18825^ 


49193 ^ 


A 


18934' 1 


3 


409 


QTQVVIDAG/ALAVFPSLLTNPK 
TNIQKEATWTMSNITASR/QDQI 
QQ V VN HGL VPFL VSDLS/KDFE 
TQKEAVWA/GGTVEQIVYLVH 

A1SNIFQAAEKLGETEKLSIMIEE 
CGGV 


18826 


49194 


A 


18935 


133 


400 


VLGPHGLGDHLGQFHSCQSRA 

i ri*i oi qtoi HAf.npppnnwv 
VPETTSEGYTFQVQDGAPGTFN 


18827 


49195 


A 


18936 


218 


863 




18828 


49196 


A 


18937 


106 


1879 


TQS A LQPLI PP ASPSP WKAQ A RF 

GAFSLCLITMSTNENANTPACP 

VVHRFKNKGKDSTEMRVRRRIE 

VNVEL\RKAKKDDQMLKRERL 

* AH FLDD ATSPLQEN\RNNQG/T 

LLNWSVDDJVK\GINSS\NVENQ 

LQATQAAR\KLLSREKQPPIDNII 

RAGLIPKFVSFLGRT\DCSP\IQF 

ES A W A LTN 1 A SG\TSGQTKA V V 

DGGAIPAFIFSGWASSHAHISEQ 

A V W A LGN I AG DG S VFRDL V 1 K 

YG A V DP\LL A LL A SS * * CQSL AC 

GYLR\NLT\WTLSNLC\RNKNPA 

PPMDAVEQ1LPTVLVRLLHHDDP 

GSVRQDTVCWGYFPTLLDGSK 

WNGIGHGWV/VKQGVVPQLVK 

LLGASE\LPIVTPA\LKSP*GNNW 

HLGTDEQTQVVD/IDAGALAV\ 

FPSLLTNPKTN1QK\EATWTMSN 

ITAGRQ\DQIQQV/V*NHGLVPF 

PLSVFLSKADFKTQKEAWWAV 

TNYTSGGTS*TELVYLV\HCG\1I 

EPLMNLF YCKRLPRI 1 LLI LOAN 

FKISFQPAENLV\DLEKPSINLE\ 

FCGCiLRPKLlCALPKPMICMESV 

YKASVKA*FEKYFPCRGKEGRJ 

KTVVP\ETRSEGYTFPSSRMGPP 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X-l)nknown, 
*=Stop codon, /^possible nucleotide 
deletion, V= possible nucleotide insertion) 


18829 


49197 


A 


18938 


2 


251 


KVTNVKDGTTHXQTSLELFMYL 
NEVAGKHGVGRJDIVENRFIGM 
KSR/GN4MVQGDYEPTDATGFIN 
IMSLRLKEYHKFQSKVTVK 


18830 


49198 


A 


18939 


1 


888 




1883! 


49199 


A 


18940 


1 


1155 


MSSKGSMVLAYSGGLNTSCILV 

WLKEQG YD VT A Y LANTG QKE 

DFEEARKKALKLGAKKVFIEDV 

SREFVEEFIWAAIQSSALYEDH 

YLLGTSLTRPCIAHKKVETVQR 

VGAKYEGPWRAPWRMPEFYN 

WFKGRSDLMEYAKQHGIPILVT 

PKNLWSIDKNLMHISYKAGILE 

NPKNQVPPGLYTKIQDPAKAPN 

TPDILKIQFKKGVPVRVTSVKD 

GTTHQTSLELFMYLNEVAGKH 

GVG/YIAIVENIFTRQRPNSPECEF 

VRPCIAKSQEPAEGKVQVPVLK 

GQVYILGWESPLSLYNEELMSV 

NVQGDYEP1DDTGFININSLRLK 

EYHCLQSLLEFAGCRLQTLFAW 

VSPAGAAEQQRLLPVPSSGNFIP 

EGHLPDASWSSPV 


18832 


49200 


A 


18941 


1 


993 


MSSKGSVVLAYSGGLDTSCILV 

WLKEQGYDVIAYLGQAVKGN 

QLLPVSLVKRKTTPGAQYANR 

LSPRVGRFINAAGTTGFPTGKR 

AGNDQVRFELSCYSLAPQIKEM 

GSLKVRN E/LQE VSTVPM PAST 

QLPADTQCKLAE/LSAPVKK*T 

LGLSKT*QTQVMSSQSADSMPR 

A WY RN * LFTN PT V RRLGN SP VT 

GSSLPRLPG/RGIYETPAGTILYH 

A H L DI E AFTMDRE VRK I KQG LG 

LKFAELVYTGAECKLLVASVPE 

PWRGRGGVEEGGRDIKEVQEH 

GSDSAESSTHPPASRPGEGCLA 

CIFCGKWRHLNTPLSCERYPRH 

SRDHRPH 


18833 


49201 


B 


18942 


324 


1035 
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SKQII) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
bod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


18834 


49202 


A 


18943 


29 


1516 


kqipdagnsrlqsqtllsskgs 

vvlayasggldtscilvwlkeq 

gydviaylanigqkedfeeark 

kalklgakkvfiedvsrefve\e 

f1w\paiqvqahly\edrylpgh 

lslpgpcivarkqvgnspsgrga 

kyvvptgatgkg\neqv\rfel 

s\cysl\apq1kviap\wr\mpefy 

nr\fkg rn dl\me yg katlg fpi 

pvtpknp\wsmdenlmhi\sye 

agilenpknqappglytkxtqgp 

sqkpptpld1lgdssfkkgvpve 

ggptfkjx}\tthqtfl\elrmy 

lnevag\khgrravfd1v\enrf 

\ign*sprgilrrtp\aghhsfyh 

ahldirglspwdrgscgkikqg 

pgawkfael\vytgfpaqape\ 

cefcpptgiakvprkpsgkgkv 

q v vrsfkg pq v y l/lsg rei phc 

llltmrelvkhgtckgdywkp 

i rlixooorvriv^i r r r\.A\c<vj in i ntv 
LPRAKVTCQIDPVYNEELGPPQ 
FSGSPQVTGANCCDNL 


18835 


49203 


A 


18944 


1 


560 


GRARTPANMALRVVRSVRALL 

CSLRALWAPAVPCLPRPWQLG 

AG A I WTLLTG P VLL WVC K FTE 

KHEWITTENG1GTVGINNFANE 

ALGDVVYCSLSEVGTKPTKPS 

WSLVLLE\SVKAASEL\FSPLSG 

PV/PHFlsIFAl AFVNPPA1 VTK^PY 

C V rL^riNJCr\LirVEiUNrV_I\LF V J Ivolv I 

pnr.vwr IKMVTl <iNPFRT*MI-n 
C/L/vj \ vv i->iivivi \ i L.oiNrriN.1 lvinL, 

MSEEAYEKYIKVSIEE 


18836 


49204 


A 


18945 


*■> 


108 




18837 


49205 


A 


18946 


1 


845 


MAIPGIPYERRLLIMADPRDKA 

LQDYRKKLLEHKEIDGRLKELR 

EQLKELTKQYEKSENDLKALQS 

VGQIVGEVLKQLTEEKF1VKAT 

NG\PRY V VGCRRQV I ELPLTN PE 

LFQRVGIIPPKGCLLYGPPGTGK 

TLLARAVASQLDCNFLKVVSSS 

IVDKYIGESARLIREMFNYARD 

HQPCIIFMDEIDAIDIDLPNEQA 

RLD1LKIHAGPITKHGE1DYEAI 

VKLSDGFNGADLRNVCTEAGM 

FAIRADHDFVVQEDFMKAVRK 

VADSKXLESKLDYKPV 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Slop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


18838 


49206 


A 


18947 


3 


1181 


LLIMADPRDKALQDYRKKLLE 

HKEIDGRIKELREQLKELTKQY 

EKSENDLKALQSVAGQIWGEVL 

KQLTVEEKFIVKATNGPRYVVG 

C\RRQL*QKVSLKPG\TRVAL\D 

MTTLTI\MEDILPR\EVDPLVYN 

MS\HEDPG\DVSYSEIGGLSVEQI 

RGJ*GEVIGLPLYKPQSYFQRVG 

HPPK\GCLLYG\PPGTGKNT/LLA 

RAVASQLDCNFLKVVSSSIVDK 

YIGESARLIREMFNYARDHQPCI 

1FM\DEIDAIGG\RRFSEGTSADR 

EIQRTLMELLNQMDGFDTLHR 

VKMIMATNRPDTLGPVALLRPG 

RLDRKIH1 DLPNEQ A RLD1LMCI H 

AGPITK\HGEIDFESNC*SFRMG 

FNGADL\RNVCT*SQACSPIRAD 

P* FC* YREDFAM KAWRK V A 


18839 


49207 


A 


18948 


1 


220 


VNMRDRFGQIMIENLRRRQCEL 
AGVETCKSLES\RJESLEFLDEM 
♦/LLEQLM/RHYCLCWATKGGN 
ELGLKEITY 


18840 


49208 


A 


18949 


1 


645 




18841 


49209 


A 


18950 


10 


1226 


AAPAEPGRALPSSVAFSLWLAP 

SPAARRPRFHVPGGAQLPGTVH 

ARWPARQR\ESSI\TSCCSTSSCD 

ADDEGVRGTCEDASLCKRFAV 

SIG\YW\HDPYIQDL\VRLSKQR\ 

KAPEINRG YFARVHGCSVQLI K\ 

AFLRNKTECHCSNCSNLGGQGM 

GSPPFW\RLKDEDLSSQVNIFEV 

DFPMIVT\RKLHSIKWLAFPLSS 

PILELHSEDTLQMASDCIC\DGH 

ILDSKRYAVIGADLRDLSELEE 

KLKKCN MNTQLAPTP* I A EC VL 

VYMTPE\QSANLLKWAA\NSFE 

RAMFIYY YQQ VNMG DLFGQI M I 

ENLRGRPV/CDLAGVET\CKSLE 

SQKERLLSXNG WEN K H RP VRT* 

LEFVPPGLPSKLK*SRIESLEI\LD 

ENWELLEQL1P\HYCL\CWATQR 

RK*SLGLKEITY 


18842 


49210 


A 


18951 


3 


502 


TEANTLN*RGLQNME/ARLAE/ 

RKFM/NPFNMPNLYQKLESD/P 

RTRTLLSDPTYRELIEQLRNKPS 

DLGTKLQDPRI MTTLS VLLG V D 

LGSMDEEEEIATPPPPLPSSSMS 

LSPAPSCCLGCSPIVGFFFIWGS 

GHVMGRGGGSSSLRSQLSHVV 

YSASPSPIKQASWAWL 


18843 


49211 


B 


18952 


1 


1071 





WO 01/075067 



PCT/U SO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 

CP/Ill Pflff 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


18844 


49212 


B 


18953 


67 


1026 




18845 


49213 


A 


18954 


2 


1910 


PVASSMFQKAARAVGNAERTD 

SIQRCSGPRCAMEQVNELKEKG 

IKALSVGNIDDALQ\CYSEA1*/R 

LDPHNHVLYSNRVSAAYAKKG 

DYQKAYEDGCKTVDLK\P\DW 

GKGYSRKAAALEFLYRFEEAK 

RTYEEGLKH EANNP\QLKEGLQ 

N\MEARLAK\RKFMNPFNMPNL 

YQKLESDPRTRTLLSDPTYRELI 

EQLRNKPSDLGTKLQDPRJMTT 

LSDLLGVDLGSMDEEEE1ATPA 

PPPPAKKETKPEPMEEDLPENK 

KQALKEKELGNDAYKKKDFDT 

ALKHYDKAKELDPTNMTYITN 

QAAV\WFEKGDYNKCRELCEK 

A 1 E VG RES\RE D Y RQI AKA Y\A RJ 

GNSYFKEEKYKDS\IHF\YNKSL 

A E H RTPD VLKKCQQA EK1LKEQ 

ERLAY1NPDLALEEKNKGNECR 

QKGDY PQVAMKH YTE A I\KRNP 

KDAKL\YSIRAACYTKLLEFQL 

ALKDWEEWYQLEPTFIKGYTR 

KA\AALEA\MKDYTKAMDVYQ 

KALDLDFSCKEA ADG YQRCI M 

AQYNRHDSPEDVKRR\AMADP 

EVQQFMS\DPA\MRFILKQMQK 

DP\QALSE/HL*RNPLLPREIQKL 

MDVGSDCKFGDDLFIPAFLCPS 

CGKRSWDRGEQAARSGRESST 

ERKGEQGERRPSSPYIYT 


18846 


49214 


A 


18955 


2 


293 




18847 


49215 


B 


18956 


53 


182 




18848 


49216 


A 


18957 


2 


403 




18849 


49217 


A 


18958 


3 


1646 




18850 


49218 


A 


18959 


3 


408 




18851 


49219 


A 


18960 


1 


2458 





2350 



WO 01/075067 PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 

AQ/Cil) -717 


Nucleotide 
location of first 
cotton lur pcpiiuc 
sequence 


Nucleotide location of last 
codon for last amino acid 
ui pepuue sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 

UCICtlUIIf \~|Mi>oillIt lIUt-ICVMlUC llldCff IIUI1| 


18852 


49220 


A 


18961 


88 


1511 


LWPLGMASNSSSCPTPGGGHL 

NGYPVPPYAFFFPPMLGGLSPP 

GALTTLQHQLPVSGYSTPSPATI 

ETQSSSSEEIVPSPPSPPPLPRIYK 

PCFVCQDKSSGYHYGVSACEG 

CKGFFRRSIQKNMVYTCHRDK. 

NCIINKVTRNRCQYCRLQKCFE 

VGMSKESVRNDRNKKKKEVPK 

PECSESYTLTPEVGELIEKVRKA 

HQ\ETFPALCQLGKYTT\NNS\SE 

QRVXSLDIDLWDKFSELSTKCII 

KNG EG RQG RLPGFTTLTIXA DQ1 

TLLK\AACL\DILILRICTRYTPE 

AGTP*PSWDGLTLNR\TQMHNA 

G\FGPL\TDLVFAF\ANQLLPL\E 

MDD/ARETGLLSAICLICGDRQ 

DLEQPDRVDMLQEPLLEALKV 

Y V RKRRPSRPH M FPKMLMKIT 

DLRSISAKGAERVITLKMEIPGS 

MPPLIQEMLENSEGLDTLSGQP 

GGGGRDGGGLAPPPG\SCSPSLS 

PSSNRSSPATHSP 



2351 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 


SEQ ID NO: 


Met 


SEQ ll> NO: 


Nucleotide 


Nucleotide locution oflast 


Amino acid sequence ( X=l)nknown, 


NO: 


or peptide 


hod 


in USSN 


location of first 


codon Tor last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


18853 


49221 


A 


18962 


143 


2159 


LTHSSTWLGRSCNHDRRQMGS 

K.VMSYVVAGRGTCAQETPIYT 

TIRYLEDKEQYGGSLGVDSVLA 

RLFSGASVLFISGPPFSSYLSGVP 

PGHPMEDSM\DM\DMSPL\RPQ 

NYLFGCELK\ADKDYHFKVD\N 

DENE\HQLSLR\TVNLGGLVAK 

G*VAHLLKAEAIEFTEASPNLK 

VTTW AT\LKM\S VPAQR V FPLG 

GLLK1TPTRWVLKGLKVWVQG 








V v l : 






PVHISGTAL**LWEGRCQSPEDE 

E\EEDVNRVLFMKPKGRGLKH 

MFGDLVCSWKLAAIETQSSSSE 

EIVPSPPSPPPLPRIYKPCFVCQD 

KSSGYHYGVSACEGCKGFFRRS 

1QKNMVYTCHRDKNC1INKVTR 

NRCQYCRLQKCFEVGMSKESV 

RNDRNKK.KKEVPKPECSESYTL 

TPEVGELIEKVRKAHQETFPAL 

CQLGKYTTN1MSSEQRVSLDIDL 

WDKFSELSTKC 1 IKT VEF A K.QLP 

GFTTLTIADQITLLKAACLDILIL 

RICTRYTPEQDTMTFSDGLTLN 

RTQMHNAGFGPLTDLVFAFAN 

QLLPLEMDDAETGLLSAICLICG 

DRQDLEQPDRVDMLQEPLLEA 

LKVYVRKRRPSRPHMFPKMLM 

KITDLRS1SAKGAERVITLKMEI 

PGSMPPL IQEM LENSEG LDTLS 

GQPGGGGRDGGGLAPPPGSCSP 

SLSPSSNRSSPATHSP 


18854 


49222 


A 


18963 


748 


1075 


ILPTSLFFLFCFVFFVCF*DRVLL 
LSPG\WSAVARSWLYCNLSLRG 
FKG FSCLSLLSN WD Y RCTPLRS 
ANFVFL/CRDRVSPCWPTSVSNS 
*PQ\VIHPPWPPKVLGITRV 


18855 


49223 


A 


18964 


3 


674 


GRRRLLRDAEGPEETVRLWPA 

ARAAMDAAEVEFLAEKELVTII 

PNFSLDKIYLIGGDLGPFNPG\LP 

VE V PL W L/ARLNLKQRQK\CRL 

LPPEWMDVEKLEKMRDHE\RK 

EETF\TPMPKPFTTWELT\KLL\L 

NHA\SDNIPKGRTEFRDPGSRVF 

WG HS Y * A KFR VFG\DSF\VRQQ 

EAHAKLD*LGPWMGDQQPAVT 

FLTQA\LNPHVTNSRTNPPSPLE 

STSVLRTS 



2352 



WO 01/075067 PCT/DS01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
bod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


18856 


49224 


A 


18965 


261 


876 


VAQKIDMPEYQGEPDEISIQKC 

QE A V RQ VQG P VL V EDTCLSF1M 

ALGGLPGPYIKV/WFLEKLKJAE 

GLHQLLA\GF\EDKSA\YALCTF 

CTQAPGDPS\QPV\RLVSGGRDL 

RGRIRWHPEGCQ\DFGWD\PC\F 

QPDG\YEQTYAEMP*GGRRNA 

V\SH\RFRAPCWEPAREYFWQV 

WPSLTSASW1CEGPSRPGDLGK 

GLAPKPSPHRGRAPP 


18857 ' 

_. 


49225 




18966 


2 


181 


TAEltMAVLAPLIAtjVYSVPRES 

RWLAQPYYLLSALLSAAFLLVR 

KFPPLCHGLPTQREDGNPCDFD 

WREVEILMFLSAILMMKNRRSS 

TK*AHPTRRR 


18858 


49226 


A 


18967 


5331 


5454 


ETEA*RINDLL*LLEFFCNI*QN* 
P*1RPTVIRSSLKYNT 


18859 


49227 


A 


18968 


5186 


5308 


ETEA*RJNDLL*LLEFFCNI*QN* 
P*1RPTVIRSSLKYNT 


18860 


49228 


A 


18969 


4570 


4691 


ETEA*RJNDLL*LLEFFCNl*QN* 
P*IRPTVIRSSLKYNT 


18861 


49229 


A 


18970 


5666 


5788 


ETEA*RINDLL*LLEFFCN1*QN* 
P*IRPTVIRSSLKYNT 


18862 


49230 


A 


18971 


5630 


5752 


ETE A* RJNDLL* LLEFFCN 1 * QN * 
P*IRPTV1RSSLKYNT 


18863 


49231 


A 


18972 


224 


456 




18864 


49232 


A 


18973 


5543 


5665 


ETEA*RINDLL*LLEFFCNI*QN* 
P*IRPTV1RSSLKYNT 


18865 


49233 


A 


18974 


4602 


4725 


ETEA*RINDLL*LLEFFCNI*QN* 
P*IRPTVIRSSLKYNT 


18866 


49234 


A 


18975 


3 


313 




18867 


49235 


A 


18976 


5480 


5602 


ETEA*RJNDLL*LLEFFCNI*QN* 
P*IRPTVIRSSLKYNT 


18868 


49236 


A 


18977 


269 


394 




18869 


49237 


A 


18978 


5322 


5445 


ETEA*RINDLL*LLEFFCNI*QN* 
P*IRPTV1RSSLKY1MT 


18870 


49238 


A 


18979 


164 


434 




18871 


49239 


A 


18980 


5364 


5487 


ETEA*RJNDLL*LLEFFCN1*QN* 
P*IRPTVIRSSLKYNT 


18872 


49240 


B 


18981 


18 


1904 




18873 


49241 


A 


18982 


1296 


1973 


RILPGGQQNSSWNFSEDTVISIL 

NTIN E V I A ENLE A A KK LRETQG 1 

EKLVLINKSGNRSEKEVRAAAL 

VLQT1 WG Y KELRKPLEKEG WK 

KSDFQVNLNNASRSQSSHSYDD 

STLPLI*PGPKNQIRNL1GKJCFR* 

AIWDQTQNH*IT/DYSTPNERGD 

HNRTLDRSGDLGDMEPLKGTT 

PLMQDEGQESLEEELDVLVLD 

DEGGQVSYPSMVCPSVTPKIVL 

EEGGS 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540\2I7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


18874 


49242 


A 


18983 


5844 


5967 


ETEA*RJNDLL*LLEFFCNI*QN* 
P* IRPTV1 RSSLKYNT 

1 11 VI I T I l\k/kj LdV 11*1 


18X7S 


4924"} 


A 




5781 


5904 


ETE A * RJN DLL* LLEFFCN I * ON * 
P*1RPTVIRSSLKYNT 




49244 


B 


18985 


1 


1477 




1 oo / / 


4974 S 


A 

r\ 


1RQR6 

1 070V 


1 S7 


1539 




18878 


49246 


A 


18987 


5571 


5694 


ETEA*RJNDLL*LLEFFCNI*QN* 
P*IRPTVIRSSLKYNT 


18879 


49247 


A 


18988 


4551 


4674 


ETEA*RINDLL*LLEFFCNI*QN* 
P*IRPTVIRSSLKYNT\ 


18880^ 


4'9248 ' 


A * 


18989 


2 " ' ~ 


1043 '' J 


GVRLRYSPIAVVMVGEAGRDL 

RRRRAVAVTAEKMAVLAPL1/S 

LSVYSVPR\LSRWLAQPYYLLS 

A\LLSAAF\LLVRKLPPLCHGLP 

TQ\REDGNP\CDFDWRE\VEILM 

FLSAIVMMKN\RRSITVEQHIGN 

IFMFK/SKVANTILFF\RLDIRMG 

LLY1TLCIVFLMTCKPP/LSPYM 

GPEYIKYFN\DKPFDEELERDNR 

VNW/ILLEFFGNWSNDWQSFAP 

1 Y A DLSLK YNCTG LN FG K VD V 

GRYTDVSTRYKVSTSPLTK\QLP 

TL\ILFQGGQGGQCGRPQI*QGK 

GR/ALFSWTM 1 *GT*KFGOFNVI 

REFNLNELYQRAKKLSKAGDNI 

P\EEQ P V A STPTT VSDG\EN K K D 


18881 


49249 


A 


18990 


1 


1105 


MESTGEDAVNIVEMVTEDLVY 

RLVVLKSLQVWLSPGDFMGSE 

GTECMLIGPWVAMGRPSESTLS 

SHSGPRSPHGTGSPAPRLQAVH 

VLKCPKSRGVQGGWGLASQCL 

PEHRHTQLSCDSTQAWPQLCSA 

QSLRHNRSGQGAGAVTSEPAG 

AGGLPRPPRTQGCLGAES/PAG 

QLHSQQRGGPEEGRLLSDVDHP 

DLSSSQQRGPEGP/QVAGGWCV 

SAAWSSTHLAGPQQRWDQEEA 

RQWEQIPLSLLMMGDPPGYSR 

APGDPGPQPQPRQLQLCLGSSH 

PTNS*GAELPPVPGSAECAALT 

VLPSLHLPOWWOVGRPGPT*V 

DPRVGLPGOOAPEORVYSLTHP 

EQLPVLQVPLLIYRYSSTYNGV 


18882 


49250 


C 


18991 


105 


393 




1 OOOJ 


497S I 


A 


1X997 


J o 




1 YWOKRICGKLLNNLTOGIVAD 
PVR*KKFHFKCPSNCPKIHNTES 

■ T IV IV ivl 111 IVv/l i-J I ~ Vrfl 1 V 1 1111 1 

AYAVSFMKYSAHVLGSLYEM 


1 OOOH 


49? S7 


A 




4X7 

HO / 


747 




18885 


49253 


c 


18994 


179 


649 




18886 


49254 


A 


18995 


3 


3187 




18887 


49255 


A 


18996 


274 


423 





2354 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
inUSSN 

AO/C/f ft 1 1 *7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=L)nknown, 
*=Stop codon, /=possibtc nucleotide 

sl*l*#tstn \=nrtc«:ihl» rtiif*1i»/"\firfi* incArtinn^ 

uciciion, \— pusMuic iiuticutiui iiidcruunj 


18888 


49256 


A 


18997 


1333 


2243 


RCWRPRTLGFASPPTRPCSPTH 

APGCEMTPRDWHRVLSFASPLR 

IEEIFQGYDKTFGLKNKKGAKQ 

QKJ1KAVTHQVKFGQ/SKSTSGS 

TE*SWKRKLKKDDKKKELQEL 

NELFKPVVAAQKI/RVKGADPK 

S VV\C A FFKQGQCTKG DKCKFS 

HDLTLGEKMVEKRSV Y 1 DARDE 

ELEKETKSSLIQADTMDNWDE 

KKLEEVVNKKHGEAEKKKPKT 

QIVCKHFLEAIENNKYGWFWV 

CPGGGDICMYRHALPPGFVLK 

KDKKKEEKEDEISLEDLIERERS 

ALGPNVTKITLESFLAWKKRKR 


18889 


49257 


A 


18998 


1 


322 




18890 


49258 


A 


18999 


1 


822 


MGKAKEEVFLADELVHAKTNR 

NKECDYSVTANSKIVVVTAGV 

RQQEGESRLNLVQRNVNVFKF1 

IPQIVKYSPDCIIIVVSNPVDILT 

YVTWKLSGLPKHRVIGSGCNL 

DSARFRYLMAEKLGIHPSSCHG 

Wl LG EHGDSSDH PGRPRPHP VPI 

KPPETLPGRDTSSWTSRGAHWR 

RNTQAAGRREHIDRHQQAIDR 

WNNVGFGRGGQRRARLLSDLT 

PTGKPSS YS VSLLAPPS A ES YFH 

SIKPCIHSPS*CMQRPIEIKN/RD 

YSVTANSKIVVVTAGVRQQEG 

ESRLNLVQRNVNVFKFIIPQIVK 

YSPDCIHVVSNPVDILTYVTWK 

LSGLPKHRVIGSGCNLDSARFR 

YLMAEKLGIHPSSCHGW1LGEH 

GDSSDHPGRPRPHPVP1KPPETL 

PGRDTSSWTSRGAHWRRNTQA 

AGRREHIDRHQQAIDRWNNVG 

FGRGGQRRARLLSDLTPTGKPS 

SYSVSLLAPPSAESYFHSIK.PCIH 

SPSPREIQFFGYTKARNPRVQK 



2355 



WO 01/075067 



PCT/US01/08631 



SEQID 


SEQ II) NO: 


Met 


SEQ II) NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X-Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=S«op codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


18891 


49259 


A 


19000 


1 


1337 


MEKPKRLRWLWGPAPSSLLAE 

PAPEETHAADFVFSARLLQRSP 

EPSLSWGGRALAEEQKAEGSSC 

GSAERLVAFAAKTRPYLSLCK 

MATLKEKLIAPVAEEEATVPNN 

KITVVGVGQVGMACA1SILGKS 

RAMEHTTAGAPYTPRQQTCQC 

MMMQi adfi ai vnvi pnkfl \cc\ 

IN IVIlvlOL//\L/Clrfr\l-» V U V L>tSL/rvi-*rvvl 

EMMDLQHGSLFLQTPKIVADK 
DYSVTANSKIVVVTAGVRQQE 














gesrlnlVqrnvnvfkfiipqiv 

kyspdciiivvsnprdixltygtw 

klsglpkhrvigsgcnldsarf 

rylmaeklgihpsschgwilge 

hgdssvavwsgvnvagvslqe 

lnpemgtdmdsenwkevhkm 

vvesayeviklkgytnwaigls 

vadliesmlknlsrihpvstmv 

rvvJiVI I VJ 1 C« IN H V rLoLr vlLINrtlvU 

DTLWDIQKDLKDL 


18892 


49260 


c 


19001 


462 


728 




18893 


49261 


A 


19002 


1 


1033 


MSGSFLMFLPKADMPAPMLVQ 

PAERFDSWVWAGPEQLHSNQL 

PGDADALLLGRNLTKGTRRLC 

TEEQVK1PQPEPGPPQKLCVLSA 

AGGQACLVLTFPRWTVWEEPP 

PPGL VG VKAC ARW WGKG EPD 

RKAPAPPPPPPGTEKVDQTSE\E 

RGTL1QRPPAPALPG WVRKTG R 

P/PPPA/TGRLQQVPLLGASTQPE 

/PPGRGV/PPGVSPGLGEDVE/N 

DGMSLSYLAE*PQATSQRAP*G 

ENTVALSGRLGRNSSSYTCRPA 

GERNFHPRGGPSSTAALHLRK 

MPfTTPOrFfiRRAVPRAI PFT*M 

1 OnPriTTR*T/PPGPI AFSPPSSP 

TGPQKVKSLGNSSARTILPPKW 


18894 


49262 


A 


19003 


2 


212 




18895 


49263 


A 


19004 


1 


425 


PTRPAAVAEDGGLKKCKISSYC 

RSQPPARLISGEEHFSSKKCLA 

WFYEYAGPDEVVGPEGMEKFC 

ED1GVEPEN\CDCTEKLQNKFDF 

LRSQLNDISSFKNIYRYAFDFAR 

DKDQRSL D I DTA KSML A L LLG R 

TWPLFSVFY 



2356 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 

(iQ/SAft J 1 7 


Nucleotide 
location of first 

rndnn frtr npntirflp 
cuuun lur |fcpiiuc 

sequence 


Nucleotide location of last 
codon Tor last amino acid 

nfn^nfiri^ cpnii£tirt 


Amino acid sequence ( X=l)nknoivn, 
*=Stop codon, /^possible nucleotide 
deletion* \— possible nucleotide insertion) 


18896 


49264 


A 


19005 


229 


1028 


GASKRTGTPFPGFPAHPAREGR 

KMPVKKXRKSPGVAAAVAED 

GGLK.KCKJSSYCRSQPPARLISG 

EEHFSSKXCLAWFYEYAGPDE 

VVGPEGMEKFCEDIGVEPEM1I 

MLVLAWKLEAESMGFFTKEEW 

VKG\MTSLQCNLHRKGYKPNF 

DFFAAHS*1DISSFKNIYRYAFDF 

ARDKDQR\SLDN DTAKS\MLAL 

LLG EG HGPLFSW F YQ V PGGQS 

KYRVMNKD\QWYN-VSEFSRT-V\ 

HADLSNYDEDG\AWPVLLDEF 

VEWQKVRQTS 


18897 


49265 


A 


19006 


3 


373 




18898 


49266 


A 


19007 


<-> 


418 


GRAGSRKWLLLTGSLASTSPSL 

LSGQGPWAPLQRAMKPPGGES 

SNLFXGFPEEATPSSRPNRMSSNI 

FGPTEEPQN!LKRTNPPGV*GSG 

1 FDESTP VQTRQH LN PPG\G KTS 

D1FGSPVTATSRLAHPNK.PK.DH 

VFLM 


18899 


49267 


A 


19008 


1 


684 




18900 


49268 


A 


19009 


*> 


81 




18901 


49269 


A 


19010 


1 


465 




18902 


49270 


A 


19011 


120 


344 




18903 


49271 


A 


19012 


*> 


1334 


SPQLISSASRPAVRNSRHDATRP 

VVFQIMSGGSADYNSREHGGPE 

GMDP\DGVIESNWNEIVDNF/D 

VTMNLKESLL\RG1\YAYGFEKP 

SP1QQKA\IIPCIKGY*CGLLKLQ 

SGTGKTATF/SLISILQPVGRLSF 

KETQSTSYWAPTRELAAQQIQK 

VILALGDYMGATCHACIGXGTN 

VRNEMQKLQAEAPHIVWGTPG 

RVFDMLNRRYLSPKWMKMFVL 

DEADEMLSRGFKD\QIYEIFQKL 

NTSIQVVFASATMPTDVLEVTK 

KFMRDPI RIL VKKEELTLEGIKQ 

FYINVEREEWKLDTLCDLYETL 

TITQAVIFLNTRRKVDWLTEKM 

HARDFTVSALHGDMDQKERDV 

IMREFRSGSSRVLITTDLLARGI 

DVQQVSL VINY DLPTNREN Yl H 

RJGRGGRFGRKGVAINFVTEED 

KRFLRDI ETFY\NTTVEEMPMN 


18904 


49272 


A 


19013 


75 


540 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


18905 


49273 


A 


19014 


774 


1529 


R WG ER1 LLTWRKRQLQ V PPS AL 

EAGGSSGLEDVLPLLQQADELH 

RG DEQG KREGFQLLL/TQQ A W 

CMEAGRTFLWRLARAYSDMCE 

LTEEVSEKKSYALDGKEEAEAA 

LEKGDEE/SLTCHLWYAGALW 

SAG*AMRASRRRIQELALTFKE 

HCGQKPFALQP\KTPMAHFLLG 

RWCYQVSHLSWLEKKTATALL 

ESPLSATVEDALQSFLKCYREL 

GKNSEARWWMKLALELPDVT 

KEDLAIQKDLEELEVILRD 


18906 


49274 


A 


19015 


97 


452 


GTERRTGKLPALLTPNLVQLRR 
LLFPG IQTI * VPAQG RGHLLQRP 
AAA/RPRTRSAPPAAAAAPPQV 
EARPP*LQPTRQEEAAELQTAR 
AGLWELWAGPQSPRDLNSLES1 
RJTCSPTP 


18907 


49275 


A 


19016 


1299 


1800 


FWGGRSGTVGYGADMGKFKN 

NTTNNQS* K* YRMTSRNPDHKD 

*FLKGMDPKFPKNMHFA*KHN 

EKGLEKMQDNNMRAEAIKA/L 

PKPMEVQPRVPKSASRKLD/LA 

YTAHPKAGKHARAHIATGLRL 

CWPKAKAKDOTKAOASASAA 

APASVLAPAQASKGAQAPMKA 

LE 


18908 


49276 


A 


19017 


410 


1323 


RQEGTLIGVFIPAAAAAAAVAA 

AAAAAAAAVAAAAAAAAAAV 

AAAAAAAAAAVAAAVAAAAA 

AV/GTSFSKPHKLMKEHKEKPS 

KDSREHKSAFKEPSRDHNKSSK 

ESSKKPKENKPLKEEK1VPKMA 

FKEPKPMSKEPKPDSNLLT1TSG 

QDKKAPSKRPPISDSEELSAKK 

RKKSSSEALFKSFSSAPPLILTCS 

ADKKQIKDKSHVKMGKVKIES 

ETSEKKKSTLPPFDDIVDPNDSD 

VEENISSKSDSVPGQSPVTNIFF 

TSSSTPT1LKSYQLDNSDQQGA 

QEASDKQIEGYFSGEVPAYRQG 

ELILVASRQ 



2358 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
inUSSN 

09/540,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, ^possible nucleotide 
deletion, \=possible nucleotide insertion) 


18909 


49277 


A 


19018 


91 


890 


G A ERLPEG PG KRM VFRRF V EV 

GRVAYWSFGPHARK/MWVAIV 

DvF*SEQGLLVE*PCTQVR\RQA 

\MPFRCMQLN*FHPSRFPNSAQP 

ESMFRQAWQK\AD1\NTKWGSP 

HDGAKKIEAQRKGKPKDDQ1F 

D\RFKVMEGQKKMREQE*SKE* 

S* RSFKRAALLEKLSPJCKKHLG 

T*GYCCLLLLLAAAAAAAAAA 

AACCLLACCLKVPSKKRSPAAS 

KKAPAQKVPAQK\ATG\QKAAP 

APKAQKGQKAPAQKAPAPKAS 

GQESISGNHKK 


18910 


49278 


A 


19019 


280 


1249 


SLNEGIMYAQP\VTNTKEVK\W 

QKVUYERQPFSLDKLWWDRRF 

LGRSSGKNIHAPENTQYXWGCG 

*FESSVWIQQLCSVCVFVVIR\W 

YMDEGLLAPHWLVGTGLASSL 

IGYVLFDLIDGGEGRKKSG\QTR 

WADL* ELP*SF1TFTYG\FSPVLK 

TLTEFCSALTPIYAMSVFMLLR 

HLIFFDYG\ANAAIV\SST\LLVN 

MAIFAS\VCWASRLP\RS\LHAFI 

MVA\FAIQIFCPGGPML\QKKLK 

\ACTP\RS\YVGVTL\LFAFSAVG\ 

GLLSISAVGAWLLAXLLLMSISC 

LC\PFYLHFACSLFKENI/HMGP 

WDEA\EI\KEDLS PGSLS 


18911 


49279 


A 


19020 


1 


310 




18912 


49280 


A 


19021 


2 


411 




18913 


49281 


A 


19022 


374 


1275 


VLTRLI RKRERRKAQSQRERCR 

CVLAKDFLAGGVTAAISKMAV 

APTE/RVKLLLQVQSASKQITAD 

KQYTGVVDCMVRIPKE/QGVLS 

LWHNGIQFWHKFAGSLASGGAP 

GATSLCFVYPLVDFARTRLAAD 

VGKAGAEREFRGLG*PAGLRIY 

KSDGK/LRGLYQGRNVSVQGIH 

YRAAYFG1YD\TAKG\MLPDP\Q 

NTH1VISWMIAQTVTAVARVDF 

PIPFDTxVRRKNE* MQSRA PK£L 

T1HVHQARFDCWAEGLLRDEG 

G\KAFFKG\AWVPMFLRGHGVG 

AFCALSLYGWKSKEGTHKLIS 


18914 


49282 


A 


19023 


461 


705 


TERKKKGILPGNGNGFMSLRRT 
IRVWRNTPNYLGTNAVSP\RQD 
♦IGK.KGVCQRKQAGPCPPSN1Q 
GILEWRKHRISETKP 


18915 


49283 


A 


19024 


2 


408 





2359 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location or last 
codon Tor last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \-possiblc nucleotide insertion) 


18916 


49284 


A 


19025 


1 

V 


885 


MTQHAGKRDSELPV1VQDTET 

VPSVMDGKEYQAGRFARGLRL 

QCFRRRRRRRRTRRRRRKEEEE 

EEEEEEEEEEEEVEEEGMKKEE 

EGRRRKKKKKKKAEEEEEKKK 

KEEEEKKRRRREEPPRPRNDDD 

ARRRRKEEEEGRRRSM/LGKRD 

SELPVIVQDTETVPSVMDGKEY 

QAG RFARGLRLQCFRRRRRRR 

RTRRRRRKEEEEEEEEEEEEEEE 

EVEEEGMKKEEEGRRRKKKKK 

KKAEEEEEKKKKEEEEKKRRR 

REEPPRPRNDDDARRRRKEEEE 

GRRRSMKKEEEEEEEEEEEEEE 

EEEEEEEEEKKKRRJGPASKMM 

GGFEELRRGLNVGPTMAIFFLQ 

SAALAPAILYFCPSLKSNISKCN 

FOFLMFCOLLGRVTIPFLVSORS 

■ * ±J I'll MmJ Kit V» * V V lit A M-J W k«f \^ IVL/ 

RIEVGRHSLSTLNAETAHELYL 
GRTEPDECGKTAGLGTGLDLK 


18917 


49285 


A 


19026 


i 


378 




18918 


49286 


A 


19027 


36 


3415 


ESAANAQVLAAPSPCSPFAFTL 

SKVNMSLKNEPRVNTSALQK1A 

ADMSNIIENLDTRELHFEGEEV 

DYDVSPSDPKIQEVYIPFSAIYN 

TQGFKEFN1QTYLSGCPIKAQVL 

EVERFTSTTRVPS1NLYTIELTH 

GEFKWQVKRKFKHFQEFHREL 

LKYKAFIRIPIPTRRHTFRRQNV 

REEPREMPSLPRSSENMIREEQF 

LGRRKQLEDYLTKILK.MPMYR 

NYHATTEFLD1SQLSFIHDLGPK 

GIEGMIMKR 


18919 


49287 


B 


19028 


37 


147 




18920 


49288 


B 


19029 


10 


264 





2360 
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SEQ 10 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
bod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion. \=possible nucleotide insertion) 


18921 


49289 


A 


19030 


3 


1255 


HASGGRAANMAADRGAVQQQ 

SQDMMEVDRRVESEESGDEEG 

KKHSSGiVADLSEQSLKDGEEP 

G\EEDPEEEHELPVDMET1NL\D 

RDAEDFNDLNHYRJGKIEGFEVL 

EES* RLSCLRQNL1\KCL\ENLGR 

ELPESFRELDLYDNQ1K.KIENLE 

ALTELEILDISFNLLRNIEGVDK 

LTRLKKLFLVNNKISKIENIASN 

LHQLARM LGAGDLNRJRGQFSK 

YPTTLVTN LAES WFLG KKTKITN 

FQNPGCASPNLTVLSMQSNRLT 

K1EGLQN\LVNLRELYFSHNGIE 

VIEGLENN\NKLTVMLDIASNRJK 

Kl* K I SAHLTELAQEFWDGTTIPL 

KSWSDLDELEGEPGALEDSVP 

WGGN PLARRTPKYRRKW M L A\ 

LPSVRQDRCPRSVRFLKSFLGSL 

MWSLSSEELPSHGVFNPPCCS 


18922 


49290 


A 


19031 


138 


564 


YREVMVSES*ETPAGARGRPYY 

FSAPGTAP\PAINVHPPPPSLSAT 

PHPPQPQPPPPHQHNAKARVAT 

IRTKRTSNCRIRSRKVRKSPPEK 

WVGFNRRPKASCPSPPGAARV 

DVGGETERREQAAAPGEMGK 

WARPGEEYFHS 


18923 


49291 


A 


19032 


1404 


1586 


ENESRFSDRNQASAGLGYLSDS 
L*QWIVGNGHATDLWQNCSTS 
SSGNVHHCFSSSPNGSG 


18924 


49292 


A 


19033 


187 


701 


AELAARMLLLLLSHVLHVAAL 
VLLFVSTIVSQW1VGNGHATDL 
WQNCSTSSSGNWHHCFSSSPNE 
WVLQSCSRGTM DPVDSSFSILSL 
FLFFCQLFTLTKGGXRFYITGIFQ 
ILAGLCV\MSAAAIYTVRHPEW\ 
NLNSGY\S*RFA* I\LAWVAFPL\ 
ALLSGVIYVILRKRE 


18925 


49293 


A 


19034 


1 


493 




18926 


49294 


A 


19035 


105 


307 




18927 


49295 


A 


19036 


32 


302 




18928 


49296 


B 


19037 


119 


641 




18929 


49297 


A 


19038 


496 


653 




18930 


49298 


C 


19039 


568 


747 




1893) 


49299 


A 


19040 


522 


656 


ESSQSHGKNFYMGKRIKLSLY 
WN V WRM LNSKSETTNCPLI RH 
RLSKRVGAPFLPAVLVLTKITIY 
QT*KFQIRNHKLPSNKTSAI 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


18932 


49300 


A 


19041 


111 


277 


RHVVAVVLGDVGRSPRMQYH 

ALSLAMHGFSVTLLGFCNSKPH 

DELLQNNR1QIVGLTELQSLAV 

GPRVFQYGVKVVLQAMYLLW 

KLMWREPGAYIFLQNPPGLPSI 

AVCWFVGCLCGSKLVIDWHNY 

GYSIMGLVHGPNHPLVLLAKW 

Y EK FFGRLSH LNLC VTN A MRE 

DLADNWHIRAVTVYDKPASFF 

KETPLD\RTHRLFTKLTNMHSPF 

RARSEPEDPVTERSAFTERDAG 

SGLVTRLRERPALLVSST\SWTE 

DEDFSILLAALESRV*TTDS/SIG 

rfNLPSLVCVlTGKGPPREYYSR 

LIHQKHFQH1QVCTPWLEAEDY 

PR/I LG S VDLG VC LHTSCSG LDL 

PMKVVDMFGCCLPVCAVNFK 

WQEQNPNLSGDSFTDPPLRRKQ 

CRASCPQ*GPAPGLHELVKHEE 

NGLVFEDSEFL AAOLOVI FWF 

PDPAGKl NOFRKNI RFSOOl R 

WTV^WnSATPNPMM^CRTTF 


18933 


49301 


B 


19042 


no 


2294 




18934 


49302 


B 


19043 


81 


1538 




18935 


49303 


A 


19044 


21 


1158 


AVVAALPTSSSSRHSLTQKPGS 

RRLR1ESLLPPSSCEIFLIFSYIFR 

LCEKPYHQTRSASNVTNKTDPR 

SMNS\RVFIGNLNTLV\VKKSDV 

EAIFSK\YGKI\VGCSVHKGLCLS 

VQVMLMRRNAPGLL*QGE\DG 

RM1/ALGQVLDINLAAEPK\VN\ 

REKSSVKRSAAEMYG/SQ*QNT 

LLRPLYFSSSFDLDYDFQRDYY 

DRMYSYPARVPPPPPIARAVVP 

SKRQRVSGNTS\RSGPRGFNSKE 

WNSGVSSKFWKR*KGDDLQ\AI 

KEEfAQINQKWDSLLENLEKIE 

KATGANKQLEMK\ND\KSEEEQ 

SSSSREGKMRTNVKDGV*GGV 

PD DS A FGG fi PT W MN DDN V ICS 

GGMTSWEL1\KDDEKEAEE\GE 

DD\RD\SANGGG 


18936 


49304 


B 


19045 


93 


303 




18937 


49305 


A 


19046 


1 


246 




18938 


49306 


B 


19047 


123 


487 





2362 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /= possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


18939 


49307 


A 


19048 


584 


1664 


SGLFLFLFFYSEIFL1FSYIFRLCE 

KPYHQTHSASNVT^JKTDPRSM 

NS\RVFIGNLNTLV\VKKSDVEA 

IFSK\YGKIVG\CSCFIKGFAFPFK 

*C**EEMPRACCSGRRVGR1DLL 

GQVLDI*PGLAEPK\VNPREKPG 

VETILPAGDVRGQ*QNTLLRPL 

YFSSSFDLDYDFQRDYYDRMY 

SYPARVPPPPPIARAVVPS1CRQR 

VSGNTSRRGKVSGFNSKEWNSG 

VSSK F WKR* KGDDLQVA 1 KEEL 

-HQINQRWDSLLENLEKIEKAT 

GANKQLEMK\NDK\SEEEQSSSS 

REGKMRTNVKDGV'GGVPDDS 

AEEGGPTWMNDDNVKSGGMT 

SWEL1\KDD\EKEAEE\GEDDKR 

QGPMARNDS 


18940 


49308 


A 


19049 


158 


1001 


ICRLGSSA1SMSKYKLIMLR\HGE 

GAWNKENRFCSWVDQVKLNSE 

GMEEARNCGKQLKALNFEFDL 

VFTSVLNRAIPTARL\IL\EELGQ 

EWVPVESSWRLMERH\YGAL\1 

GLNREQ\MA\LNHGE\EQVRL\W 

RRSYNVTP\PPIEE\SHPY\YQE1Y 

NRPGGIKVCDVPL\DQLPRSES\ 

LKDVL\ERFLPYW\NERIAPEV\L 

RGUCTILi GK*AVGALLKHL 

GRYPSGl ilNIYSFLLGVPILL 

\ELD\ENLRA VGPH\QFLG DQEA I 

QAAIKKVEDQGKVKQAKK 


18941 


49309 


A 


19050 


1 


521 


SASWVGVAMASRVLSAYVSRL 

PARFAP* PRVRML A V ARHXLST 

ALCSEGTQTRLGTLQPALVLA\ 

QVPW*ELHMLCRQYSDMP/PRL 

TLEGIQ\DRVRLA*LKTLSDKVD 

PREAFQ*ILHFMKDLGLDSLDP 

KWKII\MALED\EFGFEIP\D1\DA 

EKLMYTPPRKLVDLHCQDKKD 


18942 


49310 


A 


19051 


1 


516 


IRALTMIWRRALLAGTRLVWS 

RSG SAG WLDR A A G\LR\DCG\TA 

ASGMESNTSSSLENLATAPVNQ 

I\QETISDNCVVIFSKTSCSYCTM 

AKX\LFHDM\NVN\YKVVELDL 

LEYGN\QFQDASLQK*LVERTV 

PRJFVNGTFIGGATDTHRLHKE 

GKLLPLVHQCYLKK\SKRKEFQ 


18943 


49311 


A 


19052 


825 


1080 


KRXIHQNFHKLSLKKAIEKDYS 
ESGSSVNQYKR1RPTDNVV1KQ 
Y\WPGAVAHTCNSSTSVGQGR 
WIT*GQEFETSLANVVKPHLY 


18944 


49312 


A 


19053 


80 


429 
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SEQID 
NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*-Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


18945 


49313 


A 


19054 

x * ^ . 


3 


752 


FKNAVGNLAMEGGGGIPLETL 

KEESQSRHVLPASFEVNSLQKS 

N WG FLLTG L VGGTL V A V Y A V A 

TPRVTPALRKVCLPFVPATTKA 

QIENVVKMLRCRRRDPLWD1GS 

GGRDGIVHRRLRRKGFTAVGF 

M EFKPMG * F W VFPRY\RA WRE 

GVHGSAKFYISDLWKVTFSQYS 

NVVIFGVPQMMLQLEKKLERE 

LEDDARVIACRFPFPHWTPDHV 

TGKGIDTVWAYDASTFRGREK 

RPCTSMHFQLPIQA 


18946 


49314 


A 


19055 


157 


829 


TWGKGDPKKPRGKMSSYAFFV 

QTCRGG\HKKKHPDASVNFSER 

SKKCSERWKTMSA*R/EKGKFE 

DMA KAXDKAR Y\EREMKTYI PP 

QRGRQKRKFKDSQLHPRRPPSG 

LLSSSCSEYRPKIK\GEHP\GL\SI 

GDVAKKLGRDVGINTAAD\DK 

QP\YEKX\AAKLKEKYEKDIA\A 

YRA\KGKPDAAKKG\VVKAEKS 

KKKKEEEEDEEDEEDEEEEEDE 

EDEEDEEEDDC 


18947 


t/j i j 


A 

/V 


19056 


85 


267 


GHLSHAWCGTYKPWPSPKEOS 
RAWKKDGLLFPPPP/PLFPTGLK 
V RG RESF* S VE L I RPOG 


18948 


49316 


A 


19057 


1 


1158 




18949 


49317 


A 


19058 


452 


517 




18950 


49318 


A 


19059 


93 


1069 


YEGVTTSRLPELPRGCLVLQEQ 

ELVQMSGMEATVT1 PIWQNKP 

HGC/SLRSVVRRIGTNLPLKPCA 

RASFETLPNISDLCLKRCAPSSL 

PWL\AWLGFLAE*KGSQKARV\ 

RSDTRPLRHTWKPSPLIVMQRN 

ASVPNLRGSEERLLALKKPA/L 

ASPKAALLSCRTS*ATLRTKICK 

DSGKLMQLRLH*RQISYLQEVQ 

MSLLPLPCFGSSFHSTTSFCH**/ 

PSPRRQRWRSLSFHQSPCFVLP 

ALNVANQNTKLPAVRLKRMTA 

SLCPRPA ALQDMMG ILKG LFTG 

MKQSQDLNRSLLKEEDPAVLIS 

EVLRRKFALKEEDISRKGN 



2364 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, V=possible nucleotide insertion) 


18951 


49319 


A 


19060 


162 


1410 


GQASCPPPALGQQTPASSYTVQ 

1QTY A PSSPHPRQG PGQGSSDPR 

GLRGAIPRGRQGQGV*QQGPRC 

RPPSSPVLPH1PQLSCCGHDGRD 

PEEGLGILELTLLHHAHPWSPN 

SW*KDS\PSPHGEFPAHSEPHSR 

DQTSPMATTKHEVQPLPQASLS 

QPSLG1GCLVDWLRQLRTTQGS 

/PQDAAQDSTWERP*DAS/GKP 

WLL*PGVPTPGPPCQAKERKPP 

FMGNCPL* SRVPWPSRLPEEL/P 

AMPLAPPVAGEAAGPASSHQSL 

SPSQDPTPLPGADRREKJERGGE 

EGSSWPQTPRLTTHTTSPPPEKQ 

QQIESPP1RLSSFKTGFHLASSGH 

SYAIKPNSKTKAEKVGQVRVPR 

SHTIREQRQGKRPGEHHRRTER 

DAKPQGEEDHQATVVSQKLGT 

DRRLIK KQRTS VLS AT A ES 


18952 


49320 


A 


19061 


1 


340 


G S VGSGTTLNQLGF WSSPGTS P 

LEPPCPWLDSHIFPVPFWKDVA 

FG EG VCLPPGAPQPRRICPRRG 

QQPEFQQEEPETIPERTPADPGV 

LPPAFPG1CLPRRLRAPPDPGPA 

A*AVPPVADA*GSVGSGTTLNQ 

LGFWSSPGTSPLEPPCPWLDSH1 

FPVPFWKDVAFGEGVCLPPGAP 

QPRR1CPRRGQQPEFQQEEPETI 

PERTPADPGVLPPAFPG ICLPRR 

LRAPPDPGPAA 


18953 


49321 


A 


19062 


3 


396 


IPLASLHLALPGHQRGPPPGRLP 

SCSSQGTVPPPRAGPYQAGCPG 

TAPAPAAPASAPWSAPQASATG 

GTAHAAGPGSGGARSLPPARA 

HPPARCWQGRPLRSLLL*PSSVP 

ETGGPEKARLVKALSPNTAP 


18954 


49322 


A 


19063 


563 


1269 


LEESTGRITHFKATLHCTMSNN 

LA WGGTK WLQESR VFFH I RRLP 

SDASAGPGCVYRVVPDGGSQG 

RPQGAPP*AAQA/GTPRGRPP\P 

GAPSALLPPPPSGTSVGPGGLQ 

QRRPPTGQEDSPTEPGFWKPRL 

WRSHLATSLATRCTMQGEPAR 

AHPPGGRGPAASEERHQRGPPP 

GGCFAALRYCATPRPDLSGRCP 

GTAPAPAAPASAPWTRLRHQPL 

AAQLMQPGQVWWGPAASW 



2365 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


18955 


49323 


A 


19064 


1 


1158 


MELKAKARELREECRSLRSRCD 

QLEERVSVMENEMNEMKREG 

1CFREKRJKRNEQSLQEIWDYVK 

RPNLHL1GVPESDGENGTKLEN 

TLQDIIQENFPNLARQANIQJQEI 

QRTPQRYSSRRATPRH 1IVR1TK 

VEMKEKMLRAAREKGRVPHK 

G KPI RLT A DLSSETLQ A RR E WG 

P1FNILKRJFSFPQRGGTGGRRM 

VKLTAELIEQAAQYTSAVRDRE 

LDLRtJYKIPVIENLGATLDQFD 

AIDFSDNEIRKLDGFPLLRRLKT 

LLVN/NNRIC/RVLDFQKVK/LK 

ERQEAEICMFKGKRGAQLAKDI 

ARRSKTFNPGAGLPTDKKKGG 

PSPGDVEAIKNAIANASTLAEV 

ERJLKGLLQSGQIPGRERRLGPT 

DDGEEEMEEDTVTNGS 


18956 


49324 


A 


19065 


2 


431 


RKLDGFPLLRRLKTLLVNNNRI 
CRIGEGLDQALPCLTELILTNNS 
LVELGDLDPLASLKSLTYLSILR 
NPVTNKKHYRLYVIYKVPQVR 
VLDFQKVKLKFVNPGAGLPTDK 
KKG G PSPG DVE A 1 KN A I ANA ST 
LAEVERLKGLL 


18957 


49325 


A 


19066 


92 


303 


NCFLVFSPARSTVGEFASMSSE 
ECPMHVVFLFPLTLCVVSLYER 
QEAEKMFKGKRGAQLAKDIAR 
RSKT 


18958 


49326 


A 


19067 


208 


293 


LLLLWWFPLGPTDDGEEEMEE\ 
DTVTNGS 


18959 


49327 


A 


19068 


22 


904 


ARNPWSTHASGWREATGFPQR 

GGTAGCTMGKLTAEVLIEQAAQ 

YTNAVRDRELDLRGYKIPVIEN 

LGATLDQFDAIDFSDNE1RKLD 

G FPLLRRLKTLL VDTTRI\CG I G E 

GLDQAVLPCLTELILTNNSLVEL 

GDLDPLASLKSVAY\LTYLRNP 

VTHKKHYRLYA1YKAPHVRVL 

DFQNVKLK\ERQKAEKMSKGK 

RGAQLAKD1A\RRS\KTF*FPGA 

GLPN*PKRKGGP/SLPGDVEAIQ 

ECP*QNAFNSGLKVERLKGVCC 

KSG\QIP\GRERRSG\PTDDGEEE 

MXEEDTSHQTGS 


18960 


49328 


A 


19069 


1 


395 


AINYNEKIYELRVMETKPVDICA 
VSI1ECDMNVDFDAP/LGYKEPE 
RQVQH EESTEGEADHSG YAGE/ 
LG FRA FSG SGNRLDG KKKG VE 
PSPSPIKPGDIKRGIPNYEFKLG\ 
EAGGRFVAFSGEGQSLRKKGR 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


18961 


49329 


A 


19070 


1 


1108 




18962 


49330 


A 


19071 


353 


693 


GSLFLVKRREPER/QVQHEELTE 

GEADHSGYAGELGFRAFSGSG 

NRLDGKKESPSPIKPGDIKRGIP 

NHEFKLGKTPF1RNACPLVKXF 

EEDEAGGRFVAFSGEGQSLSKK 


18963 


49331 


A 


19072 


2 


1112 


RLGAAAAAAAAGRAVGGVSSL 

HCPERSGVCQVVSIMFSFNMFD 

H PI PR VFQN RFSTQ Y\RCFSLS\M 

LAGPNDR/SS1GEKEGK1IMPPLG 

PGTKLSRL*HYR1PMLFK\LTNK 

NSGPHGRHCGVAGSLWA**GA 

SAYLPHWDDGRTYSLGRKAA 

WVQGGRSVNLSSGPLISNFQPQ 

SP\DFL\DITN P\KA VFEN\A LRN F 

ALS*PPGDVI\AINYNEK1LRNCV 

VMETQTPTRPVSHH*SVNH*TV 

EL*LLPPGATKEPRKDQVQP*G 

VRTEGESRPHSGWAWKSLGFP 

RFSRGSG\NR\LDGKKKGVEPSP\ 

SPIKP\GD1KRGIP\NYEFKLGKIT 

F/VSRNSRPLVKKVEEDEAGG\R 

FVAFSGEGQSLRKKGRKP 


18964 


49332 


A 


19073 


1 


415 


SGGGRNRSATGSWVGTMAGIT 

TIEAVKRK1QVLQQQADDAEER 

AERLQREVEGERRAREVRGMK 

VIENRALKDEEKMELQEIQLKE 

AKHIAEEADRKYEEVARKLVII 

EGDLERTEEPSLSWQESKCSNEL 

EEELKNVT 


18965 


49333 


A 


19074 


1 


421 




18966 


49334 


A 


19075 


3 


388 




18967 


49335 


A 


19076 


1 


1332 




18968 


49336 


A 


19077 


49 


483 




18969 


49337 


A 


19078 


227 


1030 


AVSWVGTMAG1TTIEAVKRKIQ 

VLQQQADDAEERAVERSQREFR 

EERRARE\QA\EAEVASLN\RRIQ 

\LVEEEL\DRAQERLGHCPCKKL 

*RS*KKLADESERRY*RLFEN\R 

ALKRLKEKIGTSREIPTSKKPKH 

HCRKEAD\RKYEEV\ARKLGDH 

LKEDLERTE\ERA\ELAESRC*EI 

DEQ1RLIDQNLQCLSAAEDKYS 

QKEDKW\EEEMKILTDNLK£AE 

THAELAERSVAKLEKTIDDLED 

KJLKCTKEEHLCTQRMLDQTLL 

DLNEM 


18970 


49338 


A 


19079 


50 


864 




18971 


49339 


A 


19080 


1 


1014 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X-Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possiblc nucleotide insertion) 


18972 


49340 


A 


19081 


1 


1650 


MGFHHVGQAALELLTSGFSQT 
QELQKFLFLLFLLV Y VTTI VGN 
LLIMVTVTFDCRLHTPMYFLLR 
NLALIDLCYSTVTSPKMLVDFL 
HETKTISYQGCMAQIFFFHLLG 
GGTVFFLSVMAYDRY1AISQPL 
RYVTIMNTQLCVGLVVAAWV 
nnPVHQivni ai it pi PFprjPNii 

DNFYCDVPQVLRLACTDTSLLE 
FLMISNSGLLVIIWFLLLLISYTV 












i ■ • - - 


ILVMLRSHSGKARRKAASTCTT 

HIIVVSMIFIPCIYIYTWPFTPFL 

MDKAVS1SYTVMTPMLNPMIY 

TLRNQDMKAAMRRLGKCLKG 

PAVAVGPGPGPGDAEAAAEER 

RVKVSSLPYSVDALVSDKKPPK 

EASPVPAKSASSGATLRLLLLP 

GHGAREAHSPGPLIKPFETASV 

KWENS\QDGAAWMQEPC*\YSP 

PPRHK\HKTNPKPRTAFTTSQLL 

ALEGKLLQKQYLS1AEGADFSS 

SPNLTETQ V Kl L FQN RRA KTKR 

LOESELEKLKMAAKPMLPSSFS 

I PFPISSPLOAASIYAASYPFHRP 

VLPIPPVGLYATPVGYGMYHLS 


18973 


49341 


B 


19082 


62 


440 




18974 


49342 


A 


19083 


1 


902 


METEALMPGLGVAVAGAQVTL 

GFLALETQLPFTGHKRILRLFFS 

SPRDPPHVPSK.GLKRKWGARR 

GRTFALREAEPQRLPSLSRAFG 

TLARPYARLVRPGNPVVPFPLA 

GSAEAARAAATCERQARTCPM 

PGVTVKDVNQQEFVRALAAFL 

KKS*V\GKLKVPEWVDT\VKLA 

KHKELAP\YDENWFY\TRAAST 

AQAPCTIRGGAGWGSMTKIYG 

GRQRN\GVMP\SHFS\RGSKS\VA 

RRVPPKPWRG*KMVEKGTKNC 

GPQNLTPSRDKRDFGTEFAGQV 

AAANKEALEQIHCFGLIK.LAHS 


18975 


49343 


A 


19084 


1 


673 


AG PDAEASER V PEG PE A PG AG P 

SRPLEPRPRASGRPGHGRCLGV 

TVK\DV\NQQEVRHELWAAFLS 

KSLR7LRVS*TVPEWL\DTVQAG 

QAQKSLLPYDEXNWFYHAELAS 

TA\RH\LYHPGS ALG VG SMTK I Y 

GGTSDETASMPKPLSARGFQEI 

WARRV\LQSPGRGLKMGGKRD 

QELRAAKLDTFKGQKRFWDRI 

RRNRLAVAYKEALEQTMAGV 

NKLPQFVKKKKK 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


18976 


49344 


A 


19085 


1 


427 


HPVRFFVHRGPH/VDFSLEVVS 

QWYELVVFTASMEIYGSAVAD 

KLDNSRSILKRRYYRQHCTLEL 

GSYIKDLSVVHSDLSS1V1LDNS 

PGAYRSHPDNAIPIKSWFSDPSD 

TALLNLLPMLDALRFTADVRSV 

LSRNLHQHRL 


18977 


49345 


A 


19086 


2 


832 


WNSAELGRGGPGAGGAGVIGM 

MRTQCLLGLRTFVAFAAKLWS 

FFIYLLRRQIRTVIQYQTVRYDI 

LPLSPVSRNRLAQVKRKILVLD 

LDETLIHSHHDGVLRPTVRPGT 

PPDFILKVVIDKHPVRFFVHKRP 

HVDFFL\EV\VSQWYELVVF\TA 

SM\EIYG\SAVGRLNWDNSRS1L 

*GGRY\YRQHCTLELG\SYIKDP 

LLWFHSDLS\GIV1L\DNSPGAYR 

SHPGYGGRXDNAIPIKSWVSVTP 

ANTA 1 LNLLPMLD ALRFTAD VR 

J Iw 1 ^ I'll IV1 ™ AL^ A—* M 1 ▼ I ui^/lUI XX ■ / » K** ▼ 1\ 

SVLSRNLHOHRLW 


18978 


49346 


C 


19087 


69 


206 




18979 


49347 


A 


19088 


312 


438 




1X9K0 


49348 




19089 


635 


826 


OW1SLWKCYKPEESGGOYLIFL 
KKSIFNDEFHVKPN*AS*GKEK* 
TPLQTSNC*GILSPPGLP 


18981 


49349 


C 


19090 


1 


390 




18982 


49350 


A 


19091 


336 


551 


ARPLGSLASAPFPAPM*NVYPT 
GP*\YNADCPNVTAPVCASNGH 
TFQNECFFCVEQREFHYR1KFE 
KYGKCD 


18983 


49351 


A 


19092 


76 


309 


KGRFVIALTFTT*HSNLEKSCSK 
ICKIK\NKSLVCKHQLAKS1QSPS 
* * WNGMNN*FTTLFICCrINTEK 
TFIHCGKRP 


18984 


49352 


A 


19093 


181 


447 


NKYQTDNIKLSDNDLTIGHQTG 
NTT A HC/R Yl M LFRSFQQM A i TT 
ILS*YRKNIYPLWKETLKRMWQ 
RHREKVGSFEKVNDIKILFHHW 


18985 


49353 


B 


19094 


1 


639 




18986 


49354 




19095 


\ 


160 


NLHS0MLWN0R1R*LT3Y*LEL 

LCKNPNRVATRDQLLCLSGHL 

GMGRILELGG 


18987 


49355 


A 


19096 


2 


456 


YKNTITDYYEHLYAHKLENLEE 

MMKRRAST1CTET1PKKLRRRD 

SSLTHSMRARRLSVDVKPQDRS 

RGPSECTIFRAGVPEGTRGALW 

LPHFQTESDPGSKPA1TLLVIHP 

DELQIYVRTKTC/T/RMFIAALFI 

IAKT*KQPRYPSCL1TST 
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PCT/US01/08631 



SEO »> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


18988 


49356 


A 


19097 


138 


1193 


LCFFGQHAPIYCSLRHSLLSYTR 

PASLICCLPGSHRYLEFVLLLLK 

HHRLHEDLNHCPIGSRSGRDVR 

SQTTQEQHVIAMPFPLRKLEPL 

HSGLYSHSCCSRYLAGWLALA 

TGGAARSPPAISILQPQEPSVTPS 

DTQRACGRSTEAFESKEQKASV 

RVETTVSFSCS1KVDGGLLEPKR 

ADTGWHGHHCRPASITPAGWV 

PARYLLYVFFSRQCVLSMVCGP 

QYTRGEIPGAVLKEECLPSLLT 

GRFDLSGRARRLSVDVKPQDRS 

RGPSECTIFRAGVPEGTRGVLW 

L PH FOTESDPG S KP A 1TLLVIHP 

DFLOIYVRTKTC/T/RMFIAALFI 

1 AKT* KQPRYPS ANTLLL 


18989 


49357 


A 


19098 


3 


247 




18990 


49358 


A 


19099 


1 


1048 


MQLKPMEINPEVSARCTATRRA 

RGRGRG SR V A D RFG F AFFFA FA 

FQMLNKVLS\RLGVAGQWRFV 

DV\LGLEEESLGSVPAPA\CALP 

ACLFPLTAQ\HENF\RKKQIEE\L 

KGQEVSPKVYFMKQTIGNSCG 

TIGLIHAVAQ*SKTNLGFE\DGS 

VL\KQF\LSETKKNVPLKDRAKC 

F\EKN\EAIQAA\HECRGTR1CGQ 

CRVDDK\VNFHFYSG*PTVDGP 

PSMNLDG\RMPFPRGPMAPS\Q 

GDTLLEGRFPRSCRR1SPRREQR 

RSPASSARGFSCKGSLNALWGG 

TWLISPLSPOHENILPPHASLKC 

FSTCETQAVLLFCQTRPSPQPHP 

RHLSTSRVHSCPLGHCGVSFRW 


18991 


49359 


A 


19100 


57 


450 


VGDCLTSRGMSWVQATLLAR/ 

ALCRAWGGT/CRGALTGTSISQ 

VPRLAP\RGLHCSA/ASVSSEQS 

LVPSPPEPRQR/PPGGERDKASF 

LOTVOKFADTSVVDSGHIDFIY 

LALRKMREYGVERDLAVYNQL 

LNIFP 


18992 


49360 


B 


19101 


307 


390 
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SEQII) 

NO: 

■j ■ 


SLQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540.217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion* V=possible nucleotide insertion) 


18993 


49361 


A 


19102 


431 


1267 


SGTRTTSTAARTSRTWRS*TPLL 

ACTPRPCGSAKLATATSRTCIRP 

*SPSATQTLTVTKVPLPK£>STG 

AADPPQPHIV/GAQGMYVSTPG 

IQSPDQQAALARHNPARPVFVE 

GPFSLWLRNKCVYYHILRADLL 

PPEEREVEETPEEWNLYYPMQL 

DLEYVRSGWDNYEFDINEGKE 

QH VTI/LCSSGEC* ILRRRQNV* R 

LLDW/LAGKALTSPTCAPKITC 

VPLALPTPYCSGQNLNSSCSMT 

SVSDHLSPVPTLLSTISKAHGTP 

PPNTKVVTKVTVRQ 


18994 


49362 


B 


19103 


49 


691 




18995 


49363 


A 


19104 


89 


95 


VGDCLTSRGMSWVQATLLARG 

LC RA WG GTCG A AL/SQEPPSLR 

SLASLPRGLHCSAAAHSSEQSL 

VPSPPEPRQRAHQGSWCPLR/VP 

VLGQG AGLGERGQG RAFL/LD 

GCRNLRTTSVRKRGPH/VDLFY 

LALRKMRE\YGVERG/DLAVYN 

QLLNIFPKEVFRPRNIIQRIFVHY 

PRQQECGIAVLEQMENHGVMP 

NKETEFLLIQIFGRKSYPMLKLV 

RLK.LWFPRFMNVNPFPVPRDLP 

QDPVELAMFGLRHMEPDLSAR 

VTIYQVPLPKDSTGASKIPPKPH 

IVGI/QRSPDQARPPLARHNPS\R 

PVFWEGPFSLWLRNKVCV/YY 

HILR\ADLLPPEERVRA*SKACV 

GAGEWAGTTLRVHGRGWRRE 

TERALASDPACTPHLGVEEVEET 

PEEWNLYYPMQLDLEYVRSGW 

DNYEFDINEVEEGPVFAMCMA 

G A HDQVATMA K W1QG\LQETN P 

TIAAQIPRGLSAFAGSTRKLQTS 

SAGLEEPP/HCPRTTKEEDDNLQ 

RQSRAQS*SPCAGIRAQQQDRA 

GLESAAGRVSR 
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SKQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540*217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


18996 


49364 


A 

i. ' t .j 


19105 


1 


1199 


EFGALRRTRLGSSFPRRRDSSA 

MESYDVIANQPVVIDNGSGVIK 

AGFAGDQIPKYCFPNYVGRPKH 

VRVMAGALEGDIFIGPKAEEHR 

GLLSIRYPMEHGIVKDWNDME 

R I WQ Y V YSKDQLQTFSEEHP VL 

LTEAPLNPRKNRERAAEVFFET 

FNVPALF1SMQAVLSLYATGRT 

TGVVLDSGDGVTHAVPIYEGFA 

MPHSIMRIDIAGRDVSRFLRLYL 

RKEG YDFH SSSEFE1 VKA I K EltA 

CYL\SINPQKDETLETEKAQYYL 

PDG\STI ETG PS RFRA PELLFRPD 

LIGEESEGIHEVLVFAIQKSDMD 

LRRTLFSNIVLSGGSTLFKGFGD 

pi i r\*\f\cv\ APi^nnRiRiQAPn 

I\J-*L>v>\ V IVI\.L,/\.r rwU\JlxII\Jo/\r 

ERLYSTWIGGSILASLDTFKKM 
WVSKKE Y EEDG ARSI H RKTF 


18997 


49365 


A 


19106 


I 


328S 


MPSGGDQSPPPPPPPPAAAASD 
EEEEDDGEAEDAAPPAESPTPQ1 
QQRFDELCSRLNMDE AAR A E A 
WDSYRSMSESYTL/EGSGLWLP 
RGLFGHPGHCTGLLLLLRSGCV 
RSQPSDRACR* EK\CHSSHLIEFF 
NKMKKWEDMANLPPHFRERTE 
RLERNFTVSAVIFKKYEPIFQDI 
FKYPQEEQPRQQRG RKQRRQP 
Ll VoclrnrLW VLrl i/\lvulNrr 
MISDDLVNSYHLLLCALDLVY 
GNALQCSNRKELV 


18998 


49366 


A 


19107 


56 


3552 


GPAAQGCAMPSGGDQSPPPPPP 
PPAAAASDEEEEDDGEAEDAAP 
\PAESPTPQIQQRFDELCSRLNM 
DEAARAEAWDSYRSMSESYTL 
EGNDLHWLACALYVACRKSVP 
TVSKGTVEGNYVSLTRILKCSE 
QSLI EFFN KMKK WEDM AN LPP 
HFRERTERLERNFTVS AVI FKK 
YEP1FQDIFKYPQEEQPRQQRGR 
KORROPCTVS*NFSI FC WVLFIC 
A KGNFPH * LSDDLVNS YHLLLG 
ALDLVYGNALQCS 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
MMQji 1 7 


Nucleotide 
location of first 
codoo for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


18999 


49367 


A 


19108 


1 


1193 


GRRRRFWWRKRIGGGGGGMA 

MPAEAPWMASSFNGFLSLPPG 

VVLLLPPPSDRNPPLQPSSRPPLC 

VRMWMNAFTPLISLFFWASLV 

SSGARRLHPIQPQPCREQAPMP 

APGAARSAVAASMSDCTVAGP 

CTGSHTPCHSTSDSQSP/CGGVG 

SSLVV*AERSCAQCRMSPRKGH 

\CCCCCCCCCCCC/SCCCYCHYC 

CCYCCCCCCCCCCCCCCCCCC 

eccccccceecYeccRCYCcc 

CCCYCCCCCCCRCCCCCCCRC 

CC*HYCCCCCCCF/GCCCCRYC 

CCCRYRRCYCFCCCCCCCYCY 

CCC* RTAHA WPSMNKSQCVLP/ 

C1CKVPLGRLAVTTGCPGFG*G 

GCWEDCMFPAKGPSIRLEQWFS 

TTAILLPSGPGDFWQYLGTLLV 

VTTREEVLLESGG 


19000 


49368 


A 


19109 


1 


762 


GTRDATA EEN RVLL AM VNPTV 

FFDIAVDGEPLGRVSFEVRGLD 

TKK*LL1*SIKLC*QIGGSSIFITS 

D*KNSCLPL!VQQCLLFLRILP\L 

FADRVPKASQKI FVALSXTGEKG 

FWL*GVPCFHRLFP\GFYVSRGG 

DFHTAWGTG\GKSILWGENLK 

DENFI\LKHTG\PGI\LSMANAGP\ 

NTNGSPVFLTSCTA\KTVEWLDG 

K\HVVFG\KVKEGMNIVEAMER 

SLGPRMGKT\SNKFTIADCGQL 

RIKFDLVFYL 


19001 


49369 


A 


19110 


95 


240 


LHSEITVCL*GSEHHFFENGTYI 
PH RSCHDPLE A RAEDFL 


19002 


49370 


A 


19111 


1 


1644 




19003 


49371 


A 


19112 


237 


632 


AIGFPSYSSMQLVNIFGLLNLFSI 

ISSSFRHQG*HS*ELP\YPLEPGA 

EDFLR*GP\LAGHGHTGSQPFFC 

RVSEA/CGSHLVNSSRAALKRW 

AGV'RKIWPRGSPETPRNLKDL 

SVLEYENTPDTSGKKALED 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of First 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


19004 


49372 


A 


19113 


274 


2704 


GISVLHGCGYRFQPRGMAAPGP 

FSEKPVPGCDAGDLQTPALSSW 

TQTFI1SHEQGIKFLNQRWSCWS 

KERNHGHCRVRGHVTAAQCDL 

FGNGLKHNLDLHIHDRMDASK 

NVKKSTNYGKMSFYTYCECTP 

TGEKLWDHNQHRKI1GYKPASS 

QDQKI YSG EKS YEC A EFGKSFT 

WKSQFKVHLKVPTGEKLYVCI 

ECGRAFVQKPEFITHQKTHMRJE 

KPYICCNECGKSFFQVSSLFRHH 

RJHTGEKLYECSECGKGFPYNS 

DLS I H E K 1 HTG ERH HECTDCG K 

AFTQKSTLKIHQKI HTGERS YIC 

IECGQAFIQKTQLIAHRRIHSGE 

KPYECNNCGKSFISKSQLQVHQ 

R V HTRVKPY i CTE YG K V FSNN S 

NL1THEKIQSREKSSICTECGKA 

FTYRSELHHQRIHTGEKPYECS 

DCGRAFTQKSALTVHQRIHTGE 

KS YICMKCGL A FI RKAHL1THQI 

IHTGEKPYKCGHCGKLFTSKSQ 

LH VHKRIHTG\EKP YMCN KCG K 

AFTNRSNLITHQKTHTGVEKI\FI 

CSKCGKAFTQRSDLITHQRJHT 

GEKJ>YECNTCGKAFTQKSNLNI 

HQKIHTGERQYECHECGKAFN 

QKSILIVHQKIHTGEKPYVCTEC 

GRAFIRKSNF1THQRJHTGEKPY 

ECSDCGKSFTSKSQMT\EH*A\V 

HSG*KPYV\CAECGKAFSGRSN 

LSKHQKTHTGEKPYICSECGKT 


19005 


49373 


A 


19114 


*% 
j 


180 




19006 


49374 


A 


19115 


95 


433 


PVLRTHPGPQSLPRVPGVPCGG 
LLEPLSRAEVSPRLGLRRDLLG 
GMAPSGSST\VF\LLALTI 1 ASTW 
ALTPTHYLTKHDVERLXASLDR 
PFTNLESAFYSIVGLSSLGAQVP 


19007 


49375 


A 


19116 


196 


706 


ISISNETKDLLLAAVSEDSSVTQl 

YHAVAALSGFGLPLASQEALSA 

LTA RLSKEETVL ATVQA LQTAS 

HLSQQADLRSIVEEIEDLVARLV 

DELGGVYLQF\EEGL\ETTALF\A 

AATYKL\MDHVGTEPSiKJEDQV 

IQLMN\AIFSKKNFE\SLSEAFSV\ 

ASAAAVLSHNRYH 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( \=Unkno>vn, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /-possible nucleotide 




sequence 






couun lor pcpiiuc 
sequence 


ui pcpiiuc sequence 


ucicuon, v-posMuic nucicuiiuc insertion) 


19008 


49376 


A 


191 17 


275 


2192 


MVVSPQGSSTVFLLALTHASTW 

ALTPTHYLTKHDVERLKASLDR 

PFTKPJLCFSV/FTTCVTT*H*LFP 

TV * KACTYI RSKSLPCLPQI A KT 

CSKTLCLPILS*ISISNETKDLLL 

AAVSEDSSVTQIYHAVAALSGF 

GQ V REG VSG *N KTCHSLGF YSL 

PSRTVDSGSCISFLLLLD1QHISV 

LLWQDLVARLDELGGVYLQFE 

EGLETSTAVALPPSQQRKRNSC1 














SHFFQDQV1QLMNAIFSKKNFE 

SLSEAFSVASAAAVLSHNRHPR 

NK1 LCSCSLCCN K* FF1 YFQLQ V 

TNVLSQPLTQATV\KLLFV1SMT 

F/RT*VLAKPIVILNRDVFELNF 

MNVKFYICM*IPEHPP1DLATVF 

SIFL*LRVKISTDIFSACSQRYTD 

PL*RLTLYASFRVTYPAKAKGT 

FIADRDSMLGPGRJLKLSDERL 

YYSSI*TFVRLHNQKTGQEVVF 

VAEPDNKNVYKFELDTSERKIE 

FDSANIIY*VSPTSLPLCFYRLSL 

FF*ADVVrNPGlHGCPYWEGHIL 

KSSWCVFRQHLFREPEKSWHG 

LCCFPFKF*CLFNLFLP1IQWI LT 

FLNRRASLCFI * LDVMTPLL A A 

MLGLMYVYWTQLNMFQTLKS 

LAILG\SVTFLA\GN\RMLA\QQA 


19009 


49377 


A 


19118 


3 


413 


PRKEAPSTFLSQ/NLFTPKQEIQ\ 

H LF\REPEKR\PPTV WSNTFTALI 

LSP\LLLLFALWIRIGA\NVSNFT 

FGLPSTI\IFHWG\HAAMLG/LSM 

YVY*TQAQPCSQTLEVPWPILG 

QCDRFLAGQSGMLAQRTAVQE 

NQHN 


19010 


49378 


A 


19119 


2 


535 


G R VDPKA K.KE APA PP* SLKPKA 

♦ A FK.GPRKA VLK\G V\H SPQKA 

GRSRTSTPPFRAGRKTTADSRR 

PAPKHLRKSRVPGGNKLDVHYA 

\IIKFPADH*SASAVKKIEDN\NT 

L\WIVD/VLKANKH\QIKQGCE 

RSLYD1\DVGQGQHPWIRPD\GE 

KKAYCSTWLLDYDGFGMFAN 

QNWGSI 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Un known, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


19011 


49379 


A 


19120 


159 


801 


GAAGRRRLPEGEGEDEASAWR 

RLARCLMPKKNRJAIYEVLLFKE 

G\VMVAKKDVHMP\KHPE\LAE 

VKNVPQPFMVMKGHAGLSSPR 

G\YVKGTSFA\WRHFLTGTLTQ* 

GVSQYSPW1TLHLAPGRFVPCP 

PLRP V A RPRRMG RP\RPKK VLG 

GVEATWRGFHKRGEV\DRGYL 

TRRSACCQLGAVDKKSRGWGL 

GSSNPNFQFRG\GF\GCGRGQ\PP 


1901-2^ 


49380- V'. 


A' 


19121' 


334 - 


989 ' j 


EPPAETLPVAARDPTGLSPTYLS 

SHKHEKFQQVRHFPVLLGYPIA 

SSGASPEVRQRRTTFFRFRPGES 

LCGDMKLLTHNLLSSHVPAGG 

SLPFSGGMVGRGPVLATP/LAL 

QATEGRUCPVEFNPQLRGRVMI 

P*KWKWS\AF\LEAGPDKLAV*I 

PGARKGPG*GDMRENEEFS*GP 

WHHLACWEVGSD*EGTL\QVP 

GNLGRYFSPFKPRGSPNMLAE 


19013 


49381 


c 


19122 


61 


177 




19014 


49382 


A 


19123 


4 


191 




19015 


49383 


A 


19124 


1902 


2187 




19016 


49384 


A 


19125 


55 


340 


GELVLKALSAFIRAFRCPAEGS 

DPVGRAADPVSPPAPRGISQGGS 

ACGSPFLPGPITESLPLPPGLGSG 

SELPSLYLVSGIYGGVRRGPPA 

RLEA 


19017 


49385 


A 


19126 


1228 


2447 


TSQGSSPPAHIGRWSSNHKKGL 

GSSFSQSCCKAEALVKNAWPPT 

QA*VSICCFEQDLGRGQQKGKS 

GGKWQKTAESREAVTECPACY 

RAARCRAAGDRGLRAEGAAAG 

HTASPSAYRVRGERGHRDMHS 

ASARLSHPGETNLMLGLAEPSV 

TSH*SHPFRQS*LP*QAGP**EM/ 

PLPPSARDSSDLCSG\SPSHDLLP 

LPNTVIFWGPSSPQDWQPLPLSP 

FCVSQAAGSPCSPLLQGLEPGGI 

STSCPPGPAPY1DFGAVSGAGQS 

AAQRGAHFPAAMAERPSAGTS 

G SSG I SG A I A AT V VS WV A EG EQ 

AVKCLAEGSTRQTGQPSRRAPS 

RGCPAPGAPPGRAAPPQAPPAA 

PAAGGGRGPPAAPRAPAPRPQP 

QG A PRP VSPCRGTG A A PP PTL V 

WGLSSEAEG 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lfnknown, 
*=Stop codon, /= possible nucleotide 
deletion, \— possible nucleotide insertion) 


19018 


49386 


A 


19127 


164 


563 


CEAALKGDSGGSPWPDEKPKE 

GVKTENNDHINLKVDGAEMVT 

V V\QFKJ K\RHT\PL* * T* LKA Y L* 

TDRG LSMRQ1RFRJ * PGNPIN * K 

QTHLHQLGNGRIEDYNLMCFQ 

QARPGGVYLKKGTCFFYSKNS 

VSF 


19019 


49387 


B 


19128 


166 


426 




19020 


49388 


c 


19129 


76 


285 




1902! 


49389 


A 


19130 


3 


179 




19022 


49390 


A 


19131 


93 ~ 


172 




19023 


49391 


A 


19132 


1 


2742 




19024 


49392 


A 


19133 


1287 


2571 


ILRQWLLASPEEKTGRPALASG 

S AETLS WLRAQGREPRGPA* SA 

VGAEHRTRTAPGSDPRCGILPS 

GRSPPSP/PARLFLASVPATI*AM 

TPSPTRLPAWPPPCRG/PDASPE 

VVRKGGKAGQPRGSPQPWRSG 

AEEIVEVGLLPLTPRALLFPQVP 

TALPAVYHFLAACEG1CPHSCA 

APSMIELWDFL1QQHQPEKAVA 

CTTTHIPGLRISALNKHRAWGG 

TDDD V A ASEMPLG A AG AEPW 

D/VE*LLPAALKIPTGHTATTSW 

GAG P* SPQGSCKG\SG VG SGAT 

ADLLAPTAGVGTSRTACGGGT 

QFMSEGAPGVMNNGSPDWSST 

QFMSEGAPGVMNNGSPDWSSN 

LSQPQPMHLLYLTTWFLERPM 

CCPDTT ALTQTLP VPSFS Y P VCT 

SHIRQNPHLHFLRAPSPHYTTA 

CSFEPQRFLEQQQDLL 


19025 


49393 


A 


19134 


31 


202 


I L1TYIIKL INQ ADFSTP* FMSH L I 
VSSRILCTEKWNFHFPPHF*D*Q 
QTFCTLQFL 


19026 


49394 


A 


19135 


410 


867 


LLTLSRTTPLMSLGFPGIPKMIN 

RPRQSSPIKLQNSSSLSNLLFFQ 

EDSSTLDSGLERSQGLDSTGGG 

ED1CRVWTAS*SFICLSDPQKVQ 

1QSAPNRKAWCLVILVVVSHSS 

TPFSWQKVMKW1KKISFRVFAA 

GQGLLGGYSNPRYSFSF 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of First 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


19027 


49395 


A 


19136 


111 


743 


V1TILTPMLADRTRRJERPPKKK 

GTTSLGQRKWLLTQDWPSVYP 

VA\HPFKPSAVP\LPV\RMGYPV 

KKGRAHGDRRGNLELLKISQFF 

W1LTSCSNLKSTCEALKDF\CTG 

VGQPHWDSGRKKMLKKHFSN 

WKFGQHLDLCFHQGPSGSGNP 

RARVVVLKSKAFLV*I*HDHAK 

KTL1TLVGERYCKTPDVLTIKQ 

NRWPLRSQ1TIMPVYL . 


1 9028 


49396 


A 


1913T 


305 


2291 


YLDAEKMGQKASQQLALKDSK 

EVPVVCEVVSEAIVHAAQKLKE 

YLGFEYPPSKLCPAANTLNEIFL 

IHFITFCQEKGVDEWLTTTKMT 

KHQAFLFGADWIWTFWGSNKQ 

IKLQLAVQTLQMSSPPPVESKP 

CDLSNPESRVEESSWKKSRFDK 

LEEFCNLIGEDCLGLFIIFGMPG 

KPKDIRGVVLDSVK.SQMVRSH 

LPGGKAVAQFVLETEDCVFIKE 

LLRNCLSKKDGLREGGASPGSL 

RLAAPGPPLTLNAACPLRLAVL 

AAMAAAALPAWLSLQSRARTL 

RAFSTAVYSATPVPTPSLRVDD 

LHLTE1VGMLDSVLTPEDSSGK 

Y RJF1SGEVLCR1TGCFTG VRVEA 

KDLFGGCCSNPNEVMVTWIKVI 

VEKEVWLYLRYILKALPPRTEK 

MAVDQDWPSVYPVAAPFKPSA 

VPLPVRMGYPVK*GVPMAKEG 

NLELLKIPNFLHLTPVAIKKHCE 

ALKDFCTEWPAALDSDEKCEK 

HFP1EIDSTDYVSSGPSVRNPRA 

RVVVLRVKLSSLNLDDHAKKK 

L 1 KL VG ER YC KTTD VLT1 KTDR 

CPLRRQNYDYAVYLLTVLYHE 

SWE\TEEWGKK*D*SRHGKSIY 

GENSSSERKYPGERFSR*KLLR 

KNMGN*LKKSS/CGTKEIEEYK 

KSVVSLKNEEENENSISQYKES 


19029 


49397 


A 


19138 


3 


233 




19030 


49398 


A 


19139 


1 


256 




19031 


49399 


C 


19140 


5 


114 




19032 


49400 


A 


19141 


8 


444 


TTDKEQ*EL*LLLDTE*GSYTKE 

CHTDSLSRY*TSSTSAEDRDDSL 

LRRSGSY RDL* E* I PYSCRLDKD 

DSTDCIKLYEQILAE\NDKLKAQ 

LHDTNMELTDLKLOLEKATOR 

QERFADRSLLEMEKRERTALQR 

RISEMEERLQM 


19033 


49401 


A 


19142 


1 


287 
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SEQID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 


Nucleotide 
location of first 
cuuuu lur pc|*iiuc 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X-llnknown, 
*=Stop codon, /^possible nucleotide 

ffol^liAn \— njrciiihir nurlpfltiifo iiK*rli/fcn\ 


19034 


49402 


A 


19143 


211 


346 




19035 


49403 


A 


19144 


175 


3381 


EDPAAGEGMKMADAKHKRNE 

QLKRWIGSETDLEPPVVKRQKT 

KVKFDDGAVFLAACSSGDTDE 

VLKLLHRGADINYANVDG/LSH 

A LHQ AC1DDN V DM A K.LL V DNG 

ANINQPVNDGW1PLHAAPSCGY 

LD1AEFLNGQGAHVGAVNSEG 

DTPLDIAEEEAMEELLQNEVNR 

QGVD1EAARKEEERJMLRDARQ 

WLNSGHINDVRHAKSGGT-ALH 

VAAAKGYTEVLKLLIQAGYYDV 

NIKDYDGWTPLHA\AAH\W 


1%36 


49404 


A 


19145 


1 


2406 




19037 


49405 


A 


19146 


1 154 


1365 




19038 


49406 


A 


19147 


1 


293 


MGVSVLDFSHSDKCEVASRFAS 
GMPEPTNIVLPKLEVADTLGGC 
TTI PESDLEERS VEQDSTELFTN 
HRHLTAETPR/PW*RLDGLHKQ 
VSPLQGVSE 


19039 


49407 


A 


19148 


3 


1290 


VSQATDVEVGTDLVPSVTVKV 

TLQNRVILQKAKLSVYVQPPLE 

LTCDQFTFEFMNRNPDGIPRVIQ 

CKFRLPLK.LICLPGQPSKTASHK 

1T1DTNKSPVSLLSLFPGFASQSD 

DDQVNVMGFHFLGGARITVLA 

SKTSQRYRIQSEQFEDLWLITNE 

L1LRLQEYFEKQGVKDFACSFS 

GSIPLQEYFELIDHHFELRTNGE 

KLEELLSERAVQFRAIQRRLLA 

RFKDKTPAPLQH LDTLLDGTYK 

QVIALADAVEENQGNLFQSFTR 

LKSATHLVILLIALWQKLSADQ 

VAILEAAFLPLQEDTQELGWEE 

T VDA A ISH LLKTCLSKSSKEQA 

LNLNSQLNIPKDTSQLKKH ITLL 

CDRLSKGGRLCLSTDAAAPQT 

M VM PGGCTTIP\ESDL*ERS VEQ 

DSTELFTNHRHLTVETPRPEVSP 


19040 


49408 


A 


19149 


48 


642 


WNSALREPRLNGADMAKSKN 

HTTNNQ\SRKWP\RNGIKKP\RSP 

KIRJLLKGVAPPSFL\RNM\RFAQ 

ESPNKKGP*RRLQANKLPRAMS 

ATLPRAIKA\LVKPQGGLSPKIP\ 

KGVSSRKLDSTCLTFAQPQALG 

SVARCP*LPRGPRL\CPPKAKAK 

AJCA KPRPKPRPRA KDQNQG PG 

LQPQASVPAQ\APKRTQAP\TKA 

SE 
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SEOID 
NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540.217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


19041 


49409 


A 


19150 


1953 


2447 


WTPQYMDTEYKNGPWMMEK 

KVWLDP/NETNEIPNANFRQQ1R 

KLIKDGLILRHRKPVTVHSRAQ 

CWKSTLARRKGRHLG1ESKKID 

RHMYHSLYLKLKGNVFKHKRI 

LTFHSHKf KADKARKKPI ADO 

AEARGSKTKEARKLREEHLQT 
KKEEI1KTLSQEEKAKK 


19042 


49410 


A 


19151 


1 


693 

* ■- * i 


MAVMEKLYWVNREESYASLR 

V H LPICN ATTM S M LSLQK.RL A S 

SVLRCGKKK.VWLDPKETSEIAN 

ANSHQWIRKLIKDGLIIHKPVTV 

HS/*ARYR/KNTLACQKGRHMG 

I*KATANARMPEK1MWMR/RM 

RILCQLLRRYCDSKKIDHHMYH 

RRYHESKKVDRHMYHSLYLKV 

KGNVFKNKRII MFHIHNI KAD 

KACKKLLADQAETRRSKIKEAR 

KHREEHLQAKKEEIIKTLV 


19043 


49411 


A 


19152 


34 


280 


EV I H AAIGEKKGS Y/N A* * P WVE 

RYHSLYLKVKGNVFKNKRJLM 
EHIHKLKADKARKKLLA 


19044 


49412 


A 


19153 


2 


625 


HEAMSMLRLQKRLASSVLRCG 

KKKVWLDPNETNEIANANSRQ 

QIRKLIKDGLIIRKPWTVHSRLR 

CRKNT\LAR\*KGRHMG1GKRK 

VPANA\RMP\EKVT\WMRENEG 

FCRRLASEDTRES\KKIDRPHVV 

TALYL\EVKGNVFKNKRIL\ME 

HIHKI KAVDKARKKI \l ADVOAF 

till 1 IVL/lvrV YL^TV/i IVXV rV. !_/ t\ WJtx I_< 

ARR^KTKFATKRRFFRI P/ARPR 
KRF11*TI mCFFFTKK 


19045 


49413 


C 


19154 


154 


291 




19046 


49414 


A 


19155 


3 


253 




19047 


49415 


A 


19156 


2 


474 


FKDKQNKPTGFALGS1EGRVAI 
HYINPPNP*V*LCQLADFTGLFL 
TKEDLH EPLSFS AK DN FTFKCH 
RSNGTNTSAPQDIYA VNG 1 A FH 
PVHGTLATVGSDGRFSFWDKD 
ARTKLKTSEQLDQPISACCFNH 
NGNIF/AYASSYDWSKGHEFYN 
PQKKK 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
ui pepuuc sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possible nucleotide 
uciciion, po»ipie iiuticuuuc inscriiunj 


19048 


49416 


A 


19157 


97 


1728 


IRGFFRGSQGSFYRRJLKEASGS 

WDFCPRSWPSSLRARSGSQTPE 

TLLLPAGVFRPvSETPMFKMSLF 

GTTSRFGTSGT1 MFG S ATVTDN H 

NP1EGY*K*HSFSLMDSIG\CSCL 

FSPPTLPGNFLIAGSWVANDVRC 

W\E VQDSGQTI PKAQQM HTG P 

VUDVCWE/SDGGSKVFTAASCG 

\KT AKM W\DLRQ * PRRLQ I AQH\ 

DAPVXKTIHWIKAPNYSCVMTG 

SWDKTLKFWDTRSSNPMMVL 

QLP\ERCYCADVIYPMAVVATA 

VERGLIVLIQL/ERJQPSEFRRIESP 

L\K H QH\RC V A I F\KD KQN KPTG 

F\ALESIQGRVA1HYINPPNPA\K 

DTFTFKACHRSNGTNTSA PQ\DI 

YAVNGI\AF\HPVHGHPCNCGD 

LDGRFSF\WDI\DARTKLKNFRE 

QLDQP/LSSAQCFNH\NGKHILP 

YAS\SYDWVKGDH\EFYNP\QK 

KKFTFFPA*MQAEELKAPGNKJE 

VVAGRTLGSAQSLFLLHSGL1S 

VRIWAPNLVGVVSPWTMEFQP 

PGENDVIVQQLESPRRPAGDLP 

VFS1PTGLVAEVFSGKPKGGLK 


19049 


49417 


A 


19158 


1 


1254 




19050 


49418 


A 


19159 


1 


921 




19051 


49419 


A 


19160 


1 


1386 




19052 


49420 


A 


19161 


49 


731 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


19053 


49421 


A 


19162 

~\- » -* t ■ 


61 


1533 


PLKAKMGKEKTHI\NIVV1GHV 

DSG KSTTTGH L I Y KCG G I DKRTI 

EKFEKEAAEMGKDSFKVFAWV 

LDKLKAERERGITIDISLWKFET 

SKYYVTIIDAPGHRDFIKNMITG 

\TSQADCAVL\IVAAGVGEFEAG 

IS\KNGQ\TREHALLAYTLG\VE 

QLIVGVNKM\DSTEPPYSQKRY 

EEMWLREVSTRIKKIWLQPPTQ 

*HFVPISWFGIGDNM\LEPSA\N 

MPWFKGWXKVTRKCtaNASGTT 

LLEALDC1LPPTRPTDKPLR\LPL 

QGVH\KLGGIGTVSSAPMET\GF 

SNPGMVVTFAP/SSTVTTESKIL 

SKMHP'SFEVKLLPGDQCGPSM 

SKN VFCQGMFRRG KRLLG DQQ 

KMTPPNGKAAGLHWSRVIIIAN 

HPRPK*GAGPMPLYLDC\HTGS 

HLHAKFAELKEK\IDRR\SGKKL 

EDGLKFLKSGDAAIVDIVPG\RP 

MCVFSFSDYPVPf GRFAVRDMR 

QTVAVGV/1SKAVDKXGCWEL 

GKVTKVWPRKAPEG 


19054 


49422 


A 


19163 


1 


514 


EFGTRAKKEAPAPP*SLKPKRK 

AF!CGPRKAV\LKGV\HSHQKEE 

DPARSPTFPGGPKTLR\LRRQP\K 

YPRKSRVPGETRLDHLCLSI\NF 

PLTH*VLPMKKFEDNNTLVFIV 

DVKANKHXOIKOAVKKI \YD1\D 

VAKVNT/LW1RPDGEKVKAYVR 

LAAPDLPIAFGMFANKIWGFI 


19055 


49423 


A 


19164 


433 


1015 


GLISNLDMASRGAS*\PTGPDTG 

NKICQFKLSTSGESPAVCKSSLV 

LRFVKGQF\HEFQESTIGAAFLT 

QTV\CLDDTTEKFE1W\DTAGQE 

RYHSLAPMYYRGAQAVAIVVY 

D1TNEESFARAKNWVKELQRQ 

ASPNIVIALSGNKADLANKRAV 

DFOVEAOSYADDNSLLFMETSA 

NTSMNVNEIFMA1GKIN1SF 


19056 


49424 


B 


19165 


I 


2511 




19057 


49425 


A 


19166 


2 


360 
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SEQID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


19058 


49426 


A 


19167 


125 


211 


FRPGSPRQPRAQPISAPDCTRA 

MVGRRALMVIAAHSERTSFNYA 

MKEAAAAA\LKKKGWEVVE\S 

DLYAMNF\NPIIS\RKD1T\GKLE 

GPLRTFQYPGRSLFLAYK\EGHL 

EP/EI ICGLNKKKLEAADLVUFQ 

FPLAVGLEVPAILAKGWFEPSVH 

K£SFA*HFTAGHVMDKGPFPG 

VKKA V AFPFTTGG\SG S\M YSC 

QGI\HG\DMMVILWP\IQSG\1LPF 

LGLPKSbDPQLT\YSIWPPLPAR 

RPEFSILE\GWKK\RLE\NIWDET\ 

PLYF A P\SSLFDLNFQAGF\LMK 

K£VQDEEENKKRGLSVG\H\HL 

GKSIPTD\NQIQS*KRECTVHYT 

RDSHKVAAGAAQLTESLVPAR 

VAPATTSPANQRPGLHQSHGR 


19059 


49427 


A 


19168 


2 


331 


WVDSQQK\RYVPVKGDHVIGIV 

TAKSGD1FKVDVGGSEPASLSY 

LSFEGATKRNRPNVQVGDLIYG 

QFVVANKDMEPEMVCIDSCGR 

ANGMGVIGQDGLLFKVTLGLIR 


19060 


49428 


A 


19169 


145 


350 


QEFHLSSEPSIRLGRSLYHFHHL 
FASKKVLD*QWLDQSL*VCSW 
EHMRRSQ*GIFSRLANRGFQNG 
DC 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


19061 


49429 


A 


19170 


1 


1863 


MAVAIRLSADTQWEDSPGKSIL 

ELHMSCTKIPERCEADKK.ESTS 

S WCTRK 1 RFRM DLEKEC K VLLS 

GGGGSRMGSQKGDGVGRWSSP 

RVGLPSSQTLLRPPPTDFHIAPL 

SKARQHLLVSVSVLFCFSAPLD 

VQPLKVLDECQNQRACHLLVN 

SRVFGPDLCPGSSKYLLVSFKC 

QPKQMFTQQGPGPVLSIGETQV 

STSSVTRSSSPVGPDIHCEFHTN 

MCKJP^DEIiKNKTVCEDQELKi; 

HCHESKFLNIYSATYGRRTQER 

DICSSKAERLPPFVFTRYYCFLY 

APVSSIANPVKGCFHLGKKQDC 

LSYSALQVLSRRCYGKQRCKII 

VNN H H FG SPCLPG VKK YLTVT 

YACATLSSMGPILAEVPPEAKK 

VTLSTSLDSSSGRMEDGRLDTG 

HTEVPVTSGLFI RVLNKKQNFS 

LQIRCSFGRGPGKLRHCWAGA. 

AI ALGTE YI L VKGDQ VTG 1 VTA 

KSGDIFRVDVGGSEPVSLVSYLS 

FEGATKRNRPNVQVGDLIYGQF 

VVANKDMEPEMVCIDSCGRAN 

GMG\VIGQDGLLFKVTLGLN*E 

SLLASOICE/ISIOEVGKLALPLEI 

VFGMNGRIWG*GOKTHPSOTl I 

LA\NIL\EACEHMT\SDQRKTDLP 


19062 


49430 


B 


19171 


29 


82 




19063 


49431 


A 


19172 


1 


427 
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SEQID 
NO: 


SEQ II) NO: 
or peptide 
sequence 


Met 
bod 


SEQ ID NO: 
inUSSN 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 

HplrfiAii XsnACcihli* nitrfpntirlp incprlinnl 
uciciiuii| v~|/Udoiuiv uut-icuiiuc iitdcriiun/ 


19064 


49432 


A 


19173 


1 


1548 


MTMAAAAVVARGAGARAATA 

AALRGGCGTAARGRPCAGPAR 

PLCTAPGTAPDMKRYLWERYR 

EAKRSTEGTKK.YTTSLNARHY 

YTHFTEENEDEINSSSSYASQKX 

TFEINPRHPLIRDMLRRJKEDED 

DKTVLDLAVVLFETATLRSGYL 

LPDTKAYGDRIERMLRLSLN1D 

PDAKVEEEPEEEPEETAEDTTE 

DTEPDEDEEMDVGTDEEEETG 

KESDDPMAYIHFTAEGEVTFKS 

ILFVPTSAPRGLFDEYGSKKSDY 

IKLYVRRVFITDDFHDMMPKYL 

NFVKGVVIRKKLVRKTLDMIK 

KIADDKYNDTFWKEFGTNIKLG 

VIEDH SNRTRL AKLSRFQSSH H 

PTDITSLDQYVERMKJEKQDKIY 

FMAGSSRKEAESSPFVERLLKK 

GYEVIYLTEPVDEYCIQALPEFD 

GKRFQNVAKEGVKFDESEKTK 

ESREAVEKEFEPLLNWXMKDKA 

LKDKI*K/ALWVSSAALTESPVL 

LLVAQPVRDWS\GQHWER1MK 

AQAYQTGKDISTNXYYA 


19065 


49433 


A 


19174 


37 


266 


WADRAAGGVRILTQGCVGGG 

GSCDRRGLETSPARTPVRALWV 

LGXLCCVLLTFGSV/READDEVD 

VDGT\ VEEDLG * KYEKDQVTDD 

EVVQREEEAI\QLDGLNASQ1RE 

LNREKSENFPRQAEVNRMIETLF 

IQFHCIKNKEIFLERLISNSSOAL 

DRLSLISLTVDENALSGNEELTV 

KMKCDKEKNLLHVQHTGVGM 

T\REELVKN\LGTIA\KSGTKRVF 

*TKRPEA\QEDGPSQPS*IDWPS 

LGVRF 


19066 


49434 


A 


19175 


233 


664 


RAPEQSSGVSAAEQERVPNAG 

WPCSVAPTCPSPRSAEPARCT* 

GKEEGG/CEDSDRADSGSPFQE 

PRYPSSGPFPIPQASFPCPCLLVL 

GIRGHSTILQYRGQEHHVLFTG 

RCLLVDPTLLVLVVSKKSPNAA 

RDQPARYPRGPL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-lfnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


19067 


49435 


A 

: ~ {■ 


19176 


1 


672 

* 


MAEAGPKPQRTLMWAWESVL 

SQRKPREAGRLSEGCVKATGTP 

GFGWQARPDQKEHRLDGRVID 

PKDRHGLVKDTEPRLNEQSLCG 

G LN PEATEEKIREYL A SLG RR R 

PVKKVLEKKFHTVSGS/KCGPQ 

VPPSWSETYRTRA*SGDQLGTP 

AAPNPRWPME*EQE1EAQRRSA 

h ^r; A R A P WPPWPPR PDP. PPP.M P 

GPKFMVSLSCWNISSLRAGLLY 
AGCGCSP* i 


19068 


49436 


A 


19177 


3 


684 


RHASARKKYNPPSWFHRGLPPP 

EDQEDEMSVSEELEVPITLTPSSA 

LKPSDRMTMSSLGERACCRDY 

QRLGLGTLSSSLSRAKSEPFRJS 

PVNRMYAICRSYPGLLIVPQSV 

QDNALQRVSRCYRQNRFPVVC 

WRSGRSKAVLLRSGGLHGKGV 

VGLFKAQNAPSPGQSQADSSSL 

FOFKYI OA W^^MPPYADA^n 

r>jti <jr;F^^AHMn^i-ir;i^wri<iv 

IV in i LjO\j r oo/\rilvi*jorivJi\. w VJO v 

RTSGRSSGLG 


19069 


49437 


A 


19178 


1 


341 




19070 


49438 


A 


19179 


1 


3710 


MVSGARAAAAAAAAAAAAER 

TRGVPGHPDSTGRLPAHQQLQ 

RGLLFRQLGITNVLSLVCATLM 

EHEVLFLSRSYQQLTDACRSLL 

ALLFPLRYSFTYVPILPAQLLEA 

LSTPTPFIIGVNAAFQAETQELL 

DVIVADLDGETVTIPECVHIPPL 

LEPLQSQTHSVLRMVLDPELEL 

VDLAFPPPM/HDKELRLFHQLL 

OHYI WPI HVXVriHPFPVIRFH 
v^vj i l# w v> Lii l v \ v ^inrcr v j rvi n 

KAAFI nOTTil VFrVNFl MT\IVl F 

GMAFALFVLECGVP 


19071 


49439 


A 


19180 


1 


303 




19072 


49440 


A 


19181 


14 


942 


TKLTGSRG*LA*NPCM/rfNNCE 

SCVDLLFVRGAGNCPECGTPLR 

KSNFRVQLFEDPTVDKEVEIRK 

KVLKIYNKREEDFPSLREYNDF 

LEEVEEIVFNLTNNVDLDNTKK 

KMEIYQKENKDVIQKNKLKLT 

REQEELEEALEVERQENEQRRL 

FIQKEEQLQQILKRKNKQAFLD 

ELESSDLPVALLLAQHKDRSTQ 

LEMQLEKPKPVKPVTFSTG1KM 

SVGITLCPAEEHTFNDERSFNLS 

^QW^IfFNK PP5TI PPIfVI nPFR 
LVELKVPNTLITKLVPFA1SPCS 
EAIQDHPAILLAYKKTPFWRLQ 


19073 


49441 


B 


19182 


49 


456 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lasl 
codon Tor lasl amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19074 


49442 


B 


19183 


53 


333 




19075 


49443 


A 


19184 


2 


208 


VYPELQ1TNVVEANQPVTIQNW 
CKRGRXQCKTlPHL'FPYRCLG 
EPAGRGAGVDWGPGLEGRKRG 
CSC 


19076 


49444 


B 


19185 


51 


300 




19077 


49445 


B 


19186 


148 


3568 




19078 


49446 


A 


19187 


1 


3411 




19079 


49447 


A 


19188 


2 


2416 


NSRGAACAGPRETAAVAARAE 

QGRGGSHSHSSALGAPRRVAM 

LPGLALLLLAAWTARALEVPT 

DGNAGLLAEPQIAMFCGRLNM 

H MM VQNG K WDSDPSGTKTC I D 

TK EG I LQ YCQE V Y PELQITN V V 

EANQPVTIQNWCKRGRKQCKT 

HPHFVIPVYRCLVGEFVSDALLV 

PDKCKFLHQERMDVCETHLHW 

HTVAKETCSEKSTNLHDYGML 

LPCGIDKFRGVEFVCCPLAEES 

DNVDSADAEE\DDSDVWW\AG 

ADTDYADGSEDKVVEVAEEEE 

VAEVEEEEAD*LTRTDEDG\DE 

VEEEA\EEPYQEATERTTVSIATT 

run es veev vre vcseq a et 

GAVPSNDLPLVL*CD*REVCPIL 

LRRMWRQPEQL*HRRVLHGRV 

WQRJ\PTTAASTPDA\VDKYLET 

PGDENEHAHFQKAKERLEAKH 

RERMSQV\MREWEEAE\RQAK 

NLPKADKKAVIQHFQVEKVESL 

*QEAANE\RQQLVETHMARVE 

AMLNDRRRLALENY1TALQAV 

PPRPRHVFNMLKKYVRAEQKD 

RQHTLKHFEHVRMVDPKKAAQ 

IRSQVMTHLRVIYERMNQSLSL 

LYNVPAVAEEIQDEVDELLQKE 

QNYSDDVLANMISEPR1SYGND 

ALMPSLTETKTTVELLPVNGEF 

SLDDLQPWHSFGADSVPANTE 

NEVE\PVDARPAADRGLTTRPG 
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SEQID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unltnown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


19080 


49448 


A 


19189 


1 


2355 


MKSIFTSEISSVLIFVNPEPGRVV 

SFLGSGRREHAEERARGPRETA 

AVAARAEQGRGGSHSHSSALG 

APRRVAMLPGLALLLLAAWTV 

WALAEVPTDGNAGLLAEPQIAM 

FCG RLNMH MN VQN V K WDS D P 

S\G TKTC I DTKJEG ILQ YCQE V Y P 

ELQITNVVEANQPVTIQNWCKR 

GRK\QCKTHPHFVIPYRCLVGEF 

VSDALLWPDKCKFLHQERMGC 

FAETF1LH WHTVA AKETLQ* RR ! S 

TNLHDYGMLLPCGIDKLRGVEF 

VCCPLAEESDNVDSADAEEDDS 

DVWWGGADTDYADGSEDKVV 

EVAEEEEVAEVEEEEADDDED 

DEDGDEVEEEAKEPYEEATERT 

TS1ATTTTTTTESVEEVVRVPTT 

AASTPDAVDKYLETPGDENEH 

AHFQKAKERLEAKHRERMSQV 

MREWEEAERQAKN\LPKADKK 

AVF\QHFP\EKVESLEQEAANER 

QQLVETHMARVEAMLNDPRRL 

ALE\NYI\TALQAV\PPRPRHVF\ 

NM LKK Y VRARTEGL VSTSL* H F 

EH V R\M VDPKKA AQIRSQ VM\T 

HLRVIYERMNQSLS\LLYNVPA 

V A E E IQDE V DELLQKDAN Y S* * 

RLWPTMISEPR1\SYG\NDAL\MP 

SLTETKTTRGSSVPVNEE\FSLD\ 

DLEPVHFFWWLTSVPANTENE 

VE\PVDARPAADRGLTTR\PGSG 

LTNIKTEEISEWKMDAEFRHDS 


19081 


49449 


A 


19190 


103 


463 


PLLYAMSTGKRWLSFGSMIPPV 

AICASNKR1PWPFSMSSLFMAW 

NKEMMFPVSGSLYPVTARSAD 

RSFSLNSMPTRPLL*ASSTGNLK 

LLTGSTIKPVAAWASSNSRAVP 

GRTKPIFMAS 


19082 


49450 


A 


I9J91 


1 


182 




19083 


49451 


A 


19192 


3 


437 


MVHAEISDEGFFLSAP1ALTQA 
WLNIPKT\RRTFCK\KCGKHQPH 
K\VTQYK.KGKDS\LYAQGKRRY 
DRKQSG YGGQN* KPIFRKKA KT 
TKK1VI KAI SA1 SPTCRSKSKC 
WLFKR\CKH F*TG EEI RKRKGQ 
VDPVLKCHLLFMEGH 


19084 


49452 


C 


19193 


341 


421 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
'-Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


19085 


49453 


A 


19194 


15 


1066 


VLACTVEASVIGGQKREMMMG 

SIVREGFMEEAGPRIGFNLSFFI 

QSTVTGSSSVGSTQLQPLSLPPA 

TAGQEPRGTGPLGSHNSCPAPE 

PVSYGRLNDPPATTHPGSFTRF 

HSKPLTSSCWDSEMEGCVSNL 

MVCNLASFLNVSTNPCAFFPW 

YFYYLLLL*AGWSPLHIAASAG 

RDE1VKALLGKGGVLNVYTNT 

DRFLHCFLLSSPSFQIAVMLLEG 

GANPDAKDHYEATAMHRAAA 

KGNLL A RN PN H YIEL V VIN WSL 

VVPDFRHLACDEERVEEAKLL 

VSOGASIYIENKEEKTPLOVXAK 

GGLGF*YSREWVGRFKOLGFIL 

YFVLLCLLSPVSYKLMYLCTRH 


19086 


49454 


A 


19195 


1597 


1923 




19087 


49455 


A 


19196 


551 


747 




19088 


49456 


A 


19197 


1059 


1296 




19089 


49457 


B 


19198 


1 


1281 




19090 


49458 


A 


19199 


3 


565 


LPGRLLLLNFRQRRQIDRPSMN 
DTRNLSRTVRKFHAPTRPTSEEN 
KWVIDVLSPAGRPTVP*DQKFR 
EK\LA\KMYQAPHPDV\ILVFGF\ 
RT\HFGGGKTTGFG\MIYDSPWI 
MQRKNEP\KHRLAR\HGLYEKK 
KDLKXATEKEROEPELKKVOG 
GLAKG PLLG AGQKEEM KCLAV 
ELEIGSQPKELKVLQ 


19091 


49459 


A 


19200 


2 


476 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


19092 


49460 


A 


19201 


1 
i 


2448 


mrgsilkecgskerasqvdley 

srgntasfamcfhdrar1mkg 

sqrsrkltggegreegervenk 

dfldlhgqiqvrlvvktaslls 

rvtyiaevegretdagwrnel 

qvgrldsgpdilvvsistdhtlv 

dthleavgghshefpyfknhl 

achveselqrdrnghrdagwr 

nmrhgitdkemqdsqgssdnh 

vlgslrswsaraapalpglpee 

afvemsteggfggtsrsdaqOs 

lksf wlrprffiteltlr a wi ht 

ednncrtyvamaitkfdqldf 

l i di vlrdelkppkcqeevlqs v 

tpaepvqyyftlaqqptawqv 

qgqqqgqttassmttmqpgqh 

iaqlqqgqttpvttqvgegqq 

vqivqaqpqgqaq*aqsgtgw 

tvqgqiqtlatsaqpitqtevq 

qrqq*fsqftdgqqlyqiqqvs 

ipagq\dlaqvpmfiqsanqpsd 

gqaprsheviaaapaarrerer 

elagrgpfcpppagnvralksr 

rclpgerrerarkkkpeggaa 

a s e rg etdshpg asgqgprdsg 

rvplgmwsrrglgvsraplhl 

llgvstsfplpltplipttavvn 

plkplknr1kaphrrmplvpgg 

sqnlgtvraristrqshaepst 

DNERVLSMTQDIHSIFLNLKNIT 
WICTLQSCGFLLSNLCKDIVHK 
AGSGE ARTR WSPRAQAGTH ED 


19093 


49461 


c 


19202 


124 


369 




19094 


49462 


B 


19203 


739 


870 




19095 


49463 


c 


19204 


787 


969 




19096 


49464 


A 


19205 


101 


331 




19097 


49465 


A 


19206 


137 


415 




19098 


49466 


A 


19207 


86 


221 




19099 


49467 


A 


19208 


1 


1347 




19100 


49468 


A 


19209 


120 


899 


FGARGNLKKAYSTRSKMAELN 

THVNVKEKIYAVRSVVPNKSN 

NEIVLVLQQFDFNVDKAVQAF 

VDGSAIQVLKEWNMTGKKKN 

NKRKRSKSKQHQGNK\DAKDK 

VERPDVACPLQPQPPQ1QNGPM 

NGCEKDSSSTDSANEKPALIPRE 

KKISILEEPSKALRGVTGPNIEK 

SAKDLQRCTVSLTRYRVMIKEE 

VDSSVKK1TAAFAELHNCIIDKE 

ASLMAEMDKGJEEAMEILTAR 

Q\RKAEALKJILTDL\AS\QMAE 
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SEO »> 

NO: 


SKQIDNO: 
or peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \= possible nucleotide insertion) 


19101 


49469 


A 


19210 


211 


2150 


ADTKPERGVSSAVFASGSEGRR 

LGCVLLSSSETRLLSGTLLWIPR 

AYSTRSKMAELNTHVNVKEKI 

YAARSVVPNKSNNEIVLVLQQF 

DFNVDKAVQAFVDGSAIQVLK 

EWNMTGNKKMYKR1RSKSKQH 

QGNKDAICDKVERPEAGPLQPQ 

PPQ1QNGPMNGCEKDSSSTDSA 

N\EKPALIPREKKISILEEPSKAL 

RGWTEGNRLLQQKLSLGGVNP 

KP1HGTTERSDGLQWSAEQPCN 

PSKPKAKTSPVKSNTPAAHLEI 

KPDEUAKKRGPNIEKSS/VKDL 

QRL/CTVFF*LEYRVMM*RERK 

WDSSGERRSKLPFAEVLrfNCIIE 

QKEV\SLMGRKWD*SLKEGRP 

WEILDWLVRKKSKKKLKRLTD 

LGQSRMAEMQLGPKLRXAEIKH 

FVSEAVNYDEXELGKSCPGFSC 

DIEQ\LK\AQIIALPGKITHPKVNN 

YFLKELPCSSLL\PLLNAARSKP 

LGKTEVTFSRKSSTHNKPSEGK 

AANPKMVSSLPSTADPSHQTVM 

PANKQNGSSNQRRRFNPQ\YHM 

\NRLN\GPAKSQGSGNEAEPLGK 

GVNSRHGTQEGQPH/NRFGFRPK 

NKGRCQKIQEASLG1EGPPRAP 

AHFLKRPRAKGSHAADTFGRA 

RAFSGVS/GSVRGSQCNLFPT\RI 

EVSTDAAVLSVPGCDRWVA 


1910? 


40470 


A 

r\ 


19? 11 

■ 7Z. I 1 


03 

7 J 


180 




19103 


49471 


A 


19212 


3 


39 




19104 


49472 


B 


19213 


1 


888 




19105 


49473 


A 


19214 


863 


1509 


GC AG PCL VNQMFTSSI LCKSHC 

HSLVSINQGHNAPWKAAG\PLP 

LKAGYC\QSFSPCDSLKYG\SWD 

EKDLTVPQPDTRKASVLRW1SQ 

RGKPLAVDMEEG\HCL\CLPPG 

N*NVLGCKTP1VHLFNSELGRK 

AALWREARHVGXSNAALLFFTP 

LRCLGGEKHKSGLHAHPGIVPXS 

LELNYDIDSFAHVFVFVVAVEL 

PL1ITLLPYC1PLCCNNEK 


i 7 i i/u 


40474 


c 




289 


510 






4047S 

*t 7** / »J 


R 
L> 


J 7*. I \J 


534 


1686 




101 Oft 

1 7 1 vO 


40476 


R 

L> 


10717 


l 
i 


1062 




17 1 U7 


40477 


R 
L> 


1071R 

1 7i- 1 O 


1 


1R78 




ioi i n 

I 7 1 1 \J 


4047R 


r 


10710 

1 7£. 1 7 


1 


747 




1911 1 


49479 


B 


19220 


230 


786 




19112 


49480 


B 


19221 


67 


6011 




19113 


49481 


B 


19222 


1 


3455 
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SEQID 

NO: 


SEQII> NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in 1JSSN 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


t O 1 1 A 

\y\ 14 


4y4oZ 


D 
D 


1 oooi 

jyzzj 


i 
1 


4 /OJ 




IQt K 

i y 1 1 j 


4y45.> 


Q 
t> 


iyzz4 


OJ 


ASIA 
4D34 




iy i io 


AOA QA 
4y4o4 


t> 


1 ooo^ 


cin 

)u 


4 /5Z 




iyi i / 


AQAQZ 

4y48.) 


t> 


lyzzo 


^ A < 

34!) 


Z 1 y4 




19118 


49486 


B 


19227 


267 


7391 




19119 


49487 


A 


19228 


578 


739 




19120 


49488 


A 


19229 


419 


1410 


KQRQARERHLPRIPQLSAVVT1E 

TL*RK*RNFAELKIS/RLRKKFA 

HKMLQKARRKLIYEKVKHCHK 

EYRQMYRTEIQMATMARKAG 

NFFVHPKPKLAFVIRISAISGVSP 

KWKNKQLCPLNHVFGLGMGD 

LRAFGLADGTGPSGGEITGMRD 

LRGPLSVRAPSAGVAEIPRHLIV 

FEDVVNGKFLQTSRCE1SGSKN 

KVWQTLLKNKRERQRLPTGFG 

RLADQRAYGEAKNNCGQVGL 

V ETL WERH LLRIG V YI ATSSL A 

\/0Ti ocxivxi/ii a i_irw\o^orvr\/r\ 
Vr ILobNYNuLAHlA^oUoUl Vlj 

RSTGAPEAWDRGYCVGRGAQG 

IP1FFLDRPLTSLFDEARGSSSAS 


19121 


49489 


A 


19230 


3 


307 


AGTMEGVEEKKKEVPAVPETL 
KKKRRNFAELKIKRLRKKFAQ 

N M L KaA KKKL J Y b KA KH Y H Js*c 

YRQMYRTEIRMARMARKAGN 

FYVPAEPK\LAFVIRJRG1 


1 O 1 T> 

\y\l2. 


A Cl A OA 


A 


1 QOI 1 

lyz^i 






OK V LL UK 1 oKU 1 IKVJvy LLr 1 

NICCSAASA/G*YPGKQGLEWT 
SSRLQQTCS 


19123 


49491 


A 


19232 


303 


570 


GLCIRHVLVPSAAGLLEFAGGP 

LQTLFAWVSAAEAAEQQIWVN 

ci^rr^/r^oriDccriccx/CTrcvi a\/* 
oKtULr JJKoouor V ott I LA V 

GVGLTLSSASLMLGAVDWSCS 
HSA 


10174 


4040? 


A 
r\ 


i y j 


i 
i 


176 
1 /u 


MOYVnnKPKI KFOVHIPA YRW 

TVLQPPLLIPRQT/WVWSGPPA 
NSNRPAAGGADC*KEN 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/54<Ul7 


Nucleotide 
location offirsl 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Slop codon, /= possible nucleotide 
deletion, V=possible nucleotide insertion) 


19125 


49493 


A 


19234 


1 


1977 


MFAVLQAPLVIPRQT/WVWSGP 

PAN SN RP A AEG PDC * KEN * RQT 

GSGVDLQQTPTDLQLRVL!VRR 

KTNEQKG HPHQNPICTS PSSKT 

KVDTTTNMGEKQSRKTENSKN 

QSASPPPNLKKKREKNQIDAIK 

NDKGDITTDPTEIQTTIREYYKH 

LYSNKLENLEEMGKFLDTYNLP 

GLNQEEVESLNRPITGSEfEVIIN 

SLPTKKSPGPDGFTAEFYQRTK 

DKNHMIISIDEEKAFDK1QQPFM 

LKTLNKLG 1 DGTY L K II RA I Y DK 

PTANIILNGQKLEAFPLKAGTR 

QGCPLSPLLFNI VLEVL A RE1 RQ 

EKEIKGIQVGKEEVKLYLFADD 

MIVYLENP1ISAQNLLKLISNFSK 

VSGYKfNVQKSQAFLYTSNRQT 

ESQIMSELPVTIASKRIKYLGIQL 

TRGVKNLFKENYKPLLNKIKED 

TNKWKNIPCSW1GRIN1MKMAI 

VPKVIYRFNAIPIKLPMTFFTEL 

EKTTLKCIWNQKRAH1VKS1LS 

QKNKAGGIMLPDFKLYYKATV 

TKTAWYWYQNRHIDQWNRTE 

PSEIMPH1YSYLIFDKPDKTRNG 

ERIPYLIRWCWCWQNWLAICR 

KLKLDPFLTSYTKINSRWIKDL 

NVRPKTIKTLEENLGITIQDIGM 

GKDFMSKTPKAMATKAKIDK 

WDLIKLKSFCTAKETTIRVNRO 

PTEWENISAIYSSDKGLISRIY 


19126 


49494 


A 


19235 


206 


456 




19127 


49495 


A 


19236 


2 


385 


NLCCSAASAGDTQANRVWSGT 

PTNSSRPEVSSGAMDGEGWGL 

PVDPLTPG HQDALPWQRC YH P 

CSSSSVPPROACASPASCSSSAA 

W/TSASTGPWHSGCGSSCGSCC 

CWGSPSASVGVGAGAIRSRTV 


19128 


49496 


B 


19237 


1 


642 




19129 


49497 


A 


19238 


128 


584 




19130 


49498 


A 


19239 


4054 


4578 


QSGPS A AG LLEFAGG PLQTLFA 

WVSAAEAAEQRILVNSRCCCLI 

VPVRKFCLRGVASHVRCQSAPY 

DVFCHGITLAKCWCSALGLPSL 

QSCEPNALFFINYPVCGI/TAPCC 

KVEGTMGWGPKSPQLASYNVL 

GSDNNGVLLGSMAIFT1LILLIH 

EHGMFFHLFVSSFISLSSGL 



wo 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unkno*vn t 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possib!e nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \= possible nucleotide insertion) 


19131 


49499 


A 


19240 


1 


948 


MVLEKAREEVDPPSMLIPPVTQ 

CGQLPRSQCPQPTLSRMLTLEV 

GISLGIIVLMISLWPDTVKEYQS 

REALSFKKYNKNPGLLKFAGDP 

LQTLFA WVSPA EA AEQQI S A LC 

FLWKLRPRGAPTRCQPLLSYTR 

CLSAPAGSFVYTMRGKPP1QAS 

VMAHA QPPTk" I P 14 PP TTQ nrPV 

ASKNFKPVDLSLLCSMGVGSAE 
LDHWATWLQSPFQGSERFCLA 












- - - < ' - 


G V PGTTG V* KETPA ASS VS AQM 
AAQFCA*N/HRTLVV*APKGIL 

SWHSPSWLPLARGGSSSTPCTS 
WVRRCPTLHL 


19132 


49500 


A 


19241 


171 


1345 


YCPKEGTLDFNFAFNMTAVNV 

ALIRDTKWLTLEVCREFQRGTC 

SRADADCKFAHPPRVCHVENG 

RVVACFDSLKSVTAVPFLFMAL 

GLSREPETVPASMVQTFSLGVG 

GGAGSV*PDENCKYLHPPPHLJC 

TQLEINGRNNLIQQKTAAAMFA 

QQMQLMLQNAQMSSLGSFPMT 

PSIPANPPM/SFESLRYHILGMG 

LVPAELVPNTPVLIPGKPTSLQL 

PGSCLGPKLMAFQFNWEVLPRN 

FQRG\NC\SRGEND\CRYVAHPTD 

ASMIEVASDNTVTICMGYIKGRR 

TVGVWGIKAKSSKQRILDTKGS 

HQGNSFVRGTDYLIPICTNMSK 

A KGTAFLK WMQKL V YNGSSG 

SGAKCNRHRHTNPVFLMREGA 
IS 


19133 


49501 


A 


19242 


61 


544 


K.FNP\FVTSRPRARIRKRAF\NAP 

\SHIPKGRLLSFPPLSPKSLRPEG 

TNRADSHAPIPKRMIESSRJLYR 

GHL'GSAKLAKVVPRFTRKKY 

VIYIER\VQREKA\NGTTVH\VGI 

PNRKAQSRQVGKEKG\KYKER 
TMEKMQE 


19134 


49502 


A 


19243 


652 


1042 


TPLSSCFLSREKATQLLFPAVVA 
VPMVLSAMGFTAAGIASSSIAA 
KMMSAAAIANGGGVASGSLVA 
ti nc/i fi*vQu/T?r:i ptvi ptpi p 

1 LA^o/IAj VoWlvULrl VLrlDLr 

ROACPTLSTLCFFPGATGLSGLT 
KFILGSIGSAIAAVIARFY 


19135 


49503 


A 


19244 


48 


397 
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SEOID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lfnknowo, 
*=Srop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


19136 


49504 


A 


19245 


42 


296 


GCVGVRPSLHPATSTASGSASP 
TLARAMASVSELACIYSALILH 
DDEVTvTEDKiNA/APAEEKKV 
EAKKEESEESDDDMGFGLFD 


19137 


49505 


A 


19246 


172 


519 


LGPSFLHDDEVTVTEDKIQMPLI 

KAAGVNVEPFWPG/LCFAJCAL 

GKRSTLGSL1LAMLGGPVGPGS 

QPAGCLQPAG\GSCPPSTCCWF 

QLEGEEKWEAKERKIPREF*LID 

MGFGLFD 


19138 


49506 


A 


19247 


3 - — 


175 




19139 


49507 


A 


19248 


2 


390 


GWDWNCVWEPHHWLCQSL/N 

SVTQAGVQLCNLSSLQPLPLGF 

KQFSCLSLPSSWDYRNPSLKQQ 

LFSYA1LGFALSEAMGLFCLMV 

AFLI\SLPCEGAVSTSHSSPASG 

WPRVFLFLYLPRQPGERGWLR 


19140 


49508 


B 


19249 


139 


13320 




19141 


49509 


A 


19250 


28 


450 


TNDFNLQNPGSCFPSACPAGVG 

SERLP V LG WF VGN RSFPPPPQST 

LSVLGKRLGRNGAIAAGVFGA 

LF1GYCIYFDRKRLK*PQLKDAE 

AVQKFFLEEI*L\GEE1LAKGVD 

HLTNPSAFFG/QPNHFPLQMDSF 

GPFLRFQA 


19142 


49510 


A 


19251 


164 


420 




19143 


49511 


A 


19252 


1 


329 


STHTTYWEGCRTTSAGLLRKH 

EPGEEAF/FYHSTVSKKPGIAGLI 

KVNVQFVRMMKRSIPWAELNP 

YHQAHKATGGPLKNMVLFTRQ 

RLSIQPLTQEEFDFVLSLEEKEP 


19144 


49512 


B 


19253 


39 


368 




19145 


49513 


A 


19254 


1014 


1290 




19146 


49514 


A 


19255 


122 


680 


LARITRIVRTKVPCSVTMSRPRK 

RLAGTSGSDKGLSGKRTKTENS 

GEA L AK VEDSNPQ KTS ATKNC 

LKNLSSHWLMKSEPESRLEKG 

VDVKFSIEDLTAQAKQTTCWD 

GVRNYQAS/RNFLRAMKLGEE\ 

AFFYP*QLAKKPGIAGLMKIVK 

EAYPDHTQF*EK\NPHYDPSSKE 

DNPKWSMKSLILF 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19147 


49515 


A 


19256 


2 


1005 

i ; 


RJSTSTLCPKPKXLIAPPGRAGL 

ASMGLNEEQKEFQKVAFDFAA 

REMAPNMAEWDQKDRKADGK 

GGAVTQEVQAQLLVKHGQKL 

VSRFQLSSFSYVDSVRTTQSKQ 

ehlqtdkglsgkrtktensge 
alakvedsnpqktsatknclk 
nlsshwlm ksepesrlekgvd 
vkfsiedlk\aqpq\qttcw\eg 
yrny^qarnflramklgeevaf 
fyh\snck\epgiagl:mkivk\ea 
wpdhtqfekkqpppl* pps*qr 
gttpkwphgwmv/qvwfgmm 

g g plaknm v lftrvqrls aqplt 
\qeefdfvls\leekjsps 


19148 


49516 


A 


19257 


3 


727 


VRLQFLTPTLRAARTMAAPPQL 

RALLVVVNALLRKRRYHAALA 

VLKGFRNGAVYGAKIRGPSRR 

WVMTFLFREWAASREKLWAIL 

Q\ATYIHSW\NL\ARFVFHLTRV 

FRCPAVPYITRARTYPVAHAFPG 

AGLSFGGIL\VFGRKQ*TFNSQI\ 

NMYLLSTRPCLP*SR\LAVRRK 

GLHP*NPRWDPFP/VCLTAVVW 

ni \/f wn ffvmpqti r*PQi hqqm 

VjLVLWLrCi MKo 1 I^l^roL-VJ^^*" 

TYLYEDSNVWHDISDFLVYNK 
SRPSN 


19149 


49517 


A 


19258 


1 


849 


MSGALDVLQMKEEDVLKFHA 

AGTHLGGTNLDFQMEQYIYKR 

KSDGIYIINLKRTWEKFLLAAR 

AW A I ENPAD VS VI SSGNTGQR 

AVLKFAAATGATPIAGHFTPGT 

FTNQIQAAFREPRLLVVTDPRA 

DHQPLTESSYVNLPTIALCNTDS 

PLRYVD/ICNNKGAHS\DPEEIE 

KEEQAAAEKAVTKEEFQGEWT 

A PAPEFTATQPE V A DLSEG VQ V 

PSVPIOOFPTDDWSTOPATENW 

SA APTAQATE WKMQQQSTI LE 

AESSPHQTPNLPAPWSRTSQPPE 



2396 
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SEQ II) 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19150 


49518 


A 


19259 


I 


1309 


GNLAAGKT1QAQDRDAVGILSS 

RTGESMENLQKNLLPKQRRRT 

RETFTMSGALDVLQMKEEDVL 

KFLA A\GTH LGGTQFLLSRG HG 

YFYKGKS/DGLSFIINPKRAR£E\ 

LLLPARQIVPHKTPS\DVSVISSG 

NTGQVCGTVRA/VCLKFAAAT 

G\ATP\I AGR\FTPGTFH »PRSKA 

AF\REPR\LLVVT*PPGADPPALS 

RSAS Y VN LP Y HLRCGNT\DS\QL 

RYVDIAIPCNNK6\AHSVGLMW 

WMLARGSFCAMRGTIVSREHPW 

\EVMPDLYFYRDPEEIEKEEQA 

A A* E/RQVTKEEFQG EWTAPAP 

EFYTATQPEVADWSEG VQG APL 

VPYSA1PFTEDWSSQPAMEDWS 

AAPTAQATEWCSRTSLRQNPSD 

TELKKEGLYSARSISKTHVSKT 

ELPNQGTKKCSRTSHRQNPSVT 

ELKKEGLYLARSIGKTHFSKTEL 


19151 


49519 


A 


19260 


965 


2495 


A FTTRSTFSTN YXRSLGSVQ APS 

YGARPRQAARPASYAGAGGSG 

SRISVSRSTSFRGGXMGSGGLAT 

GTSPGVMAGMG\GIQNEKETM 

QS\LN DRL\AS YLGQE* RSLEDR 

RTRKLGRAKFREHFGRKKGPQ 

V\RDW\SH\YFKII\EDLEGFRFFR 

KILVGQCPASVSARFDNAPSLL 

LD*F*EFKY*GQSWPMCPVLLE 

NDIPLGSAKV1\DDTNYHTDLQL 

\ETEIRGSSRRELLFQ* RRN H EE\ 

EVKGLQAQIASSG\LTVE\VD\AP 

KSQDLAK\IMADIR\AQYD\ELA 

RKEPEKEA'TKYWSSADLREST 

TVGHPHKSA*GWKLAEDDASQ 

KLRRTWQSLEDRPWTSMRXSE 

RPALENSP*GEVEAPLRPLQDW 

SQLQTGIPACHLWSQELGTRHR 

AQRGQRPGPQGV'GPLLNHQG 

SSLEAEICHLTRPPSWKIGEDFN 

L\GDS\LDERNSMQTIQKTTTPP 

G * VG LGK V VS* DQLTPKVL KA L 

SQQEAVVPFWGSRRPIKSFRVQ 

KKKKEKESF 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=IJnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


19152 


49520 


A 


19261 


387 


1125 


CCRPCATPYALRSPLR*PACPPP 

RWRPSSMPTSRPPVSPAASPTC 

GTCMLSP\CPPAEHLLHLPHAQP 

QDPALLQPCHPAPPLRPRALHA 

AHHVGWPAPHQPLLPPPVLCPC 

GG AGRGGG * RCPWRGPSSSSPG 

PTLIAGQDPGAAQP*TWPQ/PTL 

TSVSATASPKAPVLPLAAAVPGA 

PAEGCCPLLRQALPAGQLPPGG 

R R AT^A VPPA VPHn/PPAHPTM 
l\Jv/\ 1 Or\ V rr rt V r UL//rrnyr 1 Ivl 

PGSMSCWALAPARPCPPGRCW 
AWRS 


19153 


49521 


A 


19262 


3 


1097 


RGNSRLRYSH EDELQLPRLPEL 

FGNCRQLLEEVEVATADPAGFRX 

IVQEK\VFKG\LDLLE\RAAEML\ 

SQSTLFGRECRFWKDLSPTHLIT 

FWGP\AFQGALTM\KQVNPSKR 

LRSFCSGAREHFI\NYLT\QCH\C 

YHVGQSFEL\PKT\MNNSAENH 

TANSSMAYPSLVAM\ASQRQA 

KfQRYKQKKELEHRLSAMKSA 

VESGQADDERVRGYYLLHLQR 

WWD1SLEE1ESIDQEIKILRERDS 

SREASTSN\SSRQERPPVKPFHS 

HFGTWLHSQSTFGAGYSKGWP 

TY G R* VS WYE\QH RKL WSTYP 

U v^O IN Ivl r rv/V A r fcvj 1 o c rv/V A 1^ VV 
D Lf t C IV C C tz U U t r IN JN r H txAKX, 

W\DDWK\DTHP\RG\YGNRQNM 


19154 


49522 


A 


19263 


2 


262 




19155 


49523 


A 


19264 


3 


1062 


GRTAENPARAVSSPNFYAHRKT 

EVLFPCLTQPLARGPKKHLKVR 

V A APKHXWM L DKLTRVFAPR\P 

STG\PHKLR\EC LSRI IFXLRNRLK 

\YAL\TGDEVKKI\CMQR\FIK\ID 

GQGSELDINLPLLGFMGCPSAF 

DKTGEENRRLDLIDTQGVRFC 

WYIRJ*PPWRKAKLQVWCQK* 

GKILCGPTKRESPSSGLTH*CPA 

PHPAYPPIPPHPR*NGYP1PD*I*E 

DLAKFNLISIQSSEHW*TLCMGD 

LEGA*P*GRNWVLITPTERGHP 

GIFLTVGSR*KDANGQQAFGHF 

n\ crMJCi x/ini^nxn/TLinici \dd 
ULr^nrLrVIOrvLiiNN 1 HvJloLArK 

GKGIRL HHL1 EERDKRLAVAKO 
SQWGEMGSLGVDIVQIFWYRN 


19156 


49524 


A 


19265 


62 


298 
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SKQID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, V=possible nucleotide insertion) 


I9I57 


49525 


A 


19266 


1 


555 


MAWQMMQLLLLALVTAAGSA 

QPRSARARTDLLNVCMNAKHH 

KTQPSPEDELYGQ/SP/wiVjCKG 

SCRKTKSWNI/HRKSKCEVGLA/ 

WEACSVSAGTGRGPGCGRWV 

GAPQGP/CPRXCSSG*PTW/VQR 

SQNMEEMAVVNQSWRKERILN 

VPLCKEDCERWWEDCRTSYTC 

KSNWHKGWNWTSAPSAVCDP 

LL 


19158 


49526 V 


A 


19267 


216 


974 - 


M DM A WQM MQLLL L A L VT A A 

GSAQPR\SARA\RTDLLNVCMM 

AKHHKTQPSPEDE\LYGQCSP\ 

WKK\NACCTAS\TSQELHKDTS 

RLYNFNW\DHCG*KWNPTCK\R 

PLYPQDSCL\YECLTPTLGPW\IR 

QFNQSWRKERFLNV\PLCKEDC 

ERWWEDCRTSYTCKSMWHKG 

WNWTS\GINKGRPGAF*STFES 

YFPTPAALCEGLWSHSFKVSNY 

SRGSGRCIQMWFDSAQGNPNE 

EVAKFYAAAMNAGAPSRGIIDS 


19159 


49527 


A 


19268 


345 


2138 


QRLTATSSWTTMAKNRRDRNS 

WGGFSEKTYEWSSEEEEPVKK 

AGPVQVLIVKDDHSFELDETAL 

NR1LLSEAVRDKEVVAVSVAG 

AFRKGKSFLMDFMLRYMYNQE 

SVDWVGDYNEPLTGFSWRGGS 

ERETTG IQ1 WSEI FL INKPDGFCK 

VAVLLMDTQGTFDSQSTLRDS 

ATVFALRHNDPAS1QVYNLSQN 

VQ\EDDLQ\HLQLFT\EYGQDW 

AMGGKHFLEAIFRSLDYFFVRD 

WXSFPYEFSYGADGGAKFLEKR 

LKVSGNQHEELQNVRKHIHSCF 

TNISCFLLPHPGLKWATNPNFD 

GK\LKE 1 DDEFHQKL* K YLIP WA 

YFRSRG A * Dl * RRSNGG L KI\T\C 

RGLVEYFKAYIK1YQGEELPHP 

KSMLQATAEANNLAAVATAK 

DTYNKKMEEICGGDKPFLAPN 

DLQTKHLAT*GRNLWKLFRGV 

KKMGGEEFSRRYLQQLESEIDE 

LY\TN1SSHNDSK\NTFPCSSYPQ 

PTLFCSHPLITYVIAGVTGFIGL 

DIIASLCNMIMGLTLITLCTWAY 

IRYSGEYRELGAV1GPRWLQLC 

GTRE VQM R P WN KL YQCQQ AT 

PTD1 L YPSKPFPLHPK VGNLTEQ 

1QKRICKMVMPKF 



WO 01/075067 
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SKQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


1 y 1 Ov 




A 




jj 1 




vvpi pi ppi nc:u/Trp^wi r<;ui 

LTGESENPDHKRJ*PYTSDLPEG 
PGPWATD 


19161 


49529 


A 


19270 


781 


4324 


ESVREKVLCGLIQQTVTSVC/W 

SGTYIFAVLLVCVVFHSGAQEK 

NYTIREE1PENVLIGNLLKDLNL 

SLIPNKSLTTTMQFKLVYKTGD 

VPLIRIEEDTGEIFTTGARIDREK 

LCAGIPRDEHCFYEVEVAILPDE 

IFRLVKIRFLIEDINDNAPLFPAT 

VINISiPENSAlNSKYTLPAAVDP 

VIETPGGDKMPQL1VQKELDRE 
EKDTYVMKVKVEDGGFPQRSS 


19162 


49530 


A 


19271 




644 


FRSLPRRCLPRWQPSSFLGHHG 

PPFRPPCEAPK1VKKENPRKFIR 

APSQTGY\AKLSVNW\RKTPEAI 

DN\RVRVRRF\KGQILMP\N1GYG 

SNKK\TKLHM\LPSGFRKFLV\HN 

VICEPEIAADVATNLTVPRSLTM 

FPPRNRKAIRGKGACPIGPFRSS 

PNPIARVAOI kTFN+VROI MPK! 

K* Q VP A P f A l-TMV^<?K r M R \C A I V P P 
Pwo T V— /\Lll/\ri IN VooIS.lN|\JS k /\l V ttv 

AAQLAIRVTNPNARAQ 


19163 


49531 


B 


19272 


27 


161 




19164 


49532 


A 


19273 


80 


430 


R WLATH YLTVK LSLLPNLA VT 
CQPKREQNITSNESTDC*VIVTS 
TKSDSLYTVGMLALSVRAIRCP 

1 VI 1 TOT IFV^IfNni WVPPI r»Q 

I Lils IVJLlr V o IN. IN LI L/ W I *_.E>L,V^O 

HYTVVLLLFMRKRSRFQSNVQ 
RKLMTNF 


19165 


49533 


A 


19274 


482 


832 


RWLATHYLTVKLSLLPNLAVT 
CQPKREQNITSNESTDC*VIVTS 
TKSDSLYTVGMLALSVRAIRCP 

1 VI 1 TY1I IFVQKKini WYPF1 fl^ 

HYTVVLLLFMRKRSRFQSNVQ 
RKT MTKIF 


101 

i y i do 




A 
r\ 


1 7<fc / J 


191 




DHSLL 


iy to/ 




D 
D 




1 
1 


1 147 
1 J n / 




19168 


49536 


A 


19277 


305 


442 


AGLFKSRK VSSIC1RFE* ILTSCL 
GVRISTGKLVARIHGSFADAE 


19169 


49537 


A 


19278 


133 


527 


GFLERPRILIKVTLSIKQKSTSIF 
VGGQFSKFRFLTVLA WKCLSQP 
CF*A*TPASQHVS*SIRAISSMIS 

WR^pl I VRI WRRPQP*Ani FI^Q 

RKVSS1CIRFE* ILTSCLG VRJST 
OKI VARTHGSFADAF 


19170 


49538 


A 


19279 


531 


669 


AGLFKSRKVSS1CIRFE*ILTSCL 
GVRJSTGKLVARTHGSFADAE 



2400 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of firs: 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /= possible nucleotide 
deletion, \=possib!c nucleotide insertion) 


19171 


49539 


A 


19280 


80 


428 


RWLATPYLTVKLSLLPNLAVTC 

QPKREQNITSNESTDC*V1VTST 

KSDSLYTVGMLALSVRAiRCPL 

YLLTGLISVSKNGLWYCELQSH 

YTVVLLLFMRKRSRFQSNVQR 

KLMTNF 


19172 


49540 


A 


19281 


10 


426 




19173 


49541 


A 


19282 


1 


900 




19174 


49542 


A 


19283 


314 


451 


AGLFKSRKVSSICIRFE* ILTSCL 
GVRISTGKJLVARTHGSFADAE 


19175 1 


49543— 


A . 


19284 


1 


1139 


MWGIGSRTPIYNKILVYSSPEVS 

CEKPKYVKSQTSTHTGFESHKR 

YIFYLRLVGKNLHVSAMGLGK 

SQERRKKALKSQPQQPADSFPS 

LPTVEGLTTSGEVAAGFWLSGE 

ALSSC*LLSASVHLLLACLGMG 

KCSCSGFWLYF 


19176 


49544 


A 


19285 


1 


864 




19177 


49545 


A 


19286 


306 


444 


AGLFKSRKVSSICIRFE* ILTSCL 
GVRISTGKLVARTHGSFADAE 


19178 


49546 


A 


19287 


189 


J 089 


HHTAHCQ*CWL*S/DHGINPLRS 

WVGTG * V/G VRG K VQ Y A DLG A 

ENWKPISNLHDMSSSHSKTLGY 

KRLTKSNPISCQILLYKSRSKGR 

KNQRSTRTHCHHPSPKIYSASA 

KEPWVLATNLPVEIRTPKQLVN 

IYSKRMQIEETFRDLKSPAYGL 

GLRHSRTSSSERFDIMLLIALML 

QLTCWLAGVHAQKQGWDKHF 

QANTVRNRNGSLLTNWPSVPP 

TIKEEENSEEELAAATTSKEQEP 

IGTDLDAVRTPEPLEEFPKREDQ 

EGSPPETSLPYKWVVEAANLL1 

PAVGSSLSEALDLIES 


19179 


49547 


A 


19288 


1 


549 




19180 


49548 


A 


19289 


80 


430 


RWLATPYLTVKLSLLPNLAVTC 

QPKREQNITSNESTDC*VIVTST 

KS DSLYT VG M L ALS VR A I RCPL 

YLLTGLISVSKNGLWYCELQSH 

YTVVLLLFMRKRSRFQSNVQR 

KLMTNF 


19181 


49549 


A 


19290 


80 


430 


RWLATHYLTVKLSLLPNLAVT 
CQPKREQNITSNESTDC*VIVTS 
TKSDSLYTVGMLALSVRAIRCP 
LYLLTGLIFVSKNDLWYCELQS 
HYTVVLLLFMRKRSRFQSNVQ 
RKLMTNF 


19182 


49550 


A 


19291 


773 


1015 


AGLFKSRKVSSICIRFE* ILTSCL 
GVRISTGKLVARTHGSFADASF 
STDLYHGTLKPASLTMSGVVLL 
GRMLARSARNWS 



WO 01/075067 



PCT/US01/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib!e nucleotide 
deletion, \=possible nucleotide insertion) 


1 O 1 ftl 
1 V I 


hVjD I 


D 
D 


i y/yz 


1 






1 Q 1 fi/f 


HyjjZ 


A 

A 


l yLyo 


z 


1 11 
1 jJ 


VLVFD1EYP**KVYGYNSTLA 


19185 


49553 


B 


19294 


1 


879 




19186 


49554 


A 


19295 


80 


428 


RWLATHYLTVKLSLLPNLAVT 
CQPKREQNITSNESTDC*VIVTS 
TKSDSL YT VGM L ALS VRA 1 RCP 
i vi i ty^i iFVQi^Toni u/vrpi AC 

L. i L.L, luLlr VoKINl^L W I l^tLv^o 


19187 


49555 ' ' 


B * 


19296 


1 


1575 " 




I y loo 


HyDDO 




iyzv / 


i 


Z 1 5 / 




19189 


49557 


A 


19298 


473 


613 


AGLFKSRKVSSICIRFE*ILTSCL 
nvpiCTr.i^i x/APinr.QPAHAnT 

\j VKJo 1 UNL VAKlnUor AL*AL> I 


1 y \y\J 


4y»o 


A 

A 


i moo 

l yzyy 


A 1 A 


>4 / 


AULfrKoKls.vi>ol^lKrt IL 1 oL,L 

GVR1STGKLVARJHGSFADAE 




*fVDjV 


A 

A 


IV3UU 


o/o 


1 AA^ 




19192 


49560 


A 


19301 


167 


263 


KLIEA1WSS*F1TGSSLRHNERLG 

A cTccr.cv 


\y \yj 


AQZA.1 
4y00l 


A 

A 


1 QIAO 


ZZ>5 




A^II PI^QDl^VCCl^IPCC*!! TCPI 
AOLr KonJv V ooltllvr b ILiotL 

GVRJSTGKLVARTHGSFADAE 


t n 1 CkA 


4VDOZ 




I VJUi 


1 
1 


104 1 




1 Alflf 

i viyj 




A 

A 




1 1 


1 JZ / 


Al LJppXJP 141 Uk'PPf r.np\/AP* 
A Lrf r K IN Krl Ln IV bKJLUt 1 r V At 

LYLruyi UAML IC 


19196 


49564 


c 


19305 


1 


1353 




19197 


49565 


B 


19306 


1 


2047 




19198 


49566 


A 


19307 


80 


429 


RWLATHYLTVKLSLLPNLAVT 
CQPKREQN ITSNESTDC* VI VTS 
TKSDSLYTVGMLALSVRAIRCP 
I YI 1 Tfif IFVSKNDI WYPF1 OS 
HYTVVLLLFMRKRSRFQSNVQ 
RKLMTNF 



2402 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lasl 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown t 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19199 


49567 


A 


19308 


1 


2597 


MAMFMLLAAALLSTFLTNDVA 

L YT V V PLTITLKRLC E I P YN RL1 1 

FEGAGSQRwFATDAN V/QPAK 

YSYLGTFWSFVCRIYCPNGTAG 

WRNDADAPAPVLAMQYHTGV 

QTPEWKPRLVWSCLGLYIVFLT 

ALEFKQELWGLVIVAAGFALL 

ARRVVLSVDWTLLLVFMAMFI 

DVHLLTQLPALQGVLGNVISNV 

PSTILLLN Y VPPSLLL V WAVN V 

GGFGFLTCRHARIAAPADLKDG 

LAVHEKRETRSLTEKTGKMLLP 

KLGVGSRECGGNVKEVGIRAIE 

EFG P YKINGDK El MRRM DDLLQ 

GFDAQHRMKLPAQPTSLATKS 

ARRVRYPLFCPSIFNGFFEEFIFH 

RFLAEQALEFFNLLHGGSKFRG 

RNNLFSGGDSSRKNQRSTRTHC 

HHPSPKIYSASAKEPWVLATNL 

PVEIRTPKQLVNIYSKRMQ1EET 

FRDLKSPAYGLGLRHSRTSSSE 

RFDIMLLIALMLQLTCWLAGV 

HAQKQGWDKHFQANTVRNRN 

CKMATLKEKLIAPVAEEEATVP 

NNK1TVVGVGQVGMACAISILG 

KSRAMEHTTAGAPYTPRQQTC 

QCNMMSLADELALVDVLEDKL 

KGEMMDLQHGSLFLQTPKIVA 

DKDYSVTANSKIVVVTAGVRQ 

QEGESRLNLVQRNVNVFKF1IP 

QIVKYSPDCII\IVVSNPRDI\LTY 

GTWrCLSGLPKHRVIGSGCNLDS 


19200 


49568 


A 


19309 


435 


777 


RWLATHYLTVKLSLLPNLAVT 
CQPKREQNITSNESTDC*VIVTS 
TKSDSLYTVGMLALSVRAIRCP 
CRLVDWADIPEQKQLMVLRAS 
VALHGRSVTLYEKAFPAFRAM 
FKRSS 



WO 01/075067 



PCT/USO 1/08631 



SEQIl> 

NO: 


SEQID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possinlc nucleotide 
deletion, \=possible nucleotide insertion) 


19201 


49569 


A 


19310 


69 


1270 


LCLLRHDCYRGLQSLLL1LCKM 

ATLKEKLIAPVAE\DEA\TVPNN 

KIT\VVGV\GQVGMA\CAISIPGK 

VSWPDELVALVGCFWEDKLKG 

GNDGSFQHGELIFFQTP*NCGQ 

DKGLFL*PANS*RFVSW*LAGS 

PVQPRRGR1RLQSWVPEKWLM 

VFQIPLFLKJVQVQSLICIIIGGFN 

PQLDILTYVT\WETKVGLPKHR 

V\IGSGCN\LDS\ARFRYLMAEK 

TWHFIPSSQHGWNFGGNMGDS 

SV\AVWNGV\NVAGVSL\QEL\N 

PENGNLTN DKLKI WKEG A* I W 

WLKS A\ YE V l\KLKG Y PQLGA I 

WI*VLAESYWNPMLKKSYPR1\ 

HPGCPTNG*RQGMYGHWRME 

<1P^! FP^f ClPClCPftCA lSlPAVIOP 
oroLDroLfV^iryuriwjLiNrn v l v^i 

RSLKDDEVASASRKSARIPLWD 

NPEWTLKRPLT 


19202 


49570 


A 


19311 


52 


406 


HVEAAGSR*CAAPAGALLRFLG 
TPSFEDVSIPEKPKLRFIERAPLV 
PKVRREPKTLSDIRGPSTEATEF 

TPHNFAII Al PiHnVI HU/PiKIFF 
1 L/vJ IN r AV lL«r\ LVJvJvJ T Lil W UnrL 

MMRI TrMR<iM\r>PKNMFAIU/R 

VPAPFQAH 


19203 


49571 


A 


19312 


1 


783 




19204 


49572 


A 


19313 


15 


397 


LLAEWTMGHTPVGGFRGAISL 

DAAP*EQGTMLVSWLCDLFLV 

LRILVGKTVSSKNIFIERVNGDG 

V H FN FPM <\<sPPR ^ WFP<S F kT R FTKI 

RRK'T^HI fYMl VI HAV^I RHH 
IVrvrv J jjn L,\</1N L< v l_<vJM. V OL.rvv^n 

WRGG VPRNLTRA PAG A A H 


19205 


49573 


B 


19314 


127 


18) 




19206 


49574 


A 


19315 


242 


1067 


C A APCGCPCQfPG A LLPAS AG V 

KTLLPVPSFEDVSIPEKPKA*DL 

LERA PTCAQK* RREP* K FKVTI R 

GP\SH*KPTEFYRKAIFAILGIGV 

VGYLHWG\HF*K*WRLTIQPAL 

WTPRT WFA 1 WRW PA PFKPITRK 

SVGASHGGEAKGAI*HYLTP\V 

KAGRLVWEMGGRCEFARSAK 

VSLTQVALRSCPFASKRL*ACG 

TPREGCEQDQEERERQQPRTPW 

Tl* AP*PTAflHfiWA WOK VPFPH 

MTLTPOGEILGARFYMPKTCVV 
SVGD1LYIGY 


19207 


49575 


A 


19316 


1 


520 





2404 



WO 01/075067 



PCT/US01/086J1 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


19208 


49576 


A 


19317 


104 


763 


SAAADGPDRLRRRPPANLRARP 

VLAPASATASARRACSPPHPQT 

MSESK\SCPEYASFFAVMGASA 

AVMVFSALGAAYGTAKASGTGI 

AAMSVMRPEQ1MKSI1PVVM\A 

G11AMLRPGWVAVLIANSLNDD 

1SLYKS\FLQLGAGLSVGLSGLA 

QP A F AM GF VG\DAG V R\GTA M H 

AAD!FRGA*FLILIF\AEVLRL\Y 

GLIVVALILFHKVDLFRAHQPTE 


19209 


49577 ~ 


A 


19321 


36 


164 




19210 


49578 


A 


19322 


190 


743 


NDRG K EG SLST V PS I RNTDSG H 

LAPRRKPQLLKPSLNTSFPKAR 

K1HKGEHEVASAGGNPPAP1LP 

KVPP*FNIHRRGPPWPDHVRFG 

SLRNTLFL\NW\CCLGVSLAFRL 

LP*KSRDTGICMGLGDVEPGAQ 

ALCLPPPKCLN1\WALILG\1L\MT 

1GFIL\LLVFGSVDSLTILWFQIIQ 

GKTGGY 


19211 


49579 


A 


19323 


2 


257 




19212 


49580 


A 


19324 


1 


1227 


MGRARKSGLGQRSRPTASRSEA 

AVQPGVRKARGAGNWRVGLQ 

TGEAAPSPHRDLRDTPDPRPWL 

ARTHRMTTTLVSATIFDLSEVL 

CKGNKMLNYSAPSAGGCLLDR 

KAVGTPAGGGFPRRHSVTLPSS 

KFHQNQLLSSLKG EPA PA LSSR 

DSRFRDRSFSEGGERLLPTQK.Q 

PGGGQVNSSRYKT^ELCRPFEE 

NGACKYGDKCQFAHGIHELARR 

LTLHTKD*TELCRTFHT1GFCPY 

G PRCHF I HNAEERRAL AG ARDL 

SADRPRLQHSFSFAGFPSAAAT 

AAATGLLDSPTSITPPPMLSADD 

LLGSPTLPDGTNNPFAFSSQELA 

SLFAPSMGLPGGGSPTTFLFRP 

MSESPHMFDSPPSPQDSLSDXQE 

GYLSSSSSSHSGSDSPTLDNSRR 

LPIFSRLSISDD 


19213 


49581 


A 


19325 


204 


456 




19214 


49582 


A 


19326 


1 


323 


IVEYHGPGVDSISCTGMATICN 

MGAEIGATTSVFPYNHRMKKY 

LSKTGREDIANLADEFKVDHLVP 

DPGCHYDQL1EINLSEMV*PDM 

LPAPRLAHGVTVVVVGGFLK 


19215 


49583 


A 


19327 


2 


131 




19216 


49584 


C 


19328 


2 


283 




19217 


49585 


A 


19329 


I 


206 




19218 


49586 


B 


19330 


217 


435 





WO 01/075067 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


I Amino acid sequence ( X=Unknown, 
*=Stop codon, /=pos$tble nucleotide 
deletion, \=possible nucleotide insertion) 


19219 


49587 


A 


19331 


1 


565 


PWE*SPKGIGVSCGPLSGWS/SP 

KD/VILKVQ/GiLRFKGGTVQIV 

ESTGLG*TPFSCTGMRQFCNMG 

AEIGATTS\AFPYNHRMKKYLS 

KTGRED1 AN LA DEFKD H L V PDP 

GCHYDQLIEINLSELKPHfNGPF 

TPD1 AHPVAFVnKVAFK" FHU/P 
LDIRVDALACQSLAFGAAWVQ 
CGCEEHGAWSQMAWA 


19220 


49588 


A 


19332 


117 


2603 


gqhcllpwgvfpflkkalgv\r 

q*\hvasvlcqiwr\Vamshfe 

pneyihydllekninivrkrlnr 

pl\tlse\kivyghlddpasqeie 

rgksylrlrp\drvamqdata 

q\mamlqfissglskvavp\st1 

hcdhlk\epqvggekdl\rrak 

dinqevynflatagakygvgf 

wkpgsgiihqiilenycvpwlsf 

*lgpdfhtpnggg\lggi\cigsc 

gwpnawewnglgipwe\lkcp\ 

qvigvkltgslsgwsspkdvil 

kvagiltvkggtgaiveyhgpg 

vdsisctgmat1cnmgaeigat 

tsvfpynhrmkkylsktgre\d 

ianla\defkvhlvp\dpg\chy 

eptelkinlselvkphiqwgpftp 

drgspcwqevgkvgregkgw 

pl\d1rggs*lvactnfklwkiw 

grsaa\vakqalahg\lkcksq 

f\titpgfprqi\ratfe\rdgyaq 

ilrdlgguvlaanacgpcigqw 

d\rkdi\kmgeknti\vtsynrn 

ftgrn\dpnpethafvtspe1vt 

alaiagtlkf\npetd*pdgar 

mgkkpqawrfpd\ad*vfpkg 

ef*prgrdtyqhppk\dssg\qh 

vgt*aprsqrlqlldpfdkwd 

gkdledlqilikvkgkcttdhis 

A AG P WL K\FRGH LDN IPN/N HLL 
IGAFNIENGKANSVG\NAVTQEF 
GPAP*QLAR\YYQETLASRLGW 


19221 


49589 


B 


19333 


1 


1311 





2406 



WO 01/075067 



PCT/US01/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


19222 


49590 


A 


19334 


2 


1390 


PRVRPRVRARPTKMSALGSLSL 

PSVLWGQLFXAVDSGNDVTDIA 

DD\GCPKPPEIAHGYV\EHSVRY 

QCKNYYKLRTEGDGVYTL/NTI 

EKQ WIKLRLFGDVKLP* IVEADD 

GCPKPPEIAHGYVEHSVRYQCK 

NYYKLRTEGDGVYTLNNEKQ 

WIN KA VG DKLPECE A VCG\K PK 

N P\AN P WQRDPG VG H LADCQRS 

FFPWARLKDGFPHH*SSTHQGP 

RWIQLNQWLA*PRLKNLLSLN 

H\SENCQQRKDICPYF*HFMWG 

KKQLVGD*GRLFLQP*LTPRVD 

IGLI\KLQTEGCSC*LRRVMPICL 

PSKGLWQK*GRVGLCFLAGGR 

NAQF*NLLTHLKVCPCCPVA*P 

KTQCHICAIYERPSNKSPRKRKN 

TRKKPL*GVQAPILK*NTPFLCL 

AMS*RYPKERHPAYG/QNAGAS 

ALCPFHRPLEEDTPGMPTGIL\S 

FDKS\CAVA\EYGVYV\KVTSIQ\ 

DWVQKTIA 


19223 


49591 


A 


19335 


65 


665 


GVRGFWAGTMASRAGPRAAG 

TDGSDFQHRERVAMHYQMSVT 

LKYEI KKLI Y VHL VI WAAA W LL 

R*AVGHPEALV/DMIRWPCPIQ 

WE/YPVFC*AFLPSLLGPSFPFPR 

NNIRLTWVL/YHESSMGIFFSIG 

SIHFIGQHGDVPWLHSSFYRHG 

KAYRFLFGFSAVSIMYLVLVLA 

VQVHAW\SLYYSKKLLDSWVH 

QHTGEEA 


19224 


49592 


A 


19336 


65 


665 


GVRGFWAGTMASRAGPRAAG 

TDGSDFQHRERVAMHYQMSVT 

LKYEIKKLIYVHLVIWAAAWLL 

R*AVGHPEALV/DMIRWPCPIQ 

WE/YPVFC*AFLPSLLGPSFPFPR 

NNIRLTWVL/YHESSMGIFFSIG 

SIHFIGQHGDVPWLHSSFYRHG 

KAYRFLFGFSAVSIMYLVLVLA 

VQVHAW\SLYYSKJCLLDSWVH 

QHTGEEA 



7407 



WO 01/075067 



PCT/USO 1/08631 



SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


19225 


49593 


A 


19337 


71 


1265 


RCSK.SLRMSTFFSDTAW1CLAV 

PTVLCRTVFCTYKKSSGQLWS 

WMVCLAGLCAVCLLILSPFWG 

LILFSESCFLMHTYLSGQELLPV 

DQKAVLPTGGDCGLDHALSKY 

LDELGFTVFAGVLNENGPGAEE 

LRRTCSPRLS VLQM DITKPVQI K 

D\AYSKVAAMLHDRGLWAAIN 

NAGVLGFPYTDGELLLMTDYQR 

CMVVNFFGTVEVTKTFLPLLR* 

SKGRLVNVTSMGGGAPMERLA 

SYG SSKA A VTM FSS VMRLELSK 

WGIKVASIQP/GEGFLTNIAGTS 

DKW\EKL\EKDILGPPPPLRVQE 

DYGQDYILAQRNFLLL1NSLAS 

KDFSPVLR\D1\QQAILAKSPFAY 

VTDnvr A VI 11/101 AUVl Dinv 
Y I KUKuA YLWI^LAri YLrlUI Y 

nvc a f d UT?/~*r\v\i/' d\a dd at d \a r> 
UYrAKKJirOyUrvrMrKALKMP 

NYKKKAT 


19226 


49594 


A 


19338 


1 


861 




19227 


49595 


A 


19339 


248 


930 


DVHQLGNMAV1HSHLWEGLQE 

KFLKGEPKVLGVVQILTALMSL 

SMG!TMMCMASNTYGK*PLFP 

C1SGYTIWGSVMFIISGSLSIAAG 

I*N\TKGLVRGSLGMNITSSVLA 

ASGfLlNTFSLAFY\YSITPYCNY 

YGQPPN*LSMGTMSHLKGVW 

MGMVLLLSVLEFCIAVSLSAFG 

ivl*l>ALLVrPOtjOCVNaAl 1 rr 1 

WAETASSTTLN EGLRGTQRFNR 

QMLPEIYA 


19228 


49596 


A 


19340 


167 


1164 


RNLRLPSSALAGVAPSHREPRV 

RTISQTDRRKDA/PDPARRDRVE 

LAPAYTSPPRCSANVGTSTRRL 

RALCPARVRAPLRLPPPASSPLG 

SEEQRRKVPAAARMRPRAGAG 

RSTLPWLPAT/WPGLPSLPLYL* 

ICGGNNS Y*R* RKGEQFE* RNSS 

* DY R YLPSSPASPN V\RERQPNE 

NGPDDKEKDRPERPSPLDTSPL 

LDPPAVSDIAGKMSDEFSLADA 

LPEHSPAKTSASYPDHMVLPTD 

PAAAGPLGPWGSMSSGPWVPG 

MGGQYPTPNMPYPSPGPYPVPP 

PPOASGAAPPVPWGTVPI f!AW 

GPPAPYPAPTGSYPTPGLYPTPS 
NPF 



2408 



WO 01/075067 



PCT/US01/08631 



SEQIU 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SKQIDNO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X s Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19229 


49597 


A 


19341 

— ' * 


2 


716 


SDPSPLLDPTAVSDIAGKMSDE 

FSLADALPEHSPAKTSAVSNTK 

PGQPPQGWPGSNPWNNPSAPSS 

VPSGLPPSATPSTVPFGPAPTGM 

YPSVPPTGPPPGPPAPFPPSGPSC 

PPPGGPYPAPTVPGPGPTGPYPT 

PNMPFPELPRPYGAPTDPAAAG 

PLGPWGSMSSGPWAPGMGGQ 

YPTPNMPYPSPGPYPAPPPPQAP 

GAST/1LFHGAPFPPGAWGPPAP 

YPAPTGSYPTPGTLS*FPPGAW 

GPPAPYPAPTGSYPTPGTLS 


19230 


49598 


B 


19342 


54 


178 




19231 


49599 


A 


19343 


3 


249 


RHKGSPSPHQTQEPSWLHPVDP 
ALGPQVELPASLVLCARTPQPL 
GGR*DWV/PGTPAGPQESRAAP 
VPAS APPSTPRGRGG RI 


19232 


49600 


A 


19344 


2 


504 


WAPVRPEPPRRAPPPAPQRPVP 
STTQGLRSAGA/PAPGLAGSYP 
CSPGYVNAPIDSLYLATFMG1R 
V fCRPPN R/PLC EQ* SF Y H LG AG E 
* PGKSR VP! PQFQSPVGDPTVRV 
V\PRR*SVPPTSCATPRSWCCSD 
TAPGHPLGSPEQLPQPGPAAELP 
GGVVPRSTPPCPAL 


19233 


49601 


A 


19345 


3 


335 




19234 


49602 


A 


19346 


2 


447 


CACTPQPLGGRWDWAPWSRG 

RRSSGRLRLHRNPRRRGKAQA 

WRAAVPRPAPREGS*GPGRPAA 

PSAGPPSPRPPGTPAGPQAPRAA 

PVPA\PRLPPHLPAS*GSGLRPSP 

AQKG A PTVQ/P VG * RA PQ VPPK 

WEPRQRRRRERARAVRTA 


19235 


49603 


A 


19347 


108 


729 


QHAGSPQSPRLLSAPPLPGLPL 

WWHLRSPSAPPLHCGSPFLGWP 

RLEPTPSACREVWRERHKWEP 

G/PACGACGPAGVPGGRG/PWW 

APHSEHPASPAGPG/PMGNLAP 

GPVAAEGVLSPPAVPAHRRCAR 

FLAGP*L/PFPRGRAWDLQPAM 

PEPPTVPPWAPV/PAEPP*RAPPP 

APQRPVPSVPPKGAQDWQAAPP 

AAPVRDPLGEASWAPE 



WO 01/075067 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


19236 


49604 


A 


19348 


1 


816 


MWESLTLSRDFLNGFDQNADS 

GIDNKVQVEVASDEDEELVGN 

WNKERENPFSGEKLKPAAEICIS 

YKEPNANHQDNGENVARACQ 

RPLQHPLPSQAQRPRRKQRFPG 

PGSGPTWDLVPCIPGAP/RLD*K 

GPRKPKSWYSEGQRYESPSFGIP 

LG SDLRPTN ALLLKPYKLPPSR 

PRDYCGRAAFPRGRVRDLQPA 

MPEPP1APPWAPVRPEPPR*APPP 

a Tift) a fnciiTrSiJ ni> a crrciiTA riri" 
Ar/FAroriDHPKAbbCbH I AQD 

a a dda A r>\ / r> r\Tii /"* a cur a t\ 

wyA A Pr A Ar V KJJr LO b A b WA P 
bovjUDVboLY V 


iyzj / 




D 
D 


1 07/10 


A 

H 


ooy 






4youo 


■Q 

D 


1 O'i CA 

1 yjjU 


1 






19239 


49607 


A 


19351 


170 


444 




19240 


49608 


B 


19352 


1 


1122 




19241 


49609 


A 


19353 


1628 


3591 


KGLRLKLCSFVQLRFSIRNFRLG 

1LTYWKKEFEFVGWPRLEPTPL 

ACREVWRERREREPGLRAALA 

GQLEFRVG VG L AGPSLG A AGQ 

PCWPRVIRDLAPGPVAAEGVLG 

PPAVPAHRRCAGFLTEP*LPSRG 

AGLGTCSPPCLSLPPTPWAPVRP 

KPPQRAPPPAP/PAPSPIDHPRAE 

ECERRAHDWQTAPPAALVPDP 

LGEASWAPESGISDEYITPMFSF 

YKS1GELKMTQEE Y ALLTA I V1L 

SPAWATERHPVFKKRERJCKPSN 

CLEGVIKAAAELAVGLPWNLG 

Kf HTGDGTS AG LQG 1 A PNS VG P 

GQPAPEWMWGWERLLTDQDK 

TQGSAFSCTATFQDAQKQLLQ 

ARF1HLSGLWEQQDGLWLSNW 

LSLKGQIGGPALTEPLRLSVNR 

GTWPPKLRDARRRSAGRADRR 

APTG RVLPGSPG AG PQTTPPP Y 

DWSLRNRRRPAATDPEAQAAA 

AAAAVGQGRVGPAQIEPSCRPA 

GRSDPPAPGPEA E VC WVSRLRE 

PVRSAFAWLRQSRALIGSWGR 

QGDVAPAFTCPPNAERGATGV 

RG G WGC WCG RAQLG RRDP A A 

TRPALNPERYQSPKSMQGLERP 

HVRNWG1ELETLRDAFRPQPSV 

W fx 1 r\ I\\JC/AvJlVivrvvJ iVL, V XZ.v--L.Oo 

QRKVLEGVLLYAVTRGSFPNLF 


19242 


49610 


B 


19354 


1 


412 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


19243 


49611 


A 


19355 


951 


1453 


FQTQEPSWLHLVDPTPGLQVEL 
PASPVPCAHIPQPLGGRWDWVP 
WSRGWCSSGRLGPHRSPWSGW 
EAQAWQAAGPEPCPMGRQVRP 
GEKSSAVPVGQPG/SGHSVHPP 

DPI ARVI SPPI PriA^RAHRI 1 R 

VWGPPSPRPPGTPAGPQARHTA 
PVPARASPSTPPCKLR 


19244 


49612 


A 


19356 


111 


658 


LPSRGAGLGTCSPPCLSLPPTPW 

APVRPEPPQGAPPPAP/PAPSPID 

HPRAEECERTARDWQAAPPAA 

LVRDPLGEASWAPESGGEPTPS 

G PG V AG SG STHTH A LTH ACTH 

AHTRAEPLRLPPPPRPLPPPLSPP 

/PPAPI 1 P^KPF<U <iTnRI^<lKQR 

noi^vPFnpRnpppRnvR ah^w 
NRTTH 


19245 


49613 


B 


19357 


1 


552 




19246 


49614 


A 


19358 


1299 


1813 


AHFPRAGTGAACSACWPAGVP 

GGRGLGGPRTRSSRPCWPRAK 

GDLAPGPAAAEGVLGPAAVPA 

HRRCARFLAGP*LPYHGAGLGT 

CSPPCLSLPPTP/SGSCAPEPPRR 

APPPA PR H PVPSTTnn PPWFTP 

LLSI YGNAMNDERA WSLEG FW 
VLKPSDSWMTSLSERTISFF 


19247 


49615 


A 


19359 


380 


905 


WIPHWGCRWSCLPVLRRALAF 

LSPWVVDGTGRRGVGSGAGRG 

GSGRTGAHGVGGRLRHGGLQV 

PSPAPREGS*GPARNRAQ\PGGP 

ALLGDSVHPPQPLAQVLSPP\FP 

fiPAGI AfiCSFCRGPPSPRPPGTP 

AGPQAPHAAPVPARASPSTPPL 

VHLTNDVLRVKVKWAFFFTLH 


19248 


49616 


A 


19360 


1 


1052 


MGLAERCPLNHLTLTVSSVKCS 

FLLAHILSVAGACYGVLRGAPH 

TFPGITCPGCSQENNPIKKWAE 

DLNRHLIQEDTQMANKHLKDA 

PHRY I IRELQ VKPTM R YCH A PT 

GVAHIQSTNTPNAGEDVEHQEL 

TFIADGSPVTTRGHMDLVQTSL 

SRTLGVRSTGSWSACAEFSHGY 

CLAKRLLQLLKHGNGNSNSGG 

NAECITRHCQKPLTGILSFILAL 

NKVKNTRPFDRCHSEGSEKEPS 

FCVTCPRRPEVNQPSPYMPQPG 

KSSTHLS V VQLRA LE VG EPQA F 

PPVE/PEGPAGLRHPLWL*V*GO 

GSGP/SSPPCLSLPPTPWAPVWP 

EPPRRAPPPAPQRPVP\RPPKG 
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PCT/USO 1/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


19249 


49617 


A 


19361 


417 


1092 


K WCS KRTA FSFS LQGG V EG E A 

RAGTRAACGACGPAGVAGRRG 

LGGPPHSGQPASPAGPG/PVRDL 

APGPVAAEGVLGPPAVP/APPA 

LCSIS/PPGCSCLPAG/PRLRTCSP 

PCLSLPPPPWAPVRPKPPR*ATP 

PAPRRPVPST/NPRAEECGRTAR 

DWQAAPPAAPVRDPLGEASWA 

PFSGGDVFN1 YVO! RDCKYTTsJ 

OHPVSSSOFVNAPISTI YF VNI 

VGTWRIFMS<5 


19250 


49618 


B 


19362 


817 


1596 




19251 


49619 


A 


19363 


350 


644 




19252 


49620 


A 


19364 


60 


1362 


SRVEPRVRSASQDSRSRDNGPD 

G\MEPEGVIESNWNEIADS\FDD 

MNLSESULRGIYAYGFEKPSAI 

QQRA1LPCIKGYDVIA\QPQSGTA 

GKTATFA1SILQ\QIELDLK\ATQ 

GLGS*APT/RENLAQQ1Q\KVVM 

ALG\DYMG\AS\CHACIRGAPTC 

VAEVQKXXQMEAPHIIVGYPLG 

RVF\DMLYR\RYL\SPKYIKMFV 

LDEA\DEM\LSRGFKGQ1YGHIQ 

KAQAAPPRVVLLSATMPFDWL 

EVTKXFMRGPH/IRILVRKEELT 

L\EGIRQ\FY1\NVEREEW\RLDTL 

CDLYETPDPSPQASHLPSTTRR\ 

KVDWPHPRRMHALRFPWESAQ 

HEDMAQKERR/DVIMKEFRLAS 

SRV\L1TT\DLLA\RG 1 DVXQQVSL 

SHOI NY/^FPTTRFNYUWRUflft 

GGRFGVRKGVPINMLTE/EKTKR 
NLED1 ETF\ YNTSIVEEM PLN V A 


19253 


49621 


A 


19365 


911 


1278 


NCGIVISKHLVFTLA*MMCHFL 
ASLQRKGILKRSASV*AHSH/DP 
SFHMKIYNAGW\GHRT*HPAGG 
FAGPPPWG^VWGT AARTRFNA 
PRPA LPLPRP A PSGL A HG ADG D 
SNTEKIQSRDNRKG 


19254 


49622 


A 


19366 


26 


743 


ETSADMAPSVPAAE\PEYPKGIR 

A V L LGPPG AG KGTQ APRL A EN 

FCVCHLATGDMLRAMVASGSE 

LGKKLKATMDAGKLVSDEMV 

VELIEKNLETPLCKNGFLLDGFP 

RTVRHAEMLDDLM\EKRJCEKL\ 

DSVDLNFSIPDSLL1RRITGRLIH 

PKSGRSYHEEFNPPKEPMKDDI 

TGEPL1RRSDDNEKALKIRLQA 

YHTQTTPLIEYYRKRGIHSAIDA 

SQTPDVVFASILAAFS1CATS 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQID NO: 
inUSSN 
(iy/54U,2I / 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 

ul peptide bC(|UClllC 


Amino acid sequence ( X=llnkno»vn, 
*=Stop codon, /^possible nucleotide 

ffolMinn \siviccihlp ntirfoflfiflf* incprtiAnl 

UVItUUII) r^|W99IUlt UWIWim IIUU f 


19255 


49623 


A 


19367 


40 


1002 


VASGTRTELQDRRFRDTSGDM 

FPSVPP*EPEYTKGIRTVLLWPP 

GAGKGTQ/SGETEV'MACSLGY 

IASNLQSLHLNDSKAPALSAAIY 

CPRHPNWAENFCVCHLATGDM 

WRXAMVASG/SSELGKKLEGNL 

WDGWGNWVE*WKWVSWSSF 

GEGILENPLVAKNGFLL\DGFPS 

GPVKARQKVSPMDLMGEGGKE 

KLDFC*FEFS1P\DSLL\IRRMHKE 

GLIPPPKKWAGSYPRREFQPLP 

KEPP*KMN1TGGNPLIRRSR**M 

KRPLKI RP ASPTHTQTVTPLI E\Y 

YRKRGIHSTI\DASQTPDVVFASI 

LAAFSKATCKDLVMFI 


19256 


49624 


A 


1936S 


793 


1152 


SGRKRRGCGGQSVKQAPALTP 

GPPAPVFPIPEAPAACAPHHPGQ 

GNRRKCNFPPVCPTJ>KTASSCP/ 

EPLPPPPSLQR*PCPCHPWHHLE 

FSFLDEVTFSFNKTFPKRLVSSK 

MLPLKVGH 


19257 


49625 


A 


19369 


1 


873 




19258 


49626 


B 


19371 


1 


322 




19259 


49627 


B 


19372 


64 


2250 




19260 


49628 


A 


19373 


20 


368 


CEARGGSGHGGRAERAGVCGG 

PAELLPKGSKEEQRDYVFYLAV 

GNYRLKEYEKALKYVRGLLQT 

EPQNNQAKELERLIDKAMKKD 

GLVGM/AIVGGM/ALGVAGLA 

GLIGLAVSKSKS 


19261 


49629 


A 


19374 


3 


492 




19262 


49630 


A 


19375 


62 


570 


GSRGQWPSEAVLNELVSVEDL 

LKFEKKFQSEKAAGSVSKSTQF 

EYAWCLWRSKYNDDINRKGIVL 

L\EELL\PKGSK\EE\QRGFTSFYL 

ARGGGTTRLQG1TEKALKLRSA 

GLLAAQEPQEQPRPKETGNGLI 

DKA/L* K. KDGLRG A WPI VGGM 

ALGVLAGTCRSSSDFAVFQ 
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SEQID 


SEQWNO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of lasl 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




A A te A A ^ 1 »^ 

09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


19263 


49631 


A 


19376 


1 


944 


MACHLQAGSPGNLVVYFQSKP 

EGLRTREPMMSVPVQVKGPST 

RKLMMSEDPLTLGNWHELRVS 

RTAKNGILQVDKQKIVEGMAE 

LQQVVGKNMDSGVGPVVHGG 

G LTRTG YLLNPESLQQKA FERR 

QIQGCDEKLACVGKQTLGTWP 

LSESPSLTRLYCRRQLTQGSLR 

MSLNNAGVPGQTAPDQRSGEG 

VAAPAGPGEEVGREEGEGAAA 












i ■ , '■ ■ 


GKRQCPCQQGSLCVDTSRPRliP 

KSQAQIPSSSRSSPSSSEQQRGQ 

LPSVREHVEGGQGEERAPHCD 

GGGRVLLASGLAWLGTENIMD 

LASSPKDDWGVAVPSRGCERPS 

TFTLVLV PSPI VRRRACSGQPI SP 

GGGQETHGADTSHLTNP*ICLL 

SKAFCCRDSGLSK*PVLVRPPPC 

\PQALPQSPCSYLLLAVALPFPP 

LSS A YPPVRFHSLLCEI HEARAS 


19264 


49632 


A 


19377 


1177 


1603 


WVSSFSSSSFSSFPPPPPPPPPPPP 

PPSFLPPPPPPP/PPI*DRARRCQQ 

TSIPLNKLNINKLLLLLLSPRPD 

DREKFTPQPQSARQREP1KGTA 

SRRGEGPICPTLSLYFLHVFLCF 

SCLSSQIHIYILRLSTVLVLIKNS 


19265 


49633 


A 


19378 


1 


896 


FPFSLLPPPKMPKGKKAKGKKV 

APAPAFWRKQDAQE* WLNPLAF 

KK RP* DFR\IGQ\D1QPQKRPPPL 

L*KWPR\YIRLQR\QRAILYK\RL 

KWPSAITPVSPRALDPANQLLS 

LLKL\AHKYRPRDKAQRSKQRV 

LLA\RA EKKA AVGKGDRPNQRD 

PPVLRARS*HPSPTLVEEQEKLS 

WV VI A\H D VD\S1 ELGLSFL A\AL 

CRKNGGSPYCHKGKGQDLGRV 

LVHRKDLAPLVAFTQ\VN\SED 

KRRFWLKLVGSYQGPNYNDRY 

RYDEIRRHWGGNVLGPKSVARI 

AKLEKAKAK\ELATKLG 


19266 


49634 


A 


19379 


3 


491 


AKEALDWEEGHQ*DQRL*SRN 

SQLG1CGGLRGFRGDRAASVFS 

R*AEK£SVRQL*ARVPGALGVA 

ARANKHQRRWREGDSTQTATN 

TVDRRATRGRPMEWRATRVAD 

EEDGDRRRGDNRPQARTFRPRT 

SVRRAAGTNNSEGRRPTNAGT 

NGGRGVD1YTVN 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/S40.2I7 


Nucleotide 
location of first 
rrwinit for nrnttde 

sequence 


Nucleotide location or last 
codon Tor last amino acid 
nfnentide seouence 


Amino acid sequence ( \=tlnknown, 
*=Stop codon, /«=pos$ible nucleotide 

dclctinn \—nn*i^ihlp niirlrnfifir incprtirtnl 


19267 


49635 


A 


19380 


1 


1501 


MRRSTPGVLPAAVGGARVRRA 

VGLSGTGAEAGRAGAMVEKEE 

AGGG!SEEEAAQYDRQ!RLWGL 

EAQKRCHRM KE A LSTAPFTDK 

ETHPKVSLAQVTRSSASVMVY 

GAFEVIGQRQSSAAKPRRSQSE 

SLGPEFQGLWEWLPASQHIMRS 

LKKQDGMGQGYRVSLEWEVG 

QLIFLEEKVTPXEDPGAQFLIRTV 

GSVGRNRA\EAS\LERAQNFNP 

MV/DMLKVDTEDIEKKPESFFT, 

QFDAVCLTCCSRDVIVKIXDQIC 

HKNSIKFFTVGDVFGYHGYTFA 

NLGEHEFVEEKTKVAKVSQGV 

EDGPDTKRAKLDSSETTMVKN 

KVF\FCPVKE\ALDGWILDACDE 

MQMAALKRTTSDYILLQVLLK 

F/RVTDKGRDPSS\DTYE\EDSEL 

LLQIVGN D VLDSLG ISPDLLPEDF 

VRYCFXSEMAPVCAVVGGILAQ 

EIVKALSSAGTLP/PTTNFFFFR 

WA*KGEWGLWECLGPQVNSG 

FGQPQRCQLQH A H L Y SLFPFFM 


19268 


49636 


A 


19381 


2 


411 


PGTSQGVFSPHRLGGAVRSPCP 

PPQDSRQASAGGAESQ\LKQRG 

FPGE*GCRSPVSCAWPQNRMG* 

GPQHREAGAWSGE*KTPIWLK 

QERCNRPGLLVTAELAAPAPRP 

DGMAPGCGGIRCTPGRPRRLLH 

SGPPSP 


19269 


49637 


A 


19382 


165 


309 




19270 


49638 


A 


19383 


1 


825 


LATQPEGAGRVPSIHPQGGPEA 

ALQDLRTLMGSSRLHSGKESIG 

HNSSAGSSSQGPHHPRRKTAIL 

EKGG KQPHRMLPFSPGLGSSPE 

PANAGSPDTWLCPP/AAARVL* 

NPVKPRKGRSEPRSGWASQLPG 

GDSRLPLRPGTSQGVFSP/APAG 

♦AGKLVLGVLSLSLKQRGFPGE 

♦GCRSPVSCAWPQNRMGCRTSP 

GPSPTSPTAAGE*GSRPRRRKPG 

RVQGLQRDGPTLTQEDALTAA 

KRCPLPVTSVPQTPETSTGAAA 

PGSQPVGAPPSR 


19271 


49639 


A 


19384 


1 


378 
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SEQID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X= Unknown, 


NO: 


of peptide 


hod 


in IJSSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, V=possible nucleotide insertion) 


19272 


49640 


A 


19385 


381 


1653 


QRPRSGTFTMGRfCSLYLLIVGIL 

IAYYIYTPLPDNVEEPWRMMWI 

NAHLKTIQMLATFVELLGLHHF 

MDSFKVVGSFVDEVPPTSDENV 

TVTETK\FNN!LV\RVYVPK\RKS 

♦STKEGGLFYIPCGGWRRGSYS 

LIVYDLPSSWTVEVRPGSSLVSN 

HLARLAT* FVHFPLQLGEL YD A L 

R*FLRKKVLAKYGCEP*GESGIS 

G\DSAGRG I * LSA V\TQQLL\DDP 












■ i 


VDVQDPNFKIQS*1YPALS AS WM 

*VLPSYQGKFKFSYFYSKSLQ\C 

RFWSEYFTTDRSLE\KAMLSRQ\ 

HVP\VESSHLFKFINWSS\LLP*E 

GLLKGH\VYNN\PNYGSS\ELAK 

KYPG\FLDVRAAPLLADDNKLR 

GLP\LTYVITCQYDLLRDDGLM 

YVTRLRNTGVSG*LNN\HVEG\ 

GFHGAF\SFLGLKISHRLINQYIE 


19273 


49641 


A 


19386 


3 


667 


DAWADAWVPVSSEVAYLFGG 

CHTCGGLPVAHPMMPRGSRSR 

TSRMAP\PASRAP\QMRAAPRPA 

QVG\QPPAAAPPSAVG\SSAAAP 

RQPVGLMAQMATTAAGVAVGS 

AVGHTLGHAIT\GAFSGRK*LPE 

PARP*HHFNQEASG/TPPAQHSK 

QQRHPHLQQPCP\YE1QTVFWE 

FCPGTRGDIQAL/CEGFNEWLK 

Q\CRL\ANGFGPNEEVSTFGRD 

WKFSSHNLS 


19274 


49642 


A 


19387 


81 


1257 


RHQSDQTVPRLSRPHVQSQKSS 

MAAAAKPNNLSLVVHGPGDLR 

LENYPIPEPGPNEWLLRMHSVG 

ICGSDVHVYWEYLS/RFGNFIVK 

KPMVLGHEASGTV\EKVGSSVK 

AP*NQGDRVAIEPGCSPEEN*W 

NSC\KMG\RYNLSPSI FFC ATPPD 

DGNLCRFYKH1MAAFCYKLPDN 

VTFEEGALIEPLSVGIHACRRGG 

VTLG\HKVLVCGSWANRGWVT 

LLVAKAMGAAQVVVTDLSATR 

LSKAKEIGADLVLQISKESPQEI 

ARKVEGLLGCKPEVTIECTGAE 

AS1\Q\AGIYATRSGGTLVLVGL 

GSEMTTVPLL\HAA1REV\DIKG 

VFRY\CNTWASGGFSMLCVPKS 

V\NVK\PLVTHRVSSWRKVLEA 

FETFKKGLGLKIMLKCDPSDQN 


19275 


49643 


A 


19388 


2 


431 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
>c(jucncc 


Met 
hod 


SEQ ID NO: 
in USSN 

n9/540 217 


Nucleotide 
location of first 

rnHnn fnr rvnfidp 

sequence 


Nucleotide location of last 
codon for last amino acid 
nf nrntidf ceaii^nff 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 

drlptinn \=rwi^<ihle nucleotide insertion) 


19276 


49644 


A 


19389 


2 


326 


ARGSTRLMESRVQHL'CTRKJEL 
TPEVLQEWLDELEEMMLVVH 
MPRF RJEDGFSLKEQLQDMGLV 
DLFSPEKSKLPGIVAEGRDDLY 
VSDAFHKAFLEVNEEGSEAAAS 


19277 


49645 


A 


19390 


2 


368 




19278 


49646 


A 


19391 


1 


2123 


MAQFSIVGMCLGLFNQSPTDGS 

GVQLFVIMNQVMAANLAETHA 

ALCPTLSSGTSARFRGKNQFSG 

GLPQITLSPLAQPCGRLAAMYS 

NVIGTVTSGKSLPSTSPLVPLLL 

SGFAPLFLKGLQNWTQTTQEG 

KSPSAAPASSQPQACPTDHVRE 

SALGACLSLPGEDGKIQKVYLL 

SLLL1GFWDCVTCHGSPVDICT 

AKPRD1 PMNPMCI YRSPEKKAT 

EDEGSEQKIPEATNRRVWELSK 

ANSRFATTFYQHLADSKNDND 

NIFLSPLSISTAFAMTKLGACND 

TLQQLMEVFKFDTI SEKTSDQ1 H 

FFFAKJLNCRLYRKANKSSKLVS 

ANRLFGDKSLTFNETYQDISEL 

VYGAKLQPLDFKENAEQSRAAi 

NKWVSNKTEGRITDVIPSEAINE 

LTVLVLVNTIYFKVLRMALERP 

QGLPLALQLTPFFFKWRDRSPE 

RANGLPKATQGLWKSKFSPEN 

TRKELFYKADGESCSASMMYQ 

EGKFRYRRVAEGTQVLELPFKG 

DDITMVLILPKPEKSLAKVEKE 

LTPEVLQEWLDELEEMMLVVH 

MPRFRI\EDGFS\LKEQLQDMGL 

VDLFSPEKSKLPGIVAEGRDDL 

YVSDAFHKAFLEVNEEGSEAA 

ASTAVVIAGRSLNPNRVTFKAN 

RPFL VF I REVPLNTIIFMG RV AN 

PCVNLSEALAVLVVNLTTLMK 

RTHGESLDFMERKRRPAESILL 
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SEQID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=UnLnown, 
*— Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


19279 


49647 


A 


19392 


9 


1630 


PALCPTLSSGTSARFRGKNQFS 

GGLPQITLSPLAQPCGRLAAMY 

SNV1GTVTSGKRKVYLLSLLLD 

SFGDCVTCHG\SPVD1CTAKPRD 

IPMNPM\CIYRSPEKKATEDEGS 

EQKIPEATNNRRVWVELSKANF 

PLLLTTFLFST WA DS KD* H * LTF 

FCSPLSIFQGFLLWTKV\GACND 

TLQQLMEVFKJ\DTIS\EKTF*SR 

SHFFFA\KLN\CRL\YRKANKSSK 

LVSANRLFGDKSLTFNETYQ\DI 

SELVYGAKLQAPGTSRENAEQ\ 

SRVAAINKWWSNKTEGRIHRCS 

FPSGRPFN ELT VLGGGFNT1 Y FQ 

GACWK\SKFSPENTRKELFYKA 

DG\ESC\SASMDVTREGKFRYSG 

AWLEGT/QVLVVCPFKGDDm 

MVLILPKP*EGAWAKVEK\ELT 

PE VL A KSG WD* F WREM ML V V 

HMPRF\RI\EDG LQV* REQPAKN 

MGPLSDVLFSP\RKSPQTPPGIVA 

EG\RDDPPMSSDAIPIRHFLEVN 

EEGSEAACKYPLL*LPGRS\LNP 

N RVTFQG QQAFP WVFIRE V PL\ 

NT1YLHGAELANPCV 


19280 


49648 


A 


19393 


3 


737 




19281 


49649 


A 


19394 


I 


705 




19282 


49650 


A 


19395 


2 


757 




19283 


49651 


A 


19396 


1 


1764 




19284 


49652 


A 


19397 


1 


710 


MAWALLLLTLLTQDTGSWAQS 

ALTQPASVSGSPGQSIT1SCTGT 

NNDVGSYNLVSWYQQHPGKA 

PKIMIYEVSKRPSGVSNRFSGSK 

SGNTASLTISGLQAEDEADYYC 

CS YTSSRPDW VFGGGTKLTV L 

GQPKAAPSVTLFPPSSEELQAN 

FCATLVCLISDFYPGAVTVAWK 

ADSSPV KAG VETTTPSKQSNNK 

YAASSYLSLTPEQWKSHRSYSC 

QVTHEGSTVEKTVAPAECS 


19285 


49653 


A 


19398 


1 


679 




19286 


49654 


A 


19399 


1 


743 




19287 


49655 


A 


19400 


2 


736 




19288 


49656 


A 


19401 


2 


718 





2418 



WO 01/075067 PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 

rndon for n^nliHr 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknotvn, 
'-Slop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


19289 


49657 


A 


19402 


1 


711 


MAWALLFLTLLTQGTGSWAQS 

ALTQPASVSGSPGQSITISCTGSS 

SDVGGYNYVSWYQQHPGKAP 

KLIHYEGSKRPSRVYDRFSGSM 

SANTASLTISGLQADDEADYYC 

CSFAGSSALR1FGSGTRVIVIGQ 

PKANPTVTLFPPSSEELQANKA 

TLVCL1SDFYPGAVTVAWKAD 

G SP V KAGW ETTKPSKQSNNK Y 

AASSYLSLTPEQWKSHKSYSCQ 

VTHEGSTVEKTVAPTEGS^ -•- - 


19290 


49658 


A 


19403 


3 


720 




19291 


49659 


B 


19404 


1 


711 




19292 


49660 


A 


19405 


105 


858 


RRQDSGQSPAWPAGALLLTLLT 

HCAVPGSW\AQSVLTQPPSASG 

TPGQRVTISCSGSSSNIG1NDVT 

WYQQVPGTAPKLLMYSDNHRP 

SGVPDRFSGSKSG\TSASLGPSV 

GLQSEDEADYYCGTWGLAA*M 

VFMSSAGGTTLTVTSQPKAAPS 

VTLFPPSSEELQANKATLVCLIS 

DFYPGAVTVAWKADSSPVKAG 

WETTTPSKQSNNKYAASSYLSL 

TPEQW\KSHRSYSCQVTHEGST 

VEKTVAPTECS 


19293 


49661 


B 


19406 


63 


756 




19294 


49662 


A 


19407 


1 


757 


M A WTPLLLLFLSHCTG SLSQA V 

LTQPSSLSASPGTSASLTCTLRS 

DINVGSPFIYWYQQKPGSPPQF 

LLRYKSDSDNQQGSGVPSRFSG 

SKDASANAGILLISGLQAEDEA 

D Y YCSS Y VGTNN FG VLFGGXGT 

\KLTRP*GQPKACPPRVTL/FPHP 

PSEEASKPNKA\TLVCL\1SDFLP 

GKP*QLPWKAA*QPPSLAGVET 

PPHPPTRSNNKYAASSYL\SLTP 

EQWKSHRSYSC\QVTHEGSTVE 

KTVAPTECS 


19295 


49663 


A 


19408 


1 


224 


YISLPAGVLSLACCTLYGISWQF 
DPCC K YQV E YDA Y KL* RLPLH 
TLTCSRPTRDNRVFRSPHSVRQ 
QSLGRCLA 
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SEQ 10 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lasl 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \~Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


19296 


49664 


A 


19409 


235 


955 


ESTVQVSVFCHRVPARTSSQTA 

LPVLLGLLGFTVSGPLNLPEPSV 

IVGNGELVGPQTCLHCGMEIYN 

G\EN AQVDQF* VTELG AGP* EG P 

VTSYIVIE\PTR1GDETARW1TVG 

NCLHKTAVLAGTALLLHPGLR 

CTLRFIPHHISPAPLGVUSLACC 

NL\YGIS\WQ\FEPFACK*QVEVR 

TPNKLSRLPLHTLTLLPPRVVLV 

RKDDLH\RKRL\HNPIGTGPPLV 

YCVR\klYELYAVMIPk - 


19297 


49665 


A 


19410 


1 


764 


MRLGIGFACPWKGLADEFDLK1 

EKQRNQGRLLGFKLQHLVPFTE 

MEKMGGDRQKHRTAPRQAER 

RRSGRVSFQPPLQPLDVTLLPG 

ATREGNCPRASRGRRPSPISHCQ 

ETQGPEGRSDCTIRG VLSSI PAA 

RPLRKGSG FPTVCEKRPEQGQQ 

PALGP/AGPAAVPAPAASRTQW 

GSRCPCG AGARRG Y WRGLLGL 

CNLISPLDPGSPGSGRWGSAGA 

LSRPADSCPPWWPRAGA*RRG 

AAAEAGNSPSRCGASRPAEEQS 

GAFAGPLPSSPSQ*RAPGAEV 


19298 


49666 


A 


19411 


209 


536 


TRSSCVTLVC*LAMVSLRVARP 
HGVPGTMFGKRKKRVE1SAPSN 
F/EHRVHTGFDOHEOfCFTGI PR 

I / M—t* 1I\ Till VJ I ll^WiYl 1 VJ 1— / 1 l\ 

OWOSLIEE/SARRPKPLVDPACI 
TSIQPGAPKEVCSPRASGTRSR 


19299 


49667 


A 


19412 


124 


1983 




19300 


49668 


A 


19413 


424 


1582 


PPWAAVHGDRPHRVPGTMFGK 

RK/KRVEISAPSNFEHRVH/TGF 

DQHEQKFTGLPRQW/QSLIEES 

ARRPKPLVDP/ACITSIQPGAPK 

WGETGSWPPF/RHLPEG*HGPP1 

PGCQREPQRVS H EQ/FRA A LQL 

VVDPGDPRS/YLDNFIKIGEGST 

GIVCTPPSGKLVAVKKM/DLRK 

QQRRELLFNERPWQCP*HP/RR* 

EAQVPLPVLQALSV/LHAQGVI 

HRDIKSDS1L/LTHD/GQVSKEVP 

RRKSLVGTPY/WMAPELISRLP 

YGPEVSPGWLGCPAVDSVRCH 

FQLQRWREMG PSLGSHCQNG A 

LDKEEGQRPSHTGSLQWGSLG 

VERTLRVNMYECVHACNSFYL 

VNKLFQKDSTQEASVTMVPDP 

DKDGKNRASQKRKAHSQGARR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
ctJutiR iur pepuue 
sequence 


Nucleotide location of last 
codon for last amino acid 

III |/C|JIIUC jCljlH-Utt 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= passible nucleotide 

UtlVIIUIIf 1 UVJJIUII UUvlwllUC IllJvlllUllf 


19301 


49669 


A 


19414 


488 


707 


TCGEGLSWTRPLPTASSLQVXH* 
SLSAGERPYLCDYPDCGKAFVQ 
SGQLKTHQRLHTGEKPFV CSEN 
GVNLVF 


19302 


49670 


A 


19415 


16 


454 


GPAGRCPADCSEEKEGPSA/GD 

SGRPPSCT*PWKGLPVMAILPG 

EAPVPGPGWPEPDAGGVPLWR 

WGSPSPCAAALHRP\SGTTPPGR 

ALSGPGLERAKQRSPRVSPAPR 

AAPHGHPTHCLPIPAGPRPAKD 

HPAYGPPASCHHHLAAS 


19303 


49671 


A 


19416 


166 


1191 


TAGSLVLAARGT*GPPPRARK* 

GPAGRCPADCSEEKEGPSAETP 

GTTPPGRALSGPGLERAKQRSP 

RVSPAPRA APHGHPTHCLPI PA 

GPRPAKDHP\PTHQKPPPRTEGS 

TGGHCCGPPIFLIPNTSMLTVYP 

SGPVMPAGFTLSPSDTRPSLLN 

GQEVLRKMNG AVQYLSLCDYI I 

PTCQCLATTVLCSVSMSLTVFA 

VSYMVELLLLQNAQVHQLVLQ 

NWMLKALPPALQDPPHVPPRV 

PRAARTRLPAV 
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SEQ 11) 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide locution oflasi 


Amino acid sequence ( X=Unknown, 


NO: 


or peptide 


hod 


in USSN 


location of first 


codon Tor last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


19304 


49672 


A 


19417 


1 


2481 


MRSGDLKFGKSAAWPSGQKEK 

LVFRGKIEEGLEYLHKKKPSAN 

SQDNGKEASKAFHGPLQQPLLS 

QALGPDREEWFPGQAPWPHCC 

VHPQDTAGCIPVVPAPAMAQR 

CTGTA W VTASE V A PSLDCFH 1 V 

LSQQVYRJHRPTSSLHPQYGKA 

TRHTTPAVSMRAAAGAEPCKA 

TGADWPKTLGAQPSHPCTMDV 

GQGFKKDDSGAALAPMAALM 














GWAGIECLWLFHTEGVNCWP 1 

WDLGEKNGLLGQPRGPAAVCS 

LRTLLPASQQPQLLLRPWLKDA 

QVQLGSLLQRVQAIGLGGFYIV 

LSQFIDPSKASYPPWVKNSRHS 

TAAQPMRAAAGAEHCKATGA 

ELPKALGAQPSCPCVLDVGQGF 

KKNDFGAVGLNNWPAGFWNV 

MGTCKSRLCFVLLSGKKSSFRV 

EVLTQCLDSHTLETYQFYNREV 

AFEDVLESSQTGLVVQKPQTDR 

LTKRGRGEATRNLRGLVPSMP 

RSLLPSTAQPTAWKCQRGPSPY 

THQDMALIPSPTARCLSPAKEP 

KQEEVGEKSLLPDPTLPLTDPR 

LTGSTEQAHAEGLAALMSALR 

VSHLQGRGGVVTLVDSQLGVI 

AVSSTQFNKGPSYRLLADVQN 

RLLPKYDSQKEAELRSWIKGFT 

GLSI RPDFQKG LKDGII LCTL VN 

KLQPGSVPKIN\ASV*NWH*LEN 

LSNFLKAMVSYGM/NPVDLFEA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


1930S 


49673 


A 


19418 


1 


1299 


MHQEDLRAWYLDLGLPSHQNE 

TTDVSVVYERFSLTDATYPKQA 

KQWDFPf LRVS IAQPTA WKCQ 

RAPSP YTHQDTA L 1 PS PTA R W L 

SPEKEPKQGEVGEKSLLPDPTLP 

LTDPRLTGSTEQKKDLAAGPVG 

SALRRRPPAVSSTQFNKGPSYR 

LLADVQNRLLPKYDSQKEAEL 

RSW1KGFTGLSIRPDFQKGLKD 

GIILCTLVNKLQPGSVPKINXASV 

*NWH*LENLSNFLKAMVSYGM 

/N P VDLFE ANDLFESGNN MQ V R 

VSLLALAGKAKTKGLRSGVDIR 

DKYSKKQNFDDTTMKASQCVI 

RLQ1TNKCASQSGMTAYGTRR 

HLYDP1CNRILPPMDNSTISLQM 

GTNKYASQVGMTAPGTQRHIY 

DTNLGIDKCENSSMSLKMGYT 

QVANHSGQVFGLGRQIYEPKY 

QPGGPVAHGAPSAGNCPGPGE 


19306 


49674 


A 


19419 


135 


290 


HREEESKSSVFLNPRGVQGTGV 

GDHRMILGRGRAVLSKE*AAG 

PRGGRHES 


19307 


49675 


A 


19420 


92 


1058 


KGQYLNPNRGKGGPEPPFEPPV 

PPASRSDMAQNLKDLAGRLPA 

GPRGMGTALKVLLLGAGAVAY 

GVRESVFNVE\GGHRAI\FFNRI 

GG\VQQDT\1L\AEGFHF\R1P\WF 

QYPH/IIYD1RAKTSKJCSPPLQGS 

KDLQMWNISPAKCWSRPNAQE 

LS*ACTSRLGLGLTRER/RCLPS1 

VNEVLK/A V WVAKFNCLTA * FT 

QRAPGYSLLDSAGSLTERAKGL 

SSL1L\DDVGQSQKLSFSPRSYT 

A\AVEAK\QVAQQEAQR\AQFL\ 

VEKAKQ\EQRQKI\LQGRG*GR 

GLPKMLGEA\LSKNP\GYIKTSQ 

RFEPAPEIILQRR1AHIHRNP 


19308 


49676 


A 


19421 


*> 


861 


LDDSWEPVHPGCGDFICQWSEE 

SGLWSTAEVWRERRGREPGLC 

EGARGTARVPGGRGPPHQSGQ 

PVPPAPGS*GA*\PGPAAVEGVP 

GPPAVPPASAALEFSRGFSCLPR 

CHLVVTKIGKQEDDVSIKRKNR 

PDYWPAPEPVAGCEGSDQEQV 

KPNATLEKHFLTEGTGPRSPSC 

LSWPPSGPHAAADPAMVPETPE 

PDRPQLTKKFCEARVMAVGTS 

NVLGQTLKPSRTGGTSWSWVF 

YLLTANRLPFDVKRKGGGPSSI 

KPRPHYDHRLLQDFKEQVIHHF 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQI» NO: 
in USSN 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \= possible nucleotide insertion) 


19309 


49677 


A 


19422 


808 


923 




19310 


49678 


A 


19423 


1 


339 




19311 


49679 


A 


19424 


1 


621 




19312 


49680 


A 


19425 


3 


1836 


MAAVEAAAEPVTVVAAVGPK 

AKDEEEEEEEPLPPCEA/LRWAP 

VLWRGPAWATAFLEEATAEEP 

GAAPGSPPDSPDRTLRRLRAER 

RRLDS/SLL A LSSDF AQ VQFRLR 

QVVRGAPAEQQRLLRELEDFA 

LKG/1PDILGYEGPGDPASDEGD 

GLPGDRPRLRGEDQSEQEKQER 

LETQREKQKEL1 LQLKXQLDDL 

ETFAYQEGSYDSLPQSVVLERQ 

RVIIDELIKKLDMNLNEDISSLS 

TEELRQR VDAA V AQI VNPA RV 

KEQLVEQLKTQIRDLEMFFNFIQ 

DEVGSPLQTGGGHCECKAGGK 

TGNGCSRTGSSRTPPGNSRTKA 

EDVTKVRKTGLHLMRRALAVL 

Q1FAVYTRLVVPQARSLQPCGRG 

SRLTETTLPC*R/ELEASVDRVK 

QLALTAEPHDHV1TSANLQDLS 

L*GKDELTMAVRICELTVAVRD 

LLAHGLYASSPGMSLGMAT1A* 

LLPAFSS VPE AMH PRELF V K.Y Y 

HAKNGRAYVESPARKLSQTFA 

LPVTGGTVVTPKQSLLTAIHMV 

LTEHDPFKRSADSELKALVCM 

ALNEHRLVCWMNLICKSGSLIE 

PHYQPWSYMAHTGFESALNLL 

SRLSSLKFSLPVDLAVRQLKNIK 


19313 


49681 


A 


19426 


366 


477 




19314 


49682 


A 


19427 




432 


WNSRDAGYEFD1CFTSVHLY\AI 

RTLWTVLDAIDQMWLPVVRT 

WRLNERHYGGLTGLNKAETAA 

KHGVEAQVKIWRRSYDVPPPPM 

EPDHPFYSNISKDRRYADLTED 

QLPSCESLKDTIARALPFWNEEI 

VPQIKEGK\RVLIA 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540 2 1 7 


Nucleotide 
location of first 

f fwtnn fnr nontiriV 

sequence 


Nucleotide location of last 
codon for last amino acid 

of nenfiflp cpnufnrr 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
uviciiuh* » — |n#oaiuic uucicuuue insertion} 


19315 


49683 


A 


19428 


I 


890 


MRTRRTPRG EHSLSA FSSCVDK 

1SRVCKSFGLELENSIQTLWAER 

EQSICLVAAGHLVSSSGMRNW 

CHARRHAAYKQVLIRHGEVAW 

NLEN RFGG WYD AN LNPAG DEE 

AKRWEQALPDAGYEFDIC/FKR 

T1RTLWTVPDAIDQMWLPV\NV 

SKDRRYADLTEDQLPSCNSLKD 

TL ARALPF WNEEI VPQI KEGKW 

SDHCLGALVIPVKDGCNLHGD 

VTTVSSLTPEERALEEPLNRPTN 

A/P*HQEG*CWESHQKPVPFQT 

LGCLCEFSRGASRRKQARVVFR 

ERSNLCRSISGGEGF 


19316 


49684 


A 


19429 


1 


443 


RALPFWNEEIIP\QIKEGKRVLIA 
\AHGNSSGA1 VKHLEG LSEEAIM 
VLNLPTGIPIVYELDKNLKPIKP 
MQFLG DEETVRKAM E A V AAL 
VC VLESLPA LFHG SEM PLGP VQ 
VYLSLISESCSSCLTLPHGSSVH 
LSITVLNPFSISV 


19317 


49685 


A 


19430 


24 


1039 


AVLALLRGRRGGLLLRNLL1PV 

GAASPARRQWPPYKLVLG\RHG 

ESAWNLENRFSGWYDADLSPA 

GHEEAKRGGQALRDAGYEFDI 

CFTSVHLY\AIRTLWTVLEMPL\ 

SEMWLPVV\RTWRLNERHYWG 

S*PGLN*KQKLAAKHGLRPRLK 

1\WRRSY\D\VPPPP\MEPDHPF\Y 

SN ISKDRRY ADLTFADQLPSCVES 

LKDTIARALPFWNEVEIVPQIKE 

GK\RVL1AAHGNSLQGHCSRLL 

EGLFAEEAIHGSLNLPDLVFPLSI 

ELDKNFESLSSPMQFLGVDEETV 

RKAMEAVACPGQGPRSEGRRG 

RI LSPGCTLPCPVF VPSSPSHLA 

HVTLDHICKTS 


19318 


49686 


A 


19431 


86 


431 


VYVSTMSLSCPASELAVRRQR 
WSSQFQDHPPG PLQPRPV* EML 
LL*PTLDLQPVVPPA VAILS WKP 
SALTISSQIVTPGLKTRSFFTRKT 
FMKI WNHRQK YQKTM LVM FP 
RYPSL 


19319 


49687 


A 


19432 


599 


900 


ATWLFI SPTTTTCQLSKTLL V PL 

NFLEKQYLTFLLFLEFPTFSLFF 

RHTEDHLMRSGCLKVCSISPLS/ 

PLPPSSSHVRHLTPSLPFAM1VS 

FLRAPQKLSR 


19320 


49688 


A 


19433 


210 


341 


HFRKIFTVFQLKLVEYNLLSGH 
STQQSHPGGTVLL*DLVCPVV 
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SEQID 
NO: 


SEQID NO: 
or peptide 
sequence 


Met 
bod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known* 
*=Stop codon, /-possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


19321 


49689 


A 


19434 


239 


464 


SPKGG PPN PSHGTK FHTRPCEE 
TTKQALCEEHGCLFHLGAGGLS 
PKRESAKGDKGGASVHVVCHI 
S*SPCS*LGP 


19322 


49690 


B 


19435 


1 


838 




19323 


49691 


C 


19436 


80 


443 




19324 


49692 


A 


19437 


1 


775 




19325 


49693 


A 


19438 


209 


469 




19326 


49694 


A 


19439 


304 


375 


NVGE*SERHPCYD*TPREVCPPS 
P 


19327 


49695!' : • 


A*' 


19440* 


879— 


1188 


\ i 


19328 


49696 


A 


19441 


615 


917 


ATWLF1SPTTTTCQLSKTLLVPL 

NFLEKQYLTFLLFLEFPTFSLFF 

RHTEDHLMRSGCLKVCSISPLS/ 

PLPPSSSHVRHLTPSLPFAMIVS 

FLRAPQKLSR 


19329 


49697 


A 


19442 


674 


1554 


GQMASSSVSLQQGVPQAADPG 

WVTAGASLTRAWAAGVQGDG 

PGTESSISASSRRVLRLGMTRTL 

LWACVLLWVCILLLGLCPAVG 

PVSVSVGPVSYCGPVPYCGPYPA 

VGPCPAVGPVPCCGPYPS/VGP 

VPCCGPVSCCGPVSCCGAVSCC 

GPVS\SVGPVSC/VLGLCPAVGP 

VS\S*CGP*PAVGLCPAVGPVPC 

CGPYPS/VGPVPCCGPVSCCGPV 

SCCWACVLLLGLCPAVGPVS\S 

VGPVPCCGPVPCCGPVSCCGPV 

SWVGPVSCCGPVSCCGPVSCC 

DHSSHSLLLTFTML 


19330 


49698 


A 


19443 


4688 


4824 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of First 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, V= possible nucleotide insertion) 


19331 


49699 


A 


19444 


1 


2274 

T .... 


MLKPLMGGGAHRRAAAGARK 

WDGTAIIASTSGLEVLWVTTSR 

SKTVES VG LA 1CPGQHN DA RMN 

LA1ALTAARYGAATANYMEVV 

SLLKKTDPQTGKVRVSGARCK 

DVLTGQEFDVRAKCVrNATGPF 

TDSVR1CMDDKDAAAICQPSAG 

VHIVMPGYYSPESMGLLDPATS 

DGRV I FFLP WQKMT1 AGTTDTP 

TDVTH H PIPSEEDINFILNEVRN 

YLSCDVEVRRGDVLAAWSGIR , 

PLVTDPKSADTQS1SRNHVVDIS 

ESGLITIAGGKWTTYRSMAEDT 

INAAVKTHNLKAGPSRTVGLFL 

QGGKDWSPTLYIRLVQDYGLE 

SEVAQHLAATYGDKAFEVAKM 

ASVTGKRWPIVGVRLVSEFPY1 

EAEVKYGIKEYAC/DCCGYDFT 

SYSPGLS/EMSRQQRKPYPGLL 

NVCGRELNWDDYKKQEQLET 

ARKFLYYEMGYKSRSEQLTDR 

SEISLLPSDIDRYKRRCHKFDAD 

QRGFMTVVEVQRVLESINVQM 

DENTLHEILNEVDLNKNGQVEL 

NEFLQLMSAIQKGRVSGSRLA1 

LMKTAEENLDRRVPIPVDRSCG 

GLYFCVRMWWVLGLTDFKNE 

AADPSGVKLQTFTVSVTARKGS 

VDPKNSGAQLASPSGSRTGAA 

GGAACQSRALRLHSSALGWSM 

GLGAVEHGAVLIGEARAAQEP 

MEGVGGSGMAGCRSQVLPRG 


19332 


49700 


B 


19445 


439 


1542 




19333 


49701 


A 


19446 


2 


418 


CLSLPPTPWAPVRPEPPRR/CAT 

PCSTAPSPI DHPRA EECERTVQD 

WRAAPPAAPVRDPLETGKIDQE 

IHKYNTPGFTGCLSRVQFNQIAP 

LKAALRQTNASAHVHIQGELV 

ESNCGASPLTLSPMSSATDPWH 

LDHLDS 


19334 


49702 


A 


19447 


111 


215 


GTCWELE*RKGKPIFWGEIKAS 
CRNLHKLQGAKC 


19335 


49703 


A 


19448 


740 


959 


DLYPHHLSWQSRNAARKRKS* 
RGQRPI P A I S* G R\SQKQQQN VN 
TSTPSHCPRLPYECRPLLHGAQS 
HRPPKG 


19336 


49704 


B 


19449 


260 


508 





2427 



WO 01/075067 



PCT/US01/08631 



SEQ II> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/>40\2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /= possible nucleotide 
deletion, V=possible nucleotide insertion) 


19337 


49705 


A 


19450 


11 


490 


RLSTSPPDSGAQLASRSGSHTG 

AAGGAACQSRTMRSHSSALGW 

SMGLGAPLQRH*INSSGGSWLV 

DICESFPVPSALNFSPLGRKSSPC 

SKVLYMPNPVSHSMIPSGSERS 

M DTN G SC WY LTCSLS A PG RRD 

TRIRKVFSQGRLLVLTLMISPSV 

GHSTA 


19338 


49706 


A 


19451 


42 


263 


SGVSPMSFNTFTSAPAFNRSWT 
TCLCPK*HARCRGVQPKLDLLL 
PLQbMSAITSFLAIVfVSNSCLTSS 
ALPFLA 


19339 


49707 


A 


19452 


662 


1564 


GSRICSFQTRSGHPECPQCHWT 

RQNHSSIQQPHKAAYTKKTTIH 

PPNRSNSCSSIWCKLQKLYMCG 

P*GRSFNFSANLHQPQKGHSGE 

RPFVEKNKGRAILLKSHRVHTQE 

MPFPCSKVGKGYLVSSGLFQH 

QA1HNEKPCRSAMYGDMFHTQ 

QGHFKCIDYGEAFSPKDTPGQH 

QI1HTGEKPYVCTECEKTCTRSS 

NLIQHKPKGLLSLLVLSPSTGN 

ALFSTLSQLTQLLLTFDVRSDA 

TFFRKGSGRHQLWLALPEDAR 

ARVTSVSGTRRRDHGGARGVV 

CLmGCVPDTRSSPDVW 


19340 


49708 


A 


19453 


1 


1167 


MIREQKVKEVYICAGKKKSHM 

HLWFTNGEKYNRLGRKDRKMT 

HEGWLIKIPHFPGRKYKASGLH 

WEQMKHMGGRGKVHLEFTEM 

YVAGRRGEVKDEVLEPMSLTE 

V YIPTENDRE VWRERRLRAPG L 

CAALEGQLEFRVGVGLAGSAL 

EAAGQPCWPRAGRARDLQPAM 

PEPPPASVGSCAARASLRSAAP 

CSTAPSPIGHPRAEECERTAQD 

WQAAPPAAPVRDPLGEASWAP 

ESVMWPPLDSRQSEEVSVSKRH 

MDATDKIKFPWLKEKRTIEFGE 

AAGYVCHRRYKJDMEPHEKMG 

EAAKKVHWVQMRSRARDLQP 

AMPEPPTHSKGSCAARASPT/T 

HHPLLHDAQSHRPPKGLRSAGT 

WRGTG RQLH LQPQCG 1 H WVKP 

AGLLSLL 


19341 


49709 


B 


19454 


118 


559 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540.217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=t)nknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19342 


49710 


A 


19455 


26 


813 


LSHYLACSLRLPSGSR1RSAWLI 

PSIMLLNYTSPGLPRHRSKSENR 

LDDTAPvRSPGMAGPGCPPLPGG 

VPDVRAAYGAPTSAQRPRVGW 

PPGGRWPRGARGARSFLKKPFR 

GTPTQVRGAWQCPPPPLTVXEK 

♦PWHPCGRFQGRRHEEKGGRE 

LGHSKSPPPRRSHYPAGEKGEE 

ERKEREESSCAGLRRGAHEHA 

QGQSLPGELPAPGDPHPGRCVG 

GQGRSRMGPCS*SLAQHPPVCT 

RGQREKQERRATN KP VRG A PK 


19343 


49711 


A 


19456 


497 


756 


TWLKSGISFPPALFTIAKTWR*P 
KCPSMIDWIKKMW/HIYTMEY 
YAA1EKDEFMYFAGTWMTLDT 
VILSKLSQEQKTKHRMFSLISGS 


19344 


49712 


A 


19457 


100 


819 


EWSSVRRJLVEKRALRRPHPQC 

LCFRMKTILSNQTVDHSQKNV 

DITLKGTPQ* SCKG PRGTVLR\RD 

FN\H 1 K.CGTS ALLG KEQQRG FR 

VD\K W WGN RKGN W ATRSG LF 

GSHVQDHDPRGVTTGASGYKD 

EGPVYASPSPHPTVVIPGRNGSS 

LLKSRNFLG\EKY1PQGFRMKTR 

VLLCSVSQSPEKMKLILE\GNDI\ 

ELVFKFQRALIQQ\ATTVKNKG\ 

1RKFFGWVSMSLEKGTVQPGL1 


19345 


49713 


C 


19458 


395 


574 




19346 


49714 


A 


19459 


1 


1476 




19347 


49715 


A 


19460 


2 


323 




19348 


49716 


A 


19461 


539 


711 


HRPFPQDRKAG EC LLHEY EDL V 
PIRDTLRLFPGGRYLPRAKHVA 
PSEPDPGWLVLG*FYC*FCHSP 
ALLSGFCLAVNVYRERSV 


19349 


49717 


A 


19462 


66 


2873 


SARTISYDYYQNWGRDGGPRSS 

GGGYGGGPAGGHGGNRGSGR 

GGGGGGGGRG/WQGPASRAPE 

RPRNRHVVREKTGAEEQGSWR 

GKREL/LVHMDERREEQIVQVL 

DSG Q A ENG * RV RTTDF\RF APE 

DHGYGTEVSTKNTPCSENKL/G 

HPGKEVDKSRKKNV/SESGTDH 

ILTRDSEYLLQENEPDGTLDQK 

LLEDLQKKKNDLRY1EMQELV 

NLIDNHQVTVISGETGCGKTTVQ 

VTQF1LDNYIERGKGSA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSIN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=(Jnknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


19350 


49718 


A 


19463 

Mi *\ J* * t 


1 


2112 


FRKTTRRLRKVKGRTAGCARF 

RKWLLRQHGLRTLGL1CNHTSR 

MTRCRWSAESDSGDEEEEGPIV 

LG RKQKA LG KN RS A DFN PDF V 

FTEKEGTYDGSWALADVMSPL 

MKKRAATTLHEK1EKARKRRK 

TEDKEAKSGKLEKEKEAKEGSE 

PKEQEDLQENDEEGSEDEASET 

DYSSADENILTKADTLKVKDRR 

EEEEERTGSRR1F*RCIS/ATMKT 

SSFQDMNLSRPLLKA ITAMGI^K 

QPTPIQKACIPVGLLGKDICAVC 

AAPGTGKTPPFALPVLERLIY1P 

SPGSSL/TRVLVLVPTRELGMQ 

VH S VTRQ L AQFCN 1 TTCL A VGG 

LDVKSQEAALRAAPDILIATPG 

RLIDHLHNCPSFHLSSIEVLILDE 

ADRMLDEYFEEQMKEI1RMCSH 

HRQTMLFSATMTDEVKDLASV 

SLKNPVR1FVNSNTDVAPFLRQ 

EVIRNRPNREGDREAIVAALLT 

RTFTDH V M LFTQTKKQ A H RM H 

1LLGL\LGVQVGELHGNLSQTQ 

RLEALRRFKDEQIDILVATDVA 

A RG LDIEG V KT V INFTM PNTI K 

HYVHRVGRTARAGRAGRSVSL 

VGEDERKMLKEIVKAAKAPVK 

AR1 LPQD V I LKFRDKI EKME\KD 

VYAVLQLEAEEKEMQQSEAQI 

NTAKRLLEKGKEAVVQEPERS 

WFQTKEERKKEKIAKALQEFDL 

ALRGKKKRKKFMKDAKKKGE 


19351 


49719 


A 


19464 


354 


446 


RQHAH*ESSPLPNLTYPGTQILR 
KAAGTSA 


19352 


49720 


A 


19465 


42 


388 




19353 


49721 


A 


19466 


177 


497 




19354 


49722 


A 


19467 


271 


773 


TAMSSEEGKLFVGGLNFNTDE 

QALEDHFSSFGPISEVVVVKDR 

ETQRSRGFGFITFTNPE\HASSC 

Q*RSQ*TGEVSWNG\RQIPLLDH 

AGKSCSGEPRGRWALGPMGVG 

SQLILEVVGDQGYYGSGRYYDS 

RPGGYGYGYGRSRDYNGRNQG 

\GYDRYSGGNYRDNYDN 


19355 


49723 


A 


19468 


2 


414 


GRVGPPRRAGGPRASAAGDPA 

RGGAAPKMSQTAMSETYDFLF 

KFLVIGNAGTGKSCLLHQFIEfC 

K/WSVTRSYYRGAAGALLVYDI 

TS RET YM A LTN WLTD A RM LA S 

QNIVIILCGNKKDLDADREVTF 

LEASRFAQEN 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540.217 


Nucleotide 
location of first 

roil on for npntinV 

sequence 


Nucleotide location of last 
codon for last amino acid 
nfnentide seouence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion* \ = possiblc nucleotide insertion) 


19356 


49724 


A 


19469 


397 


445 


GHRGAHRPRTLRSVVVRRAHR 

CSYSGIWD/TAGPDRFRSVTRSY 

H * G Rr G A L L V Y D J T A RETYN A L 

TNWLTDARMLASQNIVIILCGM 

KKDLDADREVTFLEASRFAQE 

NELMFLETSALTGENVEEAFVQ 

CARKILNK1ESERMGSGIQYGD 

AALRQLRSPRRAQAPNAQECG 


19357 


49725 


A 


19470 


2 


559 




19358 


49726 


A 


19471 


1 


483 




■19359 


49727 


A 


19472 


95- 


352 — - 


RKATKMATIWASGTPKQPCPR 
ELLAQERRQTRTRYNQ*DQ*QE 
RRSRQR1MGVGCLHMLRSEKA 
PQQRSF A HCTPKSSRPS A RLT 


19360 


49728 


B 


19473 


247 


1364 




19361 


49729 


A 


19474 


422 


877 


CHTQTQ*QHTP*QPTPIDMAPTS 

HARMPFHTHFLTQILTLVSRSP 

DPG/PHGGKVPTRIPIPPAQPWG 

PSTLPSSSFLGPPRPFPSPPVPGP 

GGEN RKPFTSPP* A *\G FPGPPSG 

P*AGGEG/PPVVGRGATPSPPTP 

SPACGPLKCWWHLIKN 


19362 


49730 


A 


19475 


168 


522 


LALHPTRPL1PATDDEVVTVTED 

KIN A PH * KQP VVN VEPF\ APG LF 

AKA\LANVNIGSLICNVGAGGP 

CCQPAGGCTQPGGSCPLHCWL 

LPA*GRRKWEAKKEGFRGSFD* 

LTWGFGSF 


19363 


49731 


A 


19476 


1 


328 




19364 


49732 


A 


19477 


1 


1204 


MASRLLLNNGAKMPILGLGTW 

KGSILRVGFGSSSREPPPYRGQP 

LMGGPPVRJLGPSGRPKRHNAR 

GRRGKWASQTGGPRAQTGTWS 

RRQGQVTEAWKVAIDVGYRHI 

DCAHVYQNENEVGVA1QEKLR 

EQVVKREEXLFIVSKLWCTYHE 

ERGLV\KG\ACQEDTSSDLKL\D 

LPGPLTLIHWPTGFKPGKEFFPL 

DESGNVGPSDTHISDTWAVAME 

KLVDEGLVKAIG1SNFNHLQVE 

MILNKP\GLKYKP\AVMQI\ECHP 

YLTQEKLIQYCQSKGIVVTAYS 

PLGLS*TGPWPKP\EDPS\LLEDP 

RIQGGSQP1CHNK\TTA\QVLIRG 

SPCKRNLVViP\KSVTPERI\AEN 

FK\VF\DFELS\SQGYDPP*LSLPT 

RNWR\VWCPCWSCT\SH\KDYP 

LPMKEVLKA 


19365 


49733 


C 


19478 


300 


489 
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SEQ II> 

NO: 


SEQ in NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, \— possible nucleotide insertion) 


19366 


49734 


A 


19479 


243 


471 


CDHLQVSRPRIPATVPVEWKRS 
EM DSKEEEKEKKEKKJEKRRRR 
♦RRRGKEEEEERRRRRKRRRKK 
RGRKK*IKKRV 


19367 


49735 


A 


19480 


1 


365 


MGLYKDLLDTRYLFYLVPGYG 
LTQIELEVIAKDSAKPVGTPRV 
GLKLEMGIYLSGHLDKFIFAMP 
FK 1 KDILSLKKEEEK/ERRRRRR 
RRKEEEDEEEEEEEEEEERRRR 
RKRRRKKKRKKKID*KKEEEKE 
EEEGEEGEKKKKMKK KRKKK 
KKKKGGGGGKGGERRRGRKK 


19368 


49736 


A 


19481 


96 


508 


PAGSLVCPNQCSSARLFSSFFCS 
SAVMSASPAVGKRGWAELTGS 
FLPKPPLKTLGSGREDR*GQVW 
WLTPVIPALWEAEVGGSLEGQE 
FETSLGNMVKPLLYWLGSNGW 
LWKLGRRLWQLLWLQDDWPT 
RGSHILVL 


19369 


49737 


A 


19482 


3 


1013 


SRPSWGTHWNEYARRLTLAPS 

WPLP*GHPVSPSLRVSCL/PHYY 

ESVLEKKGPCDRDYKKFWAGL 

QGLTFYFYNSNRDFQHVEKLNL 

GAFEKLTDEIPWGSSRDPGTHF 

SL1LRNQEIKFKVETLECREMW 

KGFILTVVELRVPTDLTLVLPGH 

LYMMSEVLAKEEARRALETPS 

CFLKVSRLEAQLLLE\RYPECGN 

LLLRPSGDG ARQR VGH H AA DA 

QRDA/PWFRHYKVEAGRGPKY 

VIRCGTAVLLHLPWTTVVNYF 

VSHTKKALVPFLLDEDYEKVL 

GYVEADKENGENVWVAPSAPG 

PGPSPLHKVPPSRCQPASSQDKL 

PPLPPLRNPGREIT 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, V=possible nucleotide insertion) 


19370 


49738 


A 


19483 


63 


1496 


LISAMAOARPLMSVYXSEKGESS 

GKNVTLP\AVFKAPIRPDIV\NFG 

SHPNLRKNNRQPVCWQGN*AG 

HQT\SAE\SWGYWPRAVGSKFP 

R\VRGGGTHRS\GQGCFLETMC 

R\GGRNVLHPTKTLGRRWH\RR 

SSTQPKKRIRPSGSAPGCPQPLP 

ALGHGLKGHLY*GKFPETSFW* 

VER*KLKG*QEEPREAVFAPLR 

KLKRPGNDIQKGSMASSAK*RA 

GQKAK.LRKPVARJPAAGAPCII\ 

YNEDNG YSFKARRKH P WG LL 

MLNC*GKJLEHF*KLAPLVGHV 

G\RFLHLGLESALREV*DDLY\G 

T\WR*SHFPLQGVNLPIFSPWHK 

\M1\NTDS*AESLKSPE1PREPLRA 

PR\KKIHSQSS*RRNPLEKL*EIM 

LKA*TPFAKAHAAGTPFFGQAR 

N\H KLR VDKA AA A AA/ANLQA 

NSDEKAAVAGKKPVVGKKGK 

KAAVGVKKQKKPLVGKKAAA 

TKKPAPEKKPAEKKPVTTEEKKP 

AA 


19371 


49739 


A 


19484 


3 


730 


KRLPKMAEVQVL VL\DG RG\HL 

LG\RLA\AIVAK\QVLLGRK\VV 

VV\RCEG1N\ISANRYRN\RLKY 

LGFSPPSGMNTNPSRRPLTTSG 

APSRJRWRTWRGMLPPQN PSG 

GQGRLLDRLQG V* RASPPPYGQ 

EKSGMVVP\AALKVVR\LKPTR 

KFCLIWGRL\APEVG\WKYQAV 

TAPPGGERGICRKAKIHYRKKK 

QLMRLNRKQAREETWRKKIDK 

YTEVLKTHGLPGLSPIKTVNSS 

KKKKKKRAAA 


19372 


49740 


A 


19485 


1 


660 


PTRPRTRGRRTRKSTPMKGLGA 

RYREYKVWGRCLPTPQNATRG 

PLLPACEIFAP\N\HVVAKVPAF 

W*LCILS*KKMKKFFQGKIVYL 

WGKVF* EGSPLRVERTFGDLGL 

RLLTPRERAPHNIVTGEYXRGP* 

PTAGGCSTQLLTRDNGVARHR 

RPEAHFHFRFMEGWEGDRGP/C 

KIPPGGLVKASSNDSK1KVSRW 

PH R V\LA AFRNKA RFTT\KRPNT 
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SEQ ID 

NO: 


SEQ H> NO: 
of peptide 

sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 


19373 


49741 


A 


19486 


51 


471 


EAGRLPGNILLDSIMACGLVAS 

NLNLKPGECLRVRGEVAPDAK/ 

S*VLPARCVHGILSDRLVGQWG 

WSWPRWPHAHPLPPSFVLNLG 

KDSNNLCLHFNPRFNAHGDAN 

T1VCNSKDGGAWGTEQREAVF 

PFQPGSVAEVCI 


19374 


49742 


A 


19487 


59 


527 


ETQSWPCGLVA\SN\LNFNTLES 

CLRFPKPSWLPDA\KSFRC*NLG 

QRPPTTWCLHFQPS ASTA H\GS 

ARHAiSLCNSQGTAGrlEGGPTQ- 

REAVFPFQAPGKCCRGVAFTFRT 

RANLNRSSLPDG1TEFQVSPNGF 

NL\EAINYMAA\DGGLSRSKCV 

AFD 


19375 


49743 


A 


1948S 


2 


440 


KQQCRDTGDE V VCSCF VG YQL 

LSDGVSCEDVNECITGSHSRAF 

GESCINTVGSFRCQ/RISSCATG 

YELTEDNSCK\DTLGSFRCRPKL 

QCKSGF1QDALGNCIDINECLSI 

SAP\CP1GVT\C1NTEGSYKCQKN 

VP\NCGPLVNHLKE 


19376 


49744 


A 


19489 


2 


2061 




19377 


49745 


A 


19490 


2 


2120 




19378 


49746 


B 


19491 


63 


255 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=tlnknown, 
*=Stop codon, /=possible nucleotide 
deletion; V=pos$ible nucleotide insertion) 


19379 


49747 


A 


19492 


2 


1941 


PPPMERAAPSRRVPLPLLLLGG 

LALLAAGVDADVLLEACCADG 

HRMATHQKDCSLPYATESKEC 

RMVQEQCCHSQLEELHCATGJS 

LANEQDRCATPHGDNASLAEAT 

FVKRCCHCCLLGRAAQAQGQS 

CEYSLMVGYQCGQVFQACCVK 

SQ\ETGDLDVGGLQETDK1IEVE 

EEQ\EDPYLNDRCRGGGPCKQS\ 

CRDTGDEVVCSCFVGYQLLSD 

GVSCEDVNECITGSHSCRLGXES 

\CINTVG\SF\RCQRNSSCGTGYE 

LTEDNSCKDIVDECESGIHNCLP 

DFICQNTLGSFRCRPKLQCKSGF 

ITRML*GNLLLDIQWSVLS1QLP 

RCPIGD*HGl\NTEGFYNVPEGT 

CPNCGPLGYHLQRGRGTRCVXD 

V\DECAPPCLSPVGKG\HR\CVE 

LFPGSFPLAECKDGVT1FDG1SR 

DVLFDVQRSCQRLPRGACC\GH 

K/CTENTLGSYL\CSCSVGF\RLS 

VDGRSCED1NECSSSPCKPGSVA 

NV\YGS\YQCY\CR\RG*PASAIV 

GWEFTCERTFDGVAALPHRGH 

TFWFLTAGIQTSWGSFPVAACP 

SSGLTGWAPNGPATCQ\DI\DEL 

C*LGIHNCFHSTEDLVSNIPGAG 

FRCLG LSSCPEN Y RRS A AT* S* G 

NSCMRAIGAGWEKEKGKLAGS 


19380 


49748 


B 


19493 


123 


237 




19381 


49749 


A 


19494 


285 


456 


V1NKRLVCTRLLRRKWSCLQPH 

RMM*VQAGSRGSQPKYHRHE 

MGWTGHTDTPPHRL 


19382 


49750 


A 


19495 


383 


693 


NFLPAQPCLS APPS* S/RSLLDNS 
PLNCKAFHSSSHHLLKLESCSE 
NSPGPLL\QPGGTCLGACPGCFS 
FSPGISAGKPLSKAASPPVCTGS 
G A ETSTTPPSPLR 


19383 


49751 


B 


19496 


28 


236 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=?Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, \~possible nucleotide insertion) 


19384 


49752 


A 


19497 


1 


927 


PAAPQVAGRLGLGCPLHLHVF 

AVVSAMLPLLRCVPRVLGSSV 

AGLRAAAPASPFRQLLQPAPRL 

CTRPFGLLSVRAGSERRPGLLRP 

RGPCACGSGCGSLHTDGDKAF 

VDFLSDEI KEERKIQKHKTLLKA 

MSGGWELELNGTEAKLVRKVA 

GEK1PVPF\NINNSIPP\TFDGEEE 

TLARARRFEDREPELTSLPKFW 

VE\VIKND*WQERPLVLD\VHYP 

EDEVGQEDEAESDIFSI\REVSFQ 

S\TGESEWKDTNYTLNPDSFWT 

GPLYD\HLMGFP*PNRGVDNTF 

A\DE\LVELSTAPRSPPGVPLPFP 


19385 


49753 


A 


19498 


3 


342 


LDTNLPANRVPAGLEKRLCAA 

AAS1LGKPADRVNVTVRPGLA 

MALSGSTEPCAQLSISSIGVVGT 

A RDN RRH\G A PFFGFS PREL A LG 

QDRILIRFFPLESWQNGKIRTGM 

TFL 


19386 


49754 


A 


19499 


3 


520 


SSARAVSVPLPAMPFLELDTNL 
PANRSARGGWRKRLCAAAASM 
LG KP A\DR VN VDRY AGG F A IG A 
*AGST\EPCA\QLS\1SSIRRQWGT 
AED\NRSHSAHFF*VSSPRELSP 
GARDRIILFRFFPLESWADWAR 
* GT VIDFFMI WGTEG FQG H L VN 
LAASFQKRSSWAEVKGLG 


19387 


49755 


A 


19500 


7 


355 




19388 


49756 


B 


19501 |172 


479 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540 217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \= possible nucleotide insertion) 


19389 


49757 


A 


19502 


1 


1656 


LEDPDSSSRPRRAGSGHSASFPF 

PPLEQLWRQVKTLNPKAEVAR 

AQ A A L A VN ! S A A RG LQDV LRT 

NLGPKGTMKMLVSGAGDIKLT 

K\DGNVL\LHRNCKFQHPTASL\I 

AKVSNKPQE*YNLVDGTDFLIV 

LINWESLLKQA\DLY\ISEGLHPR 

imEGPJEGAKEKALQFLEEVKV 

SRE\MDRETL\IDVARTSLRTKV 

H AEL A D VLTE A V VDSIL A I KXQ 

DEPUDLFMI/SVIMEMKHKSETD 

TSLIRGLVLDHGARHPDMKKR 

WVRDAY1LTCNVSLEYEKTEVM 

SGFFXYKSAEEREKLVKAERKFI 

EDR VK\K 1 1 E LKRK VCG DSDKGF 

VVINQKGIDPFSLDALSKEGIVA 

LRR A KRRNM ERLTL ACG WG/M 

PLNSFDDLSPDQLGHAGLVYE 

YTLGE\EKFTF1 EICCNXN PRS VTL 

LIKGPNKAHTSLRJQRWQ*GDG 

L*GAV\KNAIDDGCVVPG\AGA 

VGSGQ WAGSPGFKHKPSC* RA 

RAQLGSPKHLLDAFAHYFPKVL 

CFRNSGFLTFQGNIKLKFKAEXH 

SESG\QLVGVDP*TPGEPNWWP 

ARSKAVWG 


19390 


49758 


A 


19503 


2 


424 


EGPVMAPPNPGPATLGGPGPDP 

DLGRLPLHEVFLHIRVPARPRG 

APLHRRGLRGRHAVRAVRQRR 

REPEDGAAGAVDRAGGAGVLG 

RGDRESEGPLTD*PREPADRAP 

LLQPERGRFSHPLPTLTCAPSPII 

FPVAERWG 


19391 


49759 


A 


19504 


3 


174 




19392 


49760 


A 


19505 


2 


153 


LPLHEVFLH1RVPARPRGAPLH 

RRGLRGRHAVH*PSEPGDPARL 

LQPERG 


19393 


49761 


A 


19506 


3 


354 


EDGRHGAPNPPPATLGGPGPDP 

DLGGLPLHEVFLHIRVPARPRG 

APLHRRGLRGRHAVRAVRQRR 

REPK1MGAAGAVDRAGGAGVL 

G PG DTE YEGPLTD* PSEPG DPA 

RLLQPERGR 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^MJnknown, 
•-Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19394 


49762 


A 


19507 


•> 


1246 


GSTHASARMAVMAPRTLPPAT 

LGGPGPDPDLGGLPLHEGFVLHI 

RVPARPRGAPLHRRGLRGRHA 

VRAVXRQRRREPEDGAAGARG* 

EARXG PE * LG RG\NTESEG PTHR 

LDPSEPGDPARLLQP\E*GRFFTP 

FQIMYGQDVGSDGAFSSAGYP 

QERLTNGKDYIALNEXDLRSWT 

AADMAAQITKRKWETPPMRRR 

SLRAYLDGTCVEW\LRRYLENG 

KETLQR\TDPP\KTHMTHHPIS*P 

*RPL*RCW\ALAAFYPCGDHT*P 

WQRDG\EDQTQG HG SLLETRPA 

GAG\TFQKWASMVVPSGQEQR\ 

YT\CHVQQ*RVLPKPLTLKM/W 

EPSSQAHPSPIRGASFAGPWFSL 

GSL*ITG\AVGRCW*C*RKEQLR 

WRRGER*KKEGAYSQGCKASD 

QCPGASDVSLHSFVKVLRQLAL 


19395 


49763 


A 


19508 


I 


392 




19396 


49764 


A 


19509 


1 


220 




19397 


49765 


A 


19510 




500 




19398 


49766 


B 


19511 


28 


134 




19399 


49767 


A 


19512 


i 


1662 


MAASVVCRAATAGAQVLLRA 

RRSPALLRTPALRSTATFAQAL 

QFVPETQVSLL\DNGLRVASEQ 

SSQPTCTVGVWIDVGSRFET\EK 

NNG\AGYFLE\HLAFKGTKNRP 

GSALEERRWRAWGAHLNAYST 

REHTAYYIKALAKELPKAWEL 

LGDIVQNCSLEDFTD*GRNVDV 

ILRE\MQEN\DAS\MRDVVCNYL 

HATAFQG\TPLAQALEGPSENV 

RKLSRADLTEYLSTH*QGPSKW 

CWAAAGREWEHQQLFRTFAQE 

GTSVGIP\WTYAEDAVPTLTPCR 

FTGSEI\RHRDDALPFAHVAIAV 

EGPGWASPDNVALQVANAIMG 

H\YDCT\YGGGVHLSSPLASGA 

VANKLCQSFQTFSICYAETGLL 

GAHFVCDRMKIDDMMFVLQG . 

QWMRLCTSATESDWDRGKNIL 

RNALVSHLDGTTPVCEDIGRSL 

LTYGRRJPLAEWESRJAEVDAS 

VVREICSKYIYDQCPAVAGYGR 

SLGLPFHLCSRTAAQLTEQPVK 

APSSSPQSPCCQCVLAQKTCPSS 

SLTACQGAFINTLHPSGP1EQLP 

DYNRJRSGMFWLRF 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
inUSSN 


Nucleotide 
location of first 

cuuun iui |/cpnuc 

sequence 


Nucleotide location of last 
codon for last amino acid 

nf nrnlirl^ ^rutience 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


19400 


49768 


A 


19513 


2 


1693 


AQSTLARRNRADCSWKMAASV 

VCRAATAGAQVLLRARRVSPAL 

L RTPA LRSTATF AQA LQF\ V PET 

QVS\LLDNG\LRVA\SEQSSQPTC 

TVGWWIDVGSRFETEKN/DSGA 

GYFLEHLAFKGTKNPALAVPW 

EKEVESMGAHL\NA\YSTREHT 

AYYI\KALSKDLPKAVGALGDI 

VQNCSLEDSQIEKERDV1LREM 

QENDASMRDVVFNYLHATAFQ 

GYTPLAQA VEGPSEN VRKLSTA - 

DFTRYLASTHYKAPESVLPQTEG 

VRTEQLLDL\ARNHRVHIP\*TY 

AEGAL\PTITPCRFTGSEIRHP*D\ 

ALPFAH\VAI\AVEGPG\WPAPD 

NWALQVGNAM 1GHYDCTFGG\ 

GVHLS\SPLG\SGACGPTKLCQS 

FQTLSWC Y AEDG LC WVHTL FC 

DRMKMDDMMFVLA/QGHWMR 

L\CTSA\TRSEV\ARGQKNIPQK 

MPLG1SS* DGN YSLC VEDITPA A 

LLTL WARRNPPGLK WES\RJ AG 

GGFQVVVR*DLAPRYIYGPSCP 

AVA\GYWPH*SMLPDYNRIP*P 

ACFWVAFFRAGKPMVKQKGR 

GGGLWSPPPPQTQHFRLLLTCC 


19401 


49769 


A 


19514 


46 


422 




19402 


49770 


A 


19515 


568 


1567 


GPWAANGVVLAFPPCLGSPPAP 

H LAPQKA VPPK WGISSLCSFHF 

HIYQVGGVAFCGRIRFLSSTDF 

KRRAGGSG SLM SQEEKHELSG 

KIRSQIMDDHARPYLYTMSNCP 

CWAGALGPQESKCSRGRLLHR 

AFPSLVNTLLLAGQATTGLLSCY 

QQQGAGWDKLDSHRPRNLAA 

WEEPCGMEAFPKPSQSLVEAKI 

AQLATPGLLDCKAACPWGAPC 

PRGP\MQNATKVIGNM\TEDHV 

DAPGSRNAEPP*KVYPP\LKGSF 

P/EKN LRHLKNTMETI E WKAFE 

NW\MHHW\LLF\ELSKQSLWEQ/ 

QSPLDAPPK/ENSLELEDPSSGL 

G VTKQDLG PVPM 


19403 


49771 


B 


19516 


1 


1428 
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SEQID 


SEQID NO: 


Met 


SEQID NO: 


Nucleotide 


Nucleotide location or last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for Inst amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence. 


of peptide sequence 


deletion, V=possible nucleotide insertion) 


19404 


49772 


A 


19517 


1 


2293 


MARSEAAAAGPGPGPPGLAAR 

ERRGGRGCVRGCERASVRVWS 

VALRRARRAPARPYVARCRRV 

RRPARVA1GCGGVSSPAGVSGC 

ARVSPERPPLRJLCVWALSRAHG 

GAVCRAGPGPDSLKRGLTSHPP 

AFPLHHGSRTLLLGPLSPPPAAL 

QNV/SPTLTMLCAKTGLLFVPP/ 
S 1 DRR V V EL RLTDN FXRRHF A N 














mtslv/qltlsrmtigqvaagX 

f/vdlralralhldsnrlagc/ 

ggdqlrglgnlrhli/vgnnq1 

rrvesaafd/dllstvedldls 

ynnlea/lp we a vgqm v1mlnt 

lt/ldhnlidhiaegtfvqlqsw 

a\raqaahpltvsfggnplhcn 

ce/llwlrrltreddletcasp 

n/nltdryfwsipeeesctrcqr 

fcg*aslvaaeltsnsvlirw/s 

tqrpvpgirmyqvqyn/ssvdd 

slvyrkyslstymnptrvmipst 

sqtflvndlaagraydlcvlaa 

vyddgatalpatrvvgcvqft 

tagdpapcrplrahflggtmii 

aiggvivasvlvfivllm1rykv 

ygdgdsrrvkgsrslprvshv 

csqtngagtgaa/agpgpagpg 

plrgaarggvp/wlpppspsrpr 

PWRPR/LASAEPEVVLGRSLGG 
S ATSLCLLPSEETSG EESRA A VG 
PRRSRSG A LEPPTS A PPTL AL VP 


19405 


49773 


B 


19518 


97 


255 
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SEQIU 

NO: 


SEQ ID NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location or first 

cnrlnn fnr n^ntirli* 

VIFUU1I BUI JJV|*HUV 

sequence 


Nucleotide location of last 
codon Tor last amino acid 
nf n*nttilf patience 


Amino acid sequence ( X= tin known, 
*=Stop codon, /^possible nucleotide 

deletion \=rm«:<ihlp nurlmtirfe incrrfinnl 


19406 


49774 


A 


19519 


1321 


1728 


EHAHDRDLHHAHYVQATLVR 

A S L RJE A V VG S PTD A WLQQRT A 

RSSASLLLARNRPATSVWLPRA 

GF1AGTGGRRERRGSEGWEGG 

GAGGTGAGLSAHSQTSACEGS/ 

CGGSAGRGRCLLSAATPPLQPP 

RPAPPTAGLVQPRQVPTAPPRA 

SAGNEHHQGWSGRL*KSLAAA 

RVGEAPGKLPRPRDFRKQSNGA 

LARASLRVSAQPGTCSSSAAAF 

PPLGPAPLAAPARSCDESGPRQP 

DGRGGPVPGQQQRGA/ESEPCA 

AATRRPWVNRRR/TSRREARTS 

VACT*CAWCRSRSCACSHSPWS 

SASSSSAAICSSSPRA*STSS*RT 

GG RLRR WRRWS WG PTDPPY A P 

AATAPTPAHFASP/ACAPHYQR 

LGEANLSESIISLD/CRPFGKKRP 

VSPSPSESPHAWQSEESAQTLN 

SAESGKKRA1RAQNFG/RLLLT 

WNAGRPTVRRPFSTRRWAKLW 

GQVERAGRGETQRH*SPCDRKS 

DLLKATQQTHGVSQIRVRVRSP 

LFSLLPPCPRKGGANKIPLNCKR 

ARFKKGFVFVCLE1QMFE 


19407 


49775 


A 


19520 


192 


447 




19408 


49776 


A 


19521 


1 


591 




19409 


49777 


A 


19522 


281 


421 




19410 


49778 


A 


19523 


174 


512 




19411 


49779 


B 


19524 


67 


1166 




19412 


49780 


A 


19525 


1 


1620 


mgakdgrllsessqglsscgas 

lvpfcvsksrllmktpvrldke 

tvstvdsgaptdlaqlptvlkq 

pccsvmasgqfvnklqeevfcp 

icldilqkpvtidcghnfclkci 

tq1getscgffkcplcktsvrk 

na1rfnsllrnlvekiqalqase 

vqskrkeatcprhqemfhyfc 

eddgkflcfvcreskdhkshn 

vsl1eeaaqnyqgq1qeqiqvl 

qqkeketvqvkaqgvhrvdv 

ftdqvehekqr1ltefellhqv 

leeeknfllsr1ywlghegtea 

gkhyvaste/ptversqeah*fp 

vcllasydeisgqgassqdtkt 

fdv a lseelh a alts a h pdli ls 

qdeivtlnlasqggsqkrgnpr 

rf y rrg fle vepltg f v el h ss 

gsqcqa li esgsredlpvcpnk 


19413 


49781 


A 


19526 


203 


359 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cotlon for peptide 
sequence 


Nucleotide location or last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


19414 


49782 


A 


19527 


135 


466 


DPAGSSAASMSSAAGLCALTPP 
/GLLSLGLLLLPLVVAF\ASAEA\ 
EEDGDLQCLCVKTTLPGSVPGH 
1HQLGG*FKGRDPHCPTCPT**A 
TV EG MGRK 1 LLGT WQ APLLQG 


19415 


49783 


A 


19528 


46 


468 


TGPTHASAAILVPRSLHK.MPGE 
ATETVPATEQELPQPQAETGSG 
TESDS/GKSPASDTYIVFGEAK1E 
DLSQQAQLA A A EKFK VQG E A V 
SNIQENTQTPTVQEESEEEEVDE 

tgvevkdielvmsqXnvsrak 
avralknns 


19416 


49784 


A 


19529 


337 


509 


ISQQLLVVLAGINLRSWLPQKL 

CKYLKQDVLTALDLSVEVPEFC 

PFVDHLVVALEEEGPAL*GHPA 

SDTYIVFGEAKIEDLSQQAQLA 

AAEKFKVQGEAVSN1QENTQTP 

TVQEESEEEEVDETGVEVKDIE 

LVMSQANVSRAKAVRALKNNS 

ND1VNAIMELTM 


19417 


49785 


A 


19530 


91 


1019 


GELLALLGHRVPTRPWASGQK 

GVCGWCPGKSTLQGLRCGPTIR 

ACRDGSSCSVEGGRGVRLVLG 

TASQDPEKEMPGEATEPVPAVT 

EQGVAASPRAETGSGTESD\SD 

ESVPEVLEEQDSHPGQPHNKAQ 

AGRQQSEIDEDPVSUCAKQSRN* 

KEGPGRAMSQTGVFGQVTGVT 

KEFTI\RKSKNILLCHPPKPDVY 

QGAPASRYFTIVFGGSPRSEDLS 

PSKHNLASCLRNSKFQGEAVSN 

IQENTQ\TPTVQEES\EEEEV\DE 

T\GVEVKDIE\LVMSQANVS\RA 

KAVPSPEERTSNDIVNAIMVSV 


19418 


49786 


A 


19531 


1 . 


261 


MWGH FHSHPGTGQA RA YTDTS 
GSPIPL1MHVNRGRHSEIPVLER 
NLLHFRMDAST*NLGMSSLME 
AILKNQFRHVSLAVSFAFSGEK. 


19419 


49787 


A 


19532 


277 


349 




19420 


49788 


A 


19533 


792 


1014 
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SKQ ID 

NO: 


StQlDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 

couon lur pepuue 
sequence 


Nucleotide location or last 
codon for last amino acid 

Ul pcpilUC aCt|UClll-i 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
uciciiuii* v— puaaiuic iiuticoiiuc m>criiunj 


19421 


49789 


A 


19534 


849 


1752 


GESRG WERRKCVRPLSS Y ATH L 

SVCDCH1GNVREGADPAGGAG 

* L* G ARQQQTHTHKPAKATQR 

GEDREEKKRETKREERLGQQE 

NERDERGRREKEPRNRGTKRRE 

AEKGRRR/ESEGKREEKGEEER 

QERQQKRAREKRRGRGARRRG 

REKKKTQRPRTQ AQRPPLKK I K. 

DYTHHTTQTPTQQH HTHTTKH 

KQPHTNNTTVFLFFFLLAKEHR 

RAARKQHEPERGRGGGSKAGA 

KIKHTSIAAAADRRHDRPTQRD 

TRRKEG RRAQSGKHGRTA HKT 

EAGGG1PVHSTSRVQVILLLQPP 


19422 


49790 


A 


19535 


139 


470 




19423 


49791 


A 


19536 


2 


S3 




19424 


49792 


A 


19537 


32 


434 


N RRKG A\GPVFQRAT*KH/RV* R 

AGLRAVDFA\ERHGYIKGIVKD1 

IHNPRR/GAPLAKVVFRDPYRFK 

KRTELFIAAEGIHTGQFVYCGK 

KAQLNIGNV/LP/VGTMPEGTIV 

CCLEEPRLCRRKRTSAEGLNKV 

CVYAT 


19425 


49793 


A 


19538 


10 


443 




19426 


49794 


A 


19539 


63 


376 




19427 


49795 


A 


19540 


170 


368 




19428 


49796 


A 


19541 


175 


427 




19429 


49797 


A 


19542 


1727 


2262 




19430 


49798 


A 


19543 


131 


596 




19431 


49799 


A 


19544 


695 


1337 


GFGTQGERRRQCRLRVTQPLG 

ASSATQKTPALPETPVKAEQSC 

TLLPSPRTPGHLQPRLLDPSPW 

AVLIRG\QRKGAGSVVRRATLR 

HGK/GAVRRLLRRWISPERHGY 

IKGMVKDHHRPRSRRAPPLRQR 

WFFRDS\YRF*ER\TELF\IAARG 

AFHTGPSFVYCRQERPSFNIGQ 

WCSPVGHHCLEGYNSCCLPWK 

EETLETCGKAG PG AFKGN 


19432 


49800 


A 


19545 


1 


813 




19433 


49801 


A 


19546 


227 


381 




19434 


49802 


A 


19547 


135 


740 


PQPLPPPTSMARHVFLTGPPGV 

GKTTLIHKASEVLK.SSGVPVDG 

FYTEEVRQGGRRIGFDVVTVVR 

HPGGLLSRVGLEPPP/REN VN A E 

LGSYVVDLTSFWSSWALTRLE 

G M* A DCQQ W AQG QRVC V IDEE 

LGKMEALSVKVFSFKAVRQTLS 

YPRDI*SL/VHKSQVPKGKPLAL 

VEEIRNRKDVKVFNVTGAENRN 

HLLARYS 
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SEQ ID 
NO: 


SEQ ID NO: 
or peptide 

dClfUCIILX 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
codon Tor last amino acid 


Amino acid sequence ( X=L)nknown, 
*=Stop codon, /=possiblc nucleotide 
uciciitiu, \— fju^bioic nucicuTiuc insertion) 


19435 


49803 


C 


19548 


251 


574 




19436 


49804 


A 


19549 


2 


450 




19437 


49805 


B 


19550 


721 


3048 




19438 


49806 


A 


19551 


3 


396 




19439 


49807 


A 


19552 


2 


450 




19440 


49808 


A 


19553 


2 


1152 


GPPLHCTRAAGIRHEAPLGLAG 

LCRAADAGLCSAGWGFVKVV 

KNKAY\FKR\YQVKF*KTPERV 

KRDYYARKRVLVIQDKNKYNTP 

KY\RMIV\RVTNRDINLSRLLYA 

PV*RGDMDSLAQR*liHTELAkl 

LVVEGLALTNLLPAALFVPGPA 

CLAPQAFLQ*VLAMDKDLLEG 

PSWS*LGDEYNV\ESIDGQP\GA 

FTCYL\DADLARTTTGNKVFG\ 

APEGAVDGGLSNPHSSKRFLG/ 

YVYPLHSTQTDSPGFM DSEKQR 

NFNARSTSGKHIMGQ\NCLQDY 

IALL* WERKMKDAYKK\QFSQY 

1 K\NS VT\PDMM\EEMYK\KAH A 

AIRE\NPVLWKRRPKERSLKRR 

GWNRSQNVPLLRKKDRVAXQR 

KASFLQSSRSGLLESLTPAIFP 


19441 


49809 


A 


19554 


3 


991 


LTSRGVGSCAVMLLLVRAGAR 

AWLRPTGSQGLSNSLAEEAARA 

TENPEQVASEGLPEPVLRKVEL 

PVPTHRXRP VHA WIESLRGFEH E 

RVCLVDLHPDVFANAPRLDILH 

QDAMLQKNF*RISYAKTKTRAE 

VR\GGGGKPLAAERH\WAGPA 

WQHPLSALARRRCCPWPPGPVT 

SYYYMLPMKVRALGLKVALTV 

KLAQDDLHIMDSL*L\PT\GDPQ 

LP*PELAH\YRRWGDSVLLVDL 

TH EEMPQSI RVEATSRLKTFNL I\ 

PAVGLNVHSMLKHQTLVLTLP 

TV\AFL\EDKLLWQDSRLQTPLY 

PFSL\PYSDFP\RPLPHATQGP\A 

ATPYHC 


19442 


49810 


A 


19555 


31 


305 




19443 


49811 


A 


19556 


213 


541 


DGGPAAHTPGAARGELSPVGD 

SGGYFRPSHLRCWILNLCISVPL 

SSAKDLLHPSSEEE\RRNPMKN 

RLVQSPNSYFMDVKCPGEETV 

CCIGESTGPQQLENVVVLAVSY 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 
hod 


SKQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codoa for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


19444 


49812 


A 


19557 


164 


591 


DINSRDRSGPRATRJDGSGEGD 

KMAAQLRRHQGRRGASSPRFA 

KD\LLHPSPEE\EKRKHKKKRL\ 

VQSPNS\YFMGV\KCPG\CFKFT 

TVF*AMAQTVVLCVG/CAAPLF 

LCQPTGEKARLTEGCSFRRKHA 

LKATLSQDEWETILQ 


19445 


49813 


A 


19558 


362 


916 


GGRCTMARTKADWPANRTGG 

KA PKEAN WLTKSPLRXS A AL Y 

LEGSKKPHRYR\PGTVAPP*NLD 

GYQKSTAELLIRKLPFQ/RRLVRE 

IAQGLLKQDSRFQ\SAAIGCFAG 

RQVRAYLVWPFLKDTNLCAMH 

A K\RVTI Y AKKTFQLSTPA YRG 

EPCFKDPLMDGETFHSQKKKK 

KISLLPVIGSSER 


19446 


49814 


A 


19559 


849 


1261 


DGH1AGGPCS*GWPRDPAPKSQ 

PTMSSGSEPEKLPPAPRPQHYCS 

P\AEVSGPRFAVGIKALNQQAFT 

E RRLHTSLCPVP A ALTVPS PESL 

PQPQIFPGLAPATHTLYSKAWA 

GATVSRPGAILGAGLYWGLVR 

ETAS 


19447 


49815 


A 


19560 


3 


1852 




19448 


49816 


A 


19561 


362 


1298 


QGGRNVRHPSPLLAWGSDLIV 

KPHWLHWLLDLNHARLSALFA 

AAGARLPSH1PAPSAGSRRLLLL 

LLGGCRACLLFFPEMANRGPSY 

GLSREVQEUCIEQKYDADLENK 

LVD\W1ILQCAED1EHPPPGRAH 

FQKWLM\DGRVLC\KL\1NRLYP 

PGTRSPYPRFSESKDGFLGRWE 

QISQF\LKA\AETYGV\RTTD1FS 

RR WFL WEGK.DM A AC AEG P* L 

ALGSVAVTKDDGCYRGEPSWF 

HRJCAQQNRRGFSEEQLRQGQN 

VIGLQMGSNKGASPGGP*TGYR 

ECPRQI H VRTRHPAPWLERTNV 

STPWSFTKKK 
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SEQ ID 


SEQ ID NO: 


Mel 


SEQ ID NO: 


Nucleotide 


Nucleotide locution of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Slop codon, /^possible nucleotide 










codon for peptide 
sequence 


HI pC|MIUC iCL|UCIICC 


deletion* \=possible nucleotide insertion) 


19449 


49817 


A 


19562 


3 


2518 


AAGEWPQRPRAAVAAAGAAA 

RQRLPGSRQVAAGAPQPAGGG 

DPSQRVPPGAEILIKVQVYVSGE 

LVPLARASVDVFGNRTLLAAG 

TTDSEGVATLPLSYRJLGTWVLV 

TAARPGFLTNSVPWRVDKLPL 

YASVSLYLLPERPATLILYEDLV 

HILLGSPGARSQPLVQFQRRAA 

RLPVSSTYSQLWASLTPASTQQ 

EMRAFPCLPGH*G\SSSGNGSW 














LELMPLTAVSVHLLTGMGTEVP 

LSGP1HLSLPVPSETRALTVGTSI 

PAWRFDPKSGLWVRNGTGVIR 

KEGRQLYWTFVSPQLGYWVA 

AMASPTAGLVTITSGIQDIGTYH 

TIFLLTI L A AL ALLVL1 LLCLLI Y 

YCRRRCLKPRQQHRKLQLSGPS 

DGNKRDQATSMSQLHLICGGP 

LEPAPSGDPEAPPPGPLHSAFSS 

SRDLASSRJDDFFRTKPRSASRPV 

AAEPSGARGGESAGLKGARSA 

EGPGGLEPGLEEHRRGPSGAAA 

FLHEPPSPPPPFDHYLGHKGAA 

EGKTPDFLLSQSVDQLARPPSL 

GQAGQLIFCGSIDHLKDNVYRN 

VMPTLVIPAHYVRLGGEAGAA 

GVGDEPAPPEGTAPGPARAFPQ 

PDPQR PQMPG HSGPGGEGGGG 

GGEGWGAGRAAPVSGSVTIPV 

LFNESTMAQLNGELQALTEKK 

LLELGVKPHPRAWFVSLDGRS 

NSQVRHSYIDLQAGGGARSTD 


19450 


49818 


A 


19563 


206 


1126 


LESGSHIYAFSHESLLLHVASAS 

V*TSFSDFATSVCHSPLHCQLH 

H ALI PHGKG ECSS\ VSG I V ATG F 

GATGFLGRCVVNHLGRVGSQIP 

QAIAQVSKEAEVGKFIHVAHLN 

VNIKSSSRYLRKKAVGEKAVR 

DTFPEAIIVKLLDIFGREDRFLN 

YFANMCWFGAIPLVSLGWKAV 

KQPVYVVDVSKGIVNAVKDPD 

ANGKTFAFVGPNRYLLFDLVK 

YIFAVAHSKGWVARDFEISPFE 

SWTTRDKVER1H1TDMTLSHLP 

SLEDLG IQATPLELKA I EVLRLH 

HTYCWLSAEIEDVKLAKTVN1 



2446 



WO 01/075067 PCT/US01/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


19451 


49SI9 


A 


19564 


196 


553 


KLSSEFFLTHS1NTAIRNGNLFV 

NRVTEVTRSGGNELGSFCLLAI 

KFTLLSFLGTGTRRLLPALRPRR 

LQQRGSHGLAGRLFTLWILHA 

GCHARGELLEPDTC*LSLCRAR 

KPRLSTLK 


19452 


49820 


A 


19565 


1 


505 


ATEDPGVAMGRRPARCYRYCK 

NKPYPKSRFCRGVPDAKIRIFDL 

GRKKAKVDEFPLCGHMVSDEY 

EQLSSEALEAARICANJCYMVKS 

CGKDGFHIRVRLHPFHVIRINK 

MLSCAGAD/RIHISKKWGFTKF 

NADEFEDMVAEKRLIPDGCGV 

KYIPSRGPLDKWT*ALHS 


19453 


49821 


A 


19567 


6 


904 


AQLSSLAVPLLVLTPFRSVLVFR 

SDSLFFVAATEDPGVAMGRRP 

A\RCYRYCKTKP\YPKSRF\CRG 

CPLMPRJRIFD\LGRKKGKKWN 

EFPLLCP/HMVSDEYEQLSSESP 

GRLPRJCPNK\YMVKSCGKDGF/ 

H I SR VRLH P\FH V I RJ HKMLSC A 

GADKAPKQACRGAFWKSPKGN 

LLARGSQLAQVIMS1R\TK\LQN 

KEHVI*GPAARPSFKFPGRQK\I 

HI\SKKWGF\TKFQC*WNLKDM 

VAEICRVHPHMACGGQSTSPSR 

GPL\DK\WRALPLHEGLPNVAA 

HPLNTPPIKFLLPWSKKKKKK 


19454 


49822 


C 


19568 


346 


471 




19455 


49823 


A 


19569 


1495 


2780 


EGLHLFCDLLDGLPGVQVAGG 

FDSFSSILASFTYWHDFPNSTML 

LSTFRDIN LGMN 1 1 KKS A VCFSR 

LGSETWEMPANLRPSEGGART 

RTELSRPQTPSRAHLAWRGRGG 

LGAVRPRRLSRRRSLS*KP\RSL* 

AEAPAGAPVRRCRPAAPP/PPRP 

SRCGPSTPPPPPSPGA\PRRRRPP 

CSEHNKLSPPPPSSLCLRPAPSPP 

RPA PRRSPSRRRRRRRHPRP A D 

RREPLAS ATR VRPLPPPPPPR* PP 

SSSCPRRGGRRFLAPWLARPAG 

APRRAPCSRAARSRRAGASGAR 

VGDPAGAGRGWRRRAAGRPV 

APERRPPPPLPAVCEVSGGPLRA 

SFADSVPGVRRRRPPGLGTPLSS 

SGV*PRNERGVETTTSWGGGSE 

GAPGSGEGGNLFPAPQV1VARS 

GEGTVVPRFPVCQLRDSAVLLC 

LFD 


19456 


49824 


A 


19570 


178 


256 
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4 • 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


19457 


49825 


A 


19571 


622 


1726 


QGSGRTMMRMLVPASVGLLET 

GPPGDPSLSHPLSGDVTVLPED 

QXSTVQKLASDHKDIHSSVSRV 

GKAIDRNFDSEICGVVSDAVW 

DA REQQQQI LQM A 1 V\EH L YQQ 

GMLSVAEELCQESTLNVDLDF 

KQPFLELNRILEALHEQDLGPA 

LEWAVSHRQRLLELNSSLEFKL 

HRLHF1RLLAGGPAKQLEALSY 

AVRHFQPFARLHQREIQVMMGS 

LVWURLGLEKSPYCHLLDSSH 

WAEICETFTRDACSLLGLSVESP 

LSVSFASGCVALPVLMNIKAVI 

EQRQCTGVWNHKDELPIEIELXS 

*SAWYHSVFACPILRQQTSDSN 

PPIKLICGHVISRDALNKLINGG 

KLKCRYCPMEQNPADGKTH 


19458 


49826 


B 


19573 


271 


392 




19459 


49827 


B 


19574 


58 


296 




19460 


49828 


A 


19575 


215 


861 


QLPAESVRTRGPAKAQARAGG 

PPGPWHCSYKWRAWPSSLSGT 

G W PDM EG ETTA A AP A SREN S A 

DCS\AGELRGPG\KELW\SPIQ\Q 

VTATSS*MGRDFVLAT*EKVSH 

VDS*/EQPRSLQR\DPRP\AGPAQ 

AKQGTPRAQASRESL\SRPTAA 

V\QLPSGPQHPV\TSGS*KGLAG 

KTSMGRKGLPWARGWAPWSL 

EAQNP\RPTRLCDLFITGEDFDD 

DV 


19461 


49829 


A 


19576 


65 


782 


SSSSSA1QRKPRWVLYKY1QEL 

WRKKQSDVMRFLLRVRCWQW 

RQL\SALH RAPRPTR\PDK\ARRL 

GYKAKQGYVIYR1RVRRGG\RK 

RPSFLKGATAYGQSPVHSWVFN 

QLKSFASE/VLSVPFARGRRSLG 

RH\CGGLLEEFLNFFNWVWVER 

FPHYQIFLKV1PHLIPFP*KLFRR 

N\P\DTQL1HQNQVHKHR\EMRG 

\LTSARPEKSRGLGKGHKFHHT1 

GG/SLRRATWRRRNTLQ\LHRY 

R 


19462 


49830 


A 


19577 


1 


179 


QEDYLRELLTTMGDRVFTDEEV 
DEL YRE API DQKGG/M FN Yl EFT 
RJLKHGAKDKDGLKEL 
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SfcQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SKQ ID NO: 
in USSN 


Nucleotide 
location of first 

rrwlftn for ntntidf 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Stop codon, /^possible nucleotide 

dclf linn \=T>rt«ihlc niirlrAtirlr in^rtinnt 


19463 


49831 


A 


19578 


144 


722 


KKGLNHHHV EQNNTRPRPRSG 

PQRATSN\VFAMFD\QSQIQEFK 

EAFNMlDPDQDGFHRPGKlCND 

MLASLG\KNPT*WSILDAMMNE 

\APGPPSNFTPWFPHHGFGEEV* 

MATRS*KMV1RKCPLTCFE*KK 

PLGTING ED Y L\REL LTTHGG IGF 

TDEEVDELYREAPI**KRG1SITS 

EFTRILK\HGAKDKDD 


19464 


49832 


A 


19579 


3 


429 


VACLREHKQRCERATRSLLREL 

LQVRARVQLQGSELRQLQQEA 

RPAAQAPEKEAPEFSGLQNQM 

QALDKRLVEVREALTRLRRRQ 

VQQEAERRGAEQE/DRPQTGQA 

DRLAAAGGAGPGGGLRRPAEE 

PRGQQPEGG PGGGQN 


19465 


49833 


A 


19580 


1 


2454 


RFPAGVAPRRAMANVSKKVSW 

SGRDRDDEE A APLLRRTA RPGG 

GTPLLNGAGPGAARQSPRSALF 

RVGH\MSSVKLDDELLEP\DMD 

PPHPFPKEIPKNEKLLSLKYESL 

DYDNSENQLFLEEERRINHTAF 

RTVE1KRWVICALIGILTGLVAC 

FIDIVVENLAGLKYRVIKGNIDK 

FTEKGGLSFSLLLWATLNAAFV 

LVGSVIVAFIEPVAAGSGIPQIK 

CFLNGVKIPHVVRLKTLVIKVS 

GVILSVVGGLAVGKEGPMIHSG 

SVIAAGISQGRSSSLKRDFK.IFE 

YLRRDTEKRDFVSAGAAAGVS 

AAFGAPVGGVLFSLEEGASFW 

NQFLTWRIFFASM ISTFTLNFVL 

SIYHGNMWDLSSPGLINFGRFD 

SEKMAYTIHEIPVFIAMGVVGG 

VLGAVFNALNYWLTMFRIRYI 

HRPCLQVIEAVLVAAVTATVAF 

VL1YSSRDCQPLQGGSMSYPLQ 

LFCADG E YNSM A AAFFNTPEKS 

VVSLFHDPPGSYNPLTLGLFTL 

VYFFLACWTYGLTVSAGVFIPS 

LLIGAA WGRLFGISLSYLTGAAI 

WADPGKYALMGAAAQLGGIV 

RMTLSLTVIMMEATSNVTYGFP 

IMLVLMTAKIVGDVFIEGLYDM 

HIQLQSVPFLHWEAPVTSHSLT 

AREVMSTPVTCLRRREKVGVIV 

DVLSDTASNHNGFPVVEHADD 

TQPARLQGLILRSQLIVLLKHK 


19466 


49834 


B 


19581 


508 


4413 
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SEQID 

NO: 


SEQID NO: 
or peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Slop codon, /=possiblc nucleotide 
deletion, \= possible nucleotide insertion) 


19467 


49835 


A 


19582 


8 


331 


EVTACWQSSQPSLTLSASSAWA 

STLAALEEPFSPPLHSESPFLGW 

PRPELGPSAAPCAPVPPEPPORV 

PPPAP*RPVPSTTOGLRSVGAW 

CRTGROLHLHPGVGSTG 


19468 


49836 


A 


19583 


831 


1121 




19469 


49837 


C 


19584 


1 


1524 




19470 


49838 


A 


19585 


270 


578 

r 


RFSKSPPDSGAQLAAPSGSRTG 

AAGGAACQSRAVRPHSSALGW 

SMGLGAMEQGAVLVGEAWAT 

QQPTVGGRLRHGGLQVPSPAPR 

GGS*GPAKSHSSCWPRC 


19471 


49839 


A 


19586 


2 


298 




19472 


49840 


B 


19587 


113 


515 




19473 


49841 


A 


19588 


1 


569 


MLPDRLRSPVAHHRCRASGNY 

HSGRHSPAPAWRVTLTGWLDQ 

RSSRIHRSLAFKDSYSKGKEERT 

HIKGMCSELLPSG/EARGLAGFR 

SEAADLRGECYSS*RQCGPKJEL 

RSPAGFTQW1PHWGYRWSCLS 

V PRPA PA LLS P WV V DGTG RCG 

AGGGAHRGGSGRSGAHGGGG 

i»Vl\JVJ « » I ■ IV\J\J *J\*t IXuVJ / V 1 1 \J\JVJVJ 

RLRHGGLQVPSPAPREGS 


19474 


49842 


C 


19589 


1 


1200 




19475 


49843 


A 


19590 


511 


846 


ARHRVLIGVFTIPELDIKVLHVP 
TRLRSPASFTQW1PHWGCRWSC 
LPVPRRVPALLSPWVVDGTGG 
CGAGGGAHRGGWGCTGAHGG 

GGRLRHGGLQVASPAPREGS*G 
PARN 


19476 


49844 


A 


19591 


9 


481 


QQPLREKPASGDHPAKNANRR 

WPSPTRYPYVES*NWMPSLHLI 

QKSIQDGLKT*TLDLKP*KL*KX 

T*ALPFRT*A*ARTSCLKHQKQ 

WQQKTKLTNGI*LN*RASA/PA 

KETKI/SSEQATYKMGENFHNL 

LF*QRANIQNLQ*TQRDLQEKN 

KQPHQK 


19477 


49845 


A 


19592 


1 


3339 


MSVRKDVEKLEPSDIVCGNVQ 

C Y SC METN LTVSQK VK H E VT V 

GPREGATKPNRMKGKEGRSGS 

LLGEGDFFKDESVMSSQGSSKD 

GEKRRGKAQRWKWPMQGICR 

QLGVAKSMEGYQSRRDQGGR 

GVSDKWPQVCAKKPEFYPTAQ 

VWANFSVTSCQSVTITQLCHGL 

RRLEISPARSNAMHLNPDPPGQ 

KONLSPKVNDIITDIESSSGSGA 

GKFQVISKSD1SEVLLQQMDAG 

HSSK DDPN E YGG WKSPRPRC 


19478 


49846 


B 


19593 


1 


631 
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SKQID 

NO: 

. .. 


SEQIDNO: 
of peptide 


Met 
hud 


SEQ ID NO: 

inUSSN 

09/540.217 


Nucleotide 
location of first 

rnftnn far rvntirir 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=L)nknown, 
*=Slop codon, /^possible nucleotide 
uiicuuii| %— |jujmuic iiucicuiiuc insertion^ 


19479 


49847 


A 


19594 


71 


208 


PCPKHCSKFPMCPELVGSWSH* 
LQE*SHGPSRFRLC*KQPQDLQ 


19480 


49848 


A 


19595 


138 


650 


AWAQLPSALGSTRVSPPPSARS 
QPPWRRRHKVCWRLNRCKE/L 
DEDAVASADFSSMLSEEEKEEL 
KA EL VQLEDEITTLRQVLS AER 
KAS/ELR*NK.NSA*T*/CNELKPE 
LQQKL A * H AD* HCLQEDT* Y A E 
SRRAKGNCSFQQRWNGHQQEV 
RRHELL H SPFHKYAC Y ETK VG 


19481 


49849 


A -■- 


19596 ^ 


1 


1222 - - • - " • 


MRADGTAGKDPFATDKQLPEL 

LIQHCWDGLLAVCGGSTVGVR 

LPFILHGSWVRPVAASFPPLPDN 

LHDSAEPAULLEPTQMRRNQK 

TNAGTMTKQISSTLPKNHHTSS 

PAMDPNKEEIHDLLEKEFSRLV1 

ELIREGPEKGKAQCEE1QKKDT 

KVKGEIFKEVDSLKKKQLNIQE 

NLETLLEVLNALESLSNRJEQVE 

ERNSEREDKVFELTQSNKDKA 

QRJRKYEPSLQEVWDYVKLPKL 

RI1SFPNEEENSKSLENIFRGRIK 

EHFHS1ARDLDIQIQEEQTTPGK 

L1VICRSLPRHIV1MRAPTPMDHP 

RAEECGRRARDWQAAPPAAPV 

RDPLGEASWAPDSEGRKNWNTS 

KHQRNKLRTRHL* EL* HSSRGS 

VASFLKSVRPRTHQFQTQSGYP 

KLRWRKES 


19482 


49850 


A 


19597 


381 


598 




19483 


49851 


A 


19598 


1 


1906 




19484 


49852 


A 


19599 


493 


589 




19485 


49853 


A 


19600 


60 


261 




19486 


49854 


A 


19601 


1423 


1831 


PRRSANVNLPPPQLATLSPGWP 
EERKSVGSPTSPPPPRPLRRLSA 
APGVSGG A WPEPG A WSLD*TAS 
PAGAPVQRPAGNG/PSALDASH 
ARALYLQRIPRVTWTPASQPPA 
PLG PFLPL1PPA ASHRQPSS SFFR 
RHR 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Mel 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon t /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19487 


49855 


A 


19602 


1 


1535 

' ■ : i 


MEEKTNVQLPPGQTEQHVEIHI 

MNFCSKNHHRITPEKPKELTDP 

FICEAACCCKLYEIDKKLYRMA 

EWIKIHKPSICCLQETHLTHKDS 

HKLKVSITFKDLAVRFSEEEWR 

LLEEGQREFYRDVMRENYETL 

VSVEPGRAVGGGSHADEGQEP 

AGCG/VSPGPGAAGEGDPRVLV 

WRSQGRYGQPRER\GRGASLD 

GERASPEAA/DGKRALPSPRPA 

QLPSRRPVQPAPPG\PfPTDSSCS 

SGPTGDGVQGSPLPIRJSPGNSP 

L/PRPHQLSEGNPCAWAPAPRDI 

PKLLATSP*PGHVQANQSRPGA 

WEPALGRSDQRACSASGSAELC 

ERWPQQAP/APPEEPPPASPHPA 

APTG\PGFWESCGEPGAA\PGKG 

SAPKJ>SPLHCLESALRGILP\EGP 

CASPAWEAPAPAPAPAPARASA 

A/AEGEDPRPEPELWKPLPQER 

DRLPSCKPPVPLSPCPGGTPAGS 

SGGS PG EVA PGEOSPGT A A A S V 

O/VSPAHWPCFS/SPVRYSSGSI P 

GFSAGEKAQG 


19488 


49856 


C 


19603 


4 


150 




19489 


49857 


A 


19604 


148 


448 


RTRDWSLFLLMFGCVRSFFLLV 

GLWSCWLRSEAADLRGECYSS 

♦GGASGVVRSSWWVRGLTSFR 

SETGFTQWIPHWGCRWSCLPVP 

RCAPALLSPWVVNG 


19490 


49858 


A 


19605 


136 


439 


LVHFTEC* LVRLQTLARHSTDW 
CIYKSLARQKSSPSPHSTQEVQL 
ASPLTGROEDCSEPRSAPI HSSI 
GPTERDSICVAASSVRWTRPGA 
RFS 


19491 


49859 


A 


19606 


2 


399 


SKLQKLKRSLSFKTKSLRSKSA 

DNFFQRTNSEDMKLQAHMVAE 

ISPSSSPLPAPGSLTSTPARLVCI 

QVARLMPFRNTSSRSPLFC/RCL 

QPHDSGFLFLRPARPRAHREER 

NNSRRVALRAVTLTTERLQLHS 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 

VCKJIHI Ivt pC|lllUC 

sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 

flffofirtn V=nn<cvihl^ niirlrnliit^ incf rfinnt 

UtltllUH) V ^T* J,>,3 ■ U * V IIUIIVUHUV 1 1131.1 HVHJ 


19492 


49860 


A 


19607 


1 


1262 


MPLSYAYKNAETLAGRHTSSW 

MSRGAYQRRNTRAAGRPEECT 

DRNWHAGRTRRJWLGQLEERC 

SDVFGVSFFWWVRGLAGSGAK 

LQTFTVSVTAHRGSKDQKSEQ 

KQDLLQKAKEQTIKNVKGDPS 

ELPLLAPAACFYSLICPRPPPHIL 

L1GPFYREL1GPFYRELIGRQLRP 

GEKSSTAA/VWPRC*AA/RLPGA 

G/WTAPSAGPAEPTPTWNSRWP 

ASATRRPGSRRRLSLHTSPQAE 

GAGSGLSQPRKGLPQCSGRLKR 

SSSAARVG\ARQRRRRERASEG/ 

WPACCHLSVLPCGFGFLEAHSS 

SPEQTDHEQNCPADIKVMRLA 

GQPTNARGAANRAQPLHSTSV 

SHLKAV1FK1QTRQQKNSHFPPL 

FLEMTTSLATGRLRPSWVDYA 

RPALSVVSVSRFSLLTSLLELLV 

ETLGECGLL 


19493 


49861 


C 


19608 


173 


394 




19494 


49862 


A 


19609 


1 


924 




19495 


49863 


A 


19610 


3 


689 


EVQEELEGPVRGAPHQLHQGP 

VEHLEAPHQ\HKFGKKV1YFNY 

LSELHEHLKYDQLVIPPEVLRYT 

MRSSRACTRAGRRLPPRHHRR 

GPRCPHSSLASVCNTSKTKIKA 

NSSPLC*GSQ*RT*ERKACAPRA 

CSGDPPACRPSARSRGSTT/KGK 

PVNFDDYGDIHIPAVILKTFLRE 

LPQPLLTFQA YEQ1 LG ITC/GG E 

QPACHSLPPDLTEPPRAQLRRPP 

LPHGLPACG 


19496 


49864 


A 


19611 


1749 


2411 


APSCLVSEHSAPGPQRELPQPLL 

TFQAYEQILGITC\GSCP\AQGW 

GAWSSDAVPQLLARRPPLPHGL 

PACGEWGRGELGVKPSGLPSH 

AGPAWGHQVRTVCATAHPQD 

CISPEGAVEEEIVGG*GC\TEGQ 

SQRVLQIWP\SQGVSSLSALVPL 

N\MRTELLIEYYEKIFSTP\EAPG 

EHGLAPWEQGSRAAPLQEAVP 

RTQATGLTKPTLPPSPLMAARR 
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SEQ Il> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
inUSSN 

Uvo4U,Z 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
•^Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


19497 


49865 


A 


19612 

f * ' 


883 


2164 


EHRRPMRAQASHEGHRHPMRA 

QMSHEGYRRPMRVQASHENTG 

VP*GVQASHEGTGIP*EHRCPM 

RTQVSHEGTGVP*ECRRPMRTQ 

\GPMRGTGVP*EHRCPMRGTGV 

P*EAQASHEGHRRPMRGTGIP* 

GAQASHEGHRCPMRGTGVP*G 

HRRP/DENTGVP*GHRRPMRAQ 

ASH/REHRCP/DEGHRRSP*GHR 

RPMRAQASHENTGVP*GAQAS 

HENTGVP*GHRRPMRGTGVP*E 

\QGVP*GHRRPMRAQVSHEGHR 

RPMRTQASHEGHRRPMRTQAS 

HEGTGVP*EHRRPMRGTGVP*E 

FRRPMRGTGIP*GHRRPMRAQA 

SHENTGVP*GNR/PYHEGTGVP* 

ECRRPMRTQASHEGTGVP*EHR 

CPMRAQASHEGHRHPMSTQAS 

HEGHRRPMRTQASHEGHRHPM 

RTQASHEGTVASHEGHRRPMRT 

QVSHEGTGVP*EFRRPM/PGHG 

HPMRTQASHEGHRRPMRVQAS 

HENTGVP*GHRHPMRGTGIP*G 

HRCPMRGTGVP*GYRHPMRTQ 

ASHEGYR/PSHEGTG1P*EHRCP 

MRTQVSHEGTGVP*ECRRPMR 

TQVSHEGTGVP*GHRRPMRTQ 

VSHERHRRPMRTQASHEGTGV 

P*EHRCPM/MGHRRPMRTQASH 

EGTGVP*EHRRPMRGTGVP*EH 

RRPMRAQESHENTGVP*GAQA 

SHENTGVP*GHRRPMRAQASH 


19498 


49866 


A 


19613 


1 


552 


V PQDSLGQ ALAGQ ATPEI PLG L 

QLHTVLVQEIQELIEAQTRAPGP 

CAEVRALPAPAAEPEPAWEEAP 

PERALELEGAPAKDQTNEELPEI 

TA/PYC/EPLALTLELKAWLERE 

VGGRG\DQHSPSQQLPCCP*SW 

A R WQTC RQ RAG H L A WPP V PRC 

REASLIH*NHSPAAAGPFILLILV 

YLCAGGA 


19499 


49867 


A 


19614 


443 


991 


VDSRPM LNTRLM RTSG RRWTP 

RPQVDTRP*VNNKTQ*AIRPQ/C 

GYSPQVPQDSLGQALAGQATP 

EIPLGLQLHTVLVQEIQE/RH*G 

TDTCSWSMCRSICSTASTSRWS 

Q/RPAWEEAPPER/GTGAGGSSS 

QGPDQRGAA*NHGGAGEH*KK 

AGRKSSE\RYACSQRQPPPPGM 

DAGPQLGIQAVCP 


19500 


49868 


A 


19615 


16 


450 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540.217 


Nucleotide 
location of first 

ffulAn far fwntiflp 

sequence 


Nucleotide location of last 
codun for last amino acid 


Amino acid sequence ( X=l)nkno\vn, 
*=Stop codon, /^possible nucleotide 

"ticiiuiif \~|h/ssiuic cjucicuiiuc insertion} 


19501 


49869 


A 


19616 


2 


477 


PRVRSGHSMDMRVPAQLLGLL 
LLWLRGANCDIQVTQSPDSLSA 
SVGDKVTJTCRASQGISNGLSW 
YQQKPGQAPTLLIYAASSLQSG 
VPSRFSGSGSGTDFTLTISSLQPE 
DV ATY YCLQDYTTPFTVLQA IT 
KTPQR\RD V * VCTV L ATPPG V IN 
WL 


19502 


49870 


A 


19617 


2 


675 


LPLSSSALPTESGSHLPFSGIMA 

RPSDPLVKPQRSSKREPKKVHP 

GTQSDR\YVKIKR\NWAENPRG\ 

IDN\RVR\RRF\KGQDLDAPTLG 

YG\SNKKTKAHACPSGFREVPG 

VHNVQGSWEVACLMLQQNLY 

CCRG S V HN VFLPRN RQSPS WG 

KELAQLGLSGVHPTPLARAAQL 

KEN*VRQLMCNKSYCAEIAHN 

VSSKNRKAIVERAAQLAIRVTN 

PNARVRSEENE 


19503 


49871 


A 


19618 


2 


527 


VWAANMPSRLRKT\RKLT\GHG 

AATGHGPHRPSTRKAPPGGPR* 

MPGGPAIHPPGSNFRQNTHPQA 

YFGK\VG**KHYPT*KRN\QSFL 

PPTVNL\DKLWTLVQ*NRHRVK 

CLPKNKTGAAPHHLMLVRSGY 

LQSSGERGKLPKASLFFVEGPK 

FFSRRSLREEGLRGVWGGPVSL 


1-504 


49872 


A 


19619 


45 


233 




1V505 


49873 


C 


19620 


95 


154 




19506 


49874 


A 


19621 


2 


241 




19507 


49875 


A 


19622 


63 


320 


RQWGNRLVTA/WSFFSWLSDC 
EGPGYGTIAEVGQLWGIMAKD 
LLRHSLASEELALNQNLTCHDQ 
FAQSTRSSARACGSIFCSTTQGS 


19508 


49876 


A 


19623 


2309 


2560 


RNREA RF YMTTPN FTETICR/WF 
HERVCALEREREREVTKISRLE 
RDNHRLVGDISQLKKELDQYL 
QAISDLEDCNGKRLLQILEA 
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SEQID 


SEQ II) NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location or last 


Amino acid sequence ( X-Unknown, 


NO: 


or peptide 


hod 


in USSN 


location or first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion. \= possible nucleotide insertion) 


19509 


49877 


A 


19624 


4994 


7008 


QWQQKPKLTNDNLKFIWNQKR 

DRIAKTILSQKNKAGGITLPDFK 

LYYKATVTKTAWYWYQNRH1 

DQWNRTEPSETI PHI YNHLNFD 

KPDKNKKWGKDSLFNKWCWE 

NWLAICRKLKLDPFLTPYTKIN 

SRW1KHLNVRPKTIKILEENLGN 

TIQDIGMGKDFMTKTPKAIATK 

P\N*QMGSNILNGQICLEAFPLKT 

GTRQGCPLSPLLFNIVLEVLAR 














AIRQEKEIKGIQLGKEEVKLSLF 

ADDMIVYLENPIVSAQNLLKLIS 

N FSKVSG YKIN VQKSQAFLYTN 

N RQTESQI MSELPFTJ ASKRJK Y 

LGIQLTRDVKDLFKENYKPLLK 

EIKEDTNKWKNMPCSWVGRINI 

VKMAILPKVIYRFNAIPIKLPMA 

FFTELEKTTLKFIWNQKRARJA 

KSILSQKNKAGG1TLPNFELYY 

KATVTKTA WY WYQNR Y 1 DQW 

NRTEPSE1TPHIYNYLIFDKPGK 

NKQWGKDSLFNKWCWENWLA 

ICRKLQLDPFLTPYTKINSRWIK 

DLNVRPKTIKTLEEDLGITIQDI 

GMGKDFMSKTPKAMATKDKID 

KWDLIKLKSFCTAKETTIRVNR 

QPTKWEKIFATYSFDKGLISRIY 

NELQQIYKKKTNNPIKKWAKD 

MNRHFSKEDIYAAKKHMKKYS 

SSLAIREMQIKTTMRYHLTPVR 

MATIKNSGNNRQ 



2456 
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QKf) ID NO- 


Met 


SKO ID NO* 


Nurtpfttirir 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


inUSSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,2 1 7 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






19510 


49878 


A 


19625 


1 


764 


GSSEKRKFKTGNQKLSMEVEK. 

NQQMRSLSLYQQRVEGSKCAV 

RRKGGSPKPKAFLAAAEKFLN 

VPVMRSASHEQLVLTGDPNKT 

LPGSKSRLSGTDSPRACSTFPIW 

ATK1VTEMQVQLFAACRVQLIK 

HPRPSAARTAMEVLESGEQGV 

LQWDRKLSELSEPGDGEALMY 

HTACQGHEEQVWEEEALQLGL 

RSGILLNHWKRQLVGGAGILRS 














AQLHSPYHHWQMISLVSPSPAV 

MAVMENDDICMVLCVKVMDE 

PNHILDAISEHQIPSLEDQWFSE 

CALWTSKAYENLVERHILGPHC 

RPTELETLGISEDDIDHNPYLDF 

PGVAGLGSRRNVKERGWLSEM 

KKEGDIFMKIQG'AICPTSGPAE 

GLPPPTPVPHVPDRPCGT*GP/PP 

SPGSDSS\PACGPTAARPAPRSP 

APPWRCGPRWAEDVLLTGLCK 

QQIAEPAFRLQFWWPI 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540*2 1 7 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \- possible nucleotide insertion) 


19511 


49879 


A 


19626 


1 


1430 


MNGTAEGQHPWVHSTFNGEPQ 

SLSSSVRVKNQGPRDQAELGFQ 

GNGSTVPAAQARTIARARGSGS 

GGGDALQGGGAGAGPGATKR 

TARLLARGLRRAALRPDGRGV 

LGAGAGSSQRRGGGRRKMETH 

ISCLFPELLAMIFGYLDVRDKG 

RAAQVCTAWRDAAYHKSVWR 

GVEAKLHLRRANPSLFPSLQAR 

GIRRVQILSLRRSLSYVIQGMAN 

IESLNLSGCYNLTDNGLGHAFV 

QEIGSLRALNLSLCKQITDSSLG 

RIAQYLKGLEVLELGGCSN1TN 

TGLLLIAWGLQRLKSLNLRSCR 

HLSDVGIGHLAGMTRSAAEGLP 

GPGAAHATGLPEAHRSFSKAHL 

PRADGPEAPQPQLLWGNLGRW 

PPAPVAHGQPAHAQPCAPCDNI 

SDTGIMHLAMGSLRLSGLDVSF 

CDKVGDQSLAYIAQGLDGLKS 

LSLCS/RRGLRRAALRPDGRGV 

LGAGAGSSQRRGGGRRKMETH 

ISCLFPELLAMIFGYLDVRDKG 

RAAQVCTAWRDAAYHKSVWR 

GVEAKLHLRRANPSLFPSLQAR 

GIRRVQILSLRRSLSYVIQGMAN 

IESLNLSGCYNLTDNGLGHAF/R 

AGDRLPARSQPEPLQADH*QQP 

GPHSPVPQGP/ARCWSWEVAAT 

SPTLAFCSSPGVCSASRALTSAA 

AATFRMWXDRAPGRHDAQRGG 

G\LPGPGAAHATGLPEAHRSFS 


19512 


49880 


A 


19627 


293 


1520 


TTMDGSHSAALKLQQLPPTSSS 

SAVSEASFSYKENLIGALLAIFG 

HLVVSIALNLQKYCHIRLAGSK 

DPRAYFKTKTWWLGLFLMLLG 

ELGVFASYAFAPLSLIVPLSAVS 

VI AS AUG 1 1 FI KEK WKPKDFLRR 

YVLSFVGCGLAVRGVTYLLVTF 

APNSHEKMTGENVTRHLVSWP 

FLLYMLVEIILFCLLLYFYKEKN 

ANNIVVILLLVALLGSMTVVTV 

KAVAGMLVLSIQGNLQLDYP1F 

YVMFVCMVATAVYQAAFLSQ 

ASQMYDSSLIASVGYILSTT1A1T 

AGAIFYLDFIGEDVLHICMFAL 

GCLIAFLGVFLITRNRKKPIPFEP 

YISMDAMPGMQNMHDKGMTV 

QPELKASFSYGALENNDNISEIY 

APATLPVMQEEHGSRSASGVPY 

RVLEHTKKE 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mtl 
hod 


StQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno»vn, 
"=Stop codon, /^possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


19513 


49881 


A 


19628 


751 


2034 


VSSSPTSLGCMRQKEYRIPKXL 

TNMPFLGSQPSLLALRSCHPTG 

RTCSA/SQVALFCLAAHRVSQ1G 

ALLAIFGHLVVSIALNLQVSFH1 

RLAGSKDPRA YFKTKTW WLG L 

FLMLLGELGVFASYAFAPLSLI 

VPLSAVSVIGKTIIGIIFIKEKWK 

PKDFLSKFVLSFVGCGLAVVGT 

YLLVTFA PNSHEKMTGEN VTR 

HLVSW1ILFCLLLYFYKEKNAN 

NIVVILLLVALLGKLTVVTVKA 

V AGML VLS1QGN LQLDYPI F Y V 

MFVCMVATAVYQAA*VSQAS 

QMYDSSLIASVGYILSTTIAITA 

GKGFYLDFIGEDVLHICMFALG 

♦VLAFLGVFLITRNRKKPIPFEP 

YISMDA M PGKVNMHDKGMTV 

QPELKASFSYGALENNDNISEIY 

APATLPVMQEEHGSRSASGVPY 


19514 


49882 


A 


19629 


19 


933 


QSARPSLKRARSQRGRPLPSRA 

LVFLFLFFFFFFNFLP1HTQPSAH 

KDMTTNAGPLHPYWPQHLARL 

DNFVPNNDRPTWAYTGLGLFSV 

TGG LRS WTTWAVVQGRAPGIA 

PIG DFGRATVPCCWVLQWCGFI 

HLVIEGLVPFSNYERPCFGDQSL 

LYSQLW\KEYGQGETARY1LGV 

TNFTV\CM\ETITSFA\WGEPFSL 

WVVIV\FLLQHPL\RFIL\QLVVS 

VG\QIYG\DVL YFL* RATPTDFQ 

HGKPGPTPLLLPGFSFVFHEMP 

LWLVPAPGSPLCLDA/V*KHPQ 

LM PQSN A WN AKGPQKPKSKK 


19515 


49883 


C 


19630 


113 


257 




19516 


49884 


A 


19631 


143 


330 


HHGPVPFPRGLIS*HSLHCPCPT 
PGGKNVFFFCEYFLKLAGIETT 
NCSADKRGKKVCCLIPR 


19517 


49885 


A 


19632 


3 


432 




19518 


49886 


C 


19633 


112 


192 




19519 


49887 


A 


19634 


1 


4410 


MARPLALPLTGMSAPGSSLTTIP 

HTPSHPRSPSTPDTVSHPRSPSTP 

DTVSHPRSRYTPDTVPPTLPVY 

TRHRVPPTLPVYTRHRPTHAPG 

IHQTMCPTHAPGLHQTPCPTHA 

AGLHQTPSH PRSPSTPDTVSH PR 

SRSTPDTVPPTLPVYTRHRVPPT 

LTVYTRHRVPPTLPVYTRHCPT 

HAPGLHQTMCPTPRSRSLPDTV 

PPTLPVYTRHRVPPTLPVYTRD 

R VPPTLP V YTRH RPTH APRLHQ 

TPSHPRSR 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/>40,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon Tor last amino acid 
of peptide sequence 


t Amino acid sequence ( X= Unknown, 
*=Slop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


19520 


49888 


A 


19635 


1 


444 




19521 


49889 


A 


19636 


3 


1017 

. V ... — I 


SSRPVRPRPAARLSAMSSTQFN 

KGPSYGL\SAQ\VKNRLL\SKYD 

PQKJE\ A E LRT W\I EG LTGLS I G PD 

FQKG\LKDG\TIL\CTLMNFCLQP 

G\SVPK1NRSMQN\WHQLENLS 

NFIKVAMVSYGMNPWDLFEAN 

DLRESGNMTAQVQVSLLALGG 

KRPKTKGAAEGGLDIGVKYSE 

KQERNFDDATMKAGQCVIG\L 

QMGT\NKCASQSGMfAYGTRk 

H L YDPKN H I LPPM DH STI SLQM 

GT\NKCASQVG\MTA\PGTRRHI 

YEYQAGNPTSCDNFSM\SLQ\M 

GYTQGAQTQSGQVRGPGRPDI 

*TPSTCPQGT1\ADGAPSGTG\D\ 

CPDPGEVPEYPPYYQ\EEAGY 


19522 


49890 


A 


19637 


1 


479 


MQGLRVSHSTFYTLIPEVTENP 
HRLDFHWFLSAQLERVASGTIL 
KKKESPPRPKVLGSARWDLPV/ 
PPG WCNSTALQ* SPRSDQ V * SE 
RG M E A F FLPM PS ES V AS VCCRF 
SPWTSQKPQLSTSRDRKLQGKR 
*WFSTGVWAS*DHS*ERRCSQC 
PKTTCW 


19523 


49891 . 


A 


19638 


2 


501 


FVPEERSSETALQRCSLPPGRRA 

APDPGLQGLRGSLGGSGSELES 

RKAKLRAAEGLRRKTTEINQRD 

TADRCTRGHH*SPGESPPKPSAF 

SL*LSVPRSGKLRFLRSPRREPA 

AN * S H RL RRH REKKCFH PPFTL 

NLIASGTSLEGGGVAPTWSTGR 

SQRALPSTL 


19524 


49892 


A 


19639 


1 


1122 


RFLILrNHAVFEYQDIFVASFPSl 

FFN 1 HCRG EG EREKGF AG KDRT 

PPPSTLLCGSGHLPPLASRRPPR 

PRCACCLPGGPLSSSALEAG*Y 

WRFPK L SG * K R SHTP WV PQPQQ 

PLPNPSPGKWVWASSEALQ/GT 

RA*RGIAELTHLLRLPARRGTQ 

RPA\PGHRAGASPQFRREASSRG 

PGLRPRPGRTRELGFPKRRVWA 

TAASWPRGTEPCAAA*RRRRRR 

RRARGRELSPRSTWSSDTESTF 

ALSCDPS*PRHQSVPKGRVGSC 

KGKLANKGFFCPTWQRPIRVAS 

VDMELLHFVPKRALPGFTIAISF 

LSSAPPLCPWYSGSNPWLRNPL 

KPRLAALFQRSAAPRLHFSGAA 

SLQVGERRQ1RDFRVSAGA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 

(■Duon ior pepuue 
sequence 


Nucleotide location of last 
codon Tor last amino acid 

ui pepuue »Ct|UCIICC 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 

/tp|f*tinn \cnACcihlp ntftf^l^rktirfj* inc«r(iAn\ 

uciciiuii, \ |io>iiuic nucicuiiuc in^criiunj 


19525 


49893 


A 


19640 


14 


618 


GNENVKSGRKTSLSPFVLSDFT 

ASSALLASDSSRWMSLQSASEC 

\PGRAAGSGPGYG*PVSEVTGG 

PLSAHTHSSL*TSQRGCPPGVPE 

HHGAGPFP*GPGLKDVSGRGG 

NGCWGRRKPAHMGGGLGPAT 

PLQFPPRPSPPPPPLGPPQ\PPPPP 

SPPLGPASSPP/CLPHRPPPPPPPP 

PSRCVTAPCVTAPGPAPTGAAA 

RRH 


19526 < 


49894 - 


B 


19641 - 


42 


121- 


- . . - 


19527 


49895 


A 


19642 


I 


153 




19528 


49896 


A 


19643 


104 


355 




19529 


49897 


A 


19644 


459 


988 


DPRTMNLAIS(A\LLLTVLQVSR 

GQKVTS\LTA\CLVDQSLRLDCR 

HENTSS\SPSKYEFSLTR£TK\KH 

\VLFGTVGVPEHT\YRSRTNF\TS 

K YN M EG PLTY S A FH * A RTRGTL 

QVLQFHQFGALSPPIFLSRNVYT 

VVQRTNWVKQEGI\SLLAQNTS 

WL\LRLLLS\LSLLQ\ATDFMSL 


19530 


49898 


A 


19645 


I 


950 




19531 


49899 


B 


19646 


55 


1459 




19532 


49900 


A 


19647 


1 


165 




19533 


49901 


A 


19648 


183 


700 


PNGNQPPRETPQRISRGIQRLGT 

AVASSGGSRSLPRSASAEPAQG 

AAARRAAPGPAGRCRAARGAG 

AGSARRLP*APAHPAPPEQGRR/ 

SRTARSRAAPQPPPPSQPQSPQL 

GPRPSQGAPQRRGPSSPGPRAG 

CRAQ*EALTPRLWRSSRTPSSR 

GLGPHVRGGIFSPKIPT 


19534 


49902 


B 


19649 


71 


264 




19535 


49903 


A 


19650 


3 


810 


GVSPCWPGWSRTPDFGSNPKCP 

PIRASPGAELQALSSTVTTPYW 

GILVTAVFPH*GLRPRQCRQDH 

PAGRQGPGPGEVPEILGQSGCT 

DRTWSKAGGRTQAPGPRSRAG 

RRVSGQE1RAPGPLGCRHGG/V 

GAPWTPEAASPLTATEPSCPH/L 

QAPCGYMPLSVSPRRRYRGPA 

GDQKVKMLKFKAFCLDYWQF 

LCLQPLHGAYKRDSDLMTWIW 

GLLPEVTGAAGTTSPNVHTSGR 

FFRACVFCPVHTLVKKEPHPGQ 

QEIIMEPSPWSP 
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SEQ ID 


SEQ ID NO: 


Met 


SKQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unkno>vn, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*-Stop codon, /-possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \-possible nucleotide insertion) 


19536 


49904 


A 


19651 


258 


1378 


REILSLDRLPGATPNQALSAEA 

ACPKGQTSLLCGAMGIQGLAK 

LJADVAPSAIRENDIKSY\FGRK 

VAIDASMS1YHFLIAVRQGGDV 

LQNEEGETTSHLMGMFYRTIR 

MKVENGIKPI/YKSGELAKCSEL 

RVAEAEKQLQQAQAAGAEQVV 

EKFTKWLVKVTKQHMDKCKH 

LLSLMGIPYLDAPIEAEASCAAL 

VKAGKVYPVATEDMDCFTFGS 




•** — 










PVLMQHLTASSDYGKSIWSIGP 

KJIA VDLIQKH KS 1 E E I VQRL D PN 

KYPLPENRLHKEAYQLFLEPEV 

LGPESVELKWSEPNEEELVKFV 

CGEKQFSEER1HSGVKRLRTEK 

GGGEPRGP/DWTQPGRASPTKR 

PDHQEDQHTRSRSSEGSH*GWL 


19537 


49905 


A 


19652 


1040 


2322 


LPACPPASTPASTMSIMVTQKS 

YKVST/SRWSSGPQAFGNCSYA 

RGPGACISSLSFSRVGSS1FRGVL 

GGSYGGASGMGSITAVTVNQS 

LLSPLNLEVEPNIQAVCTQEKAT 

LNNKFASSIDKVQFLEQQNKML 

ET/ESYFNSLKQQLETLGLERLK 

LEAELGNMPGLVEDFKNKYED 

EINKRTEMENEFVLIRQYVDEA 

YMNKVELESCLEGLTEEINLLG 

QLYEEEIQKLQSQILDTSVVLC 

MNNSHSLDMDSIIAEVKAQYEE 

M ANHSQ AEA ESM YQI K Y EELQ 

TLAGKHGDDLRHAKTEI/S/EM 

NQNGAKQDMA/*QLHEYQELT 

NIRLALDIKITIYRKLLEGEESQL 

ESGMQNMNIHMKTTSGYAGGL 

SSAYEGLTSPSLSYGLGSSFGSG 

MGSISFSHTSFTRAIVVKKIEIHD 

GKLVSESSDVLPK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, \ s possibte nucleotide insertion) 


19538 


49906 


A 


19653 


1040 


2322 


LPACPPASTPASTMSIMVTQKS 

YKVST/SRWSSGPQAFGNCSYA 

RGPGACISSLSFSRVGSSIFRGVL 

GGSYGGASGMGS1TAVTVNQS 

LLSPLNLEVEPNIQAVCTQEKVT 

LNNKFASSIDKVQFLEQQNKML 

ET/ESYINSLKQQLETLGLERLK 

LEAELGNMPGLVEDFKNKYED 

EINKRTEMENEFVLIRQYVDEA 

YMMKVELESCLEGLTEEINLLG 

QLYEEEIQKLQSQI LDTSVVLC 

MNNSHSLDMDSIIAEVKAQYEE 

MAN HSQAEAESM YQI KYEELQ 

TLAGKHGDDLRHAKTEI/S/EM 

NQNGAKQDMA/*QLHEYQELT 

NIRLALDIKITIYRKLLEGEESQL 

ESGMQNMNIHMKTTSGYAGGL 

SSAYEGLTSPSLSYGLGSSFGSG 

MGSISFSHTSFTRA1VVKKJEIHD 

GKLVSESSDVLPK 


19539 


49907 


A 


19654 


152 


207 




19540 


49908 


B 


19655 


75 


402 




19541 


49909 


B 


19656 


1 


2319 




19542 


49910 


B 


19657 


1 


1341 




19543 


49911 


A 


19658 


198 


1118 


LHAPNSLHHHLPRDLL*LLPLPL 

QHRVSDPGLHSALRPMEEHRA 

QS*QPSAPEDAVQA*WGHGGH 

SPGPDRAGCHHCRGDQERVST 

HH VL PVCHHPDDA YGGCG AG 

WNPDL/PGQMRSHWMSPKIRPA 

N WTRTS WWALPQAPGLSPG AQ 

SWPSFVPRTTPTTPGTTCPTPSW 

♦SWRSTSRTSSSLNPFTESLKNS 

LRTSKPFGWSQSAMATPCPLLP 

PASRVELWPETWXPLGQGHATS 

SQWKCVPERKL*QGGEAGGEQ 

LGREPKPSPPSSFLTGQRQEKSP 

EEYCSLLVPLQYFGSRGTHADL 

LHG 
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SEQ ID 


SEQ ID NO: 


Mel 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( \=Unkitown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /= possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


19544 


49912 


A 


19659 


1 


2707 


MPGPHPASASCPPRLFTPRRRAF 

CPLRICAPLAAAAFCPPRFLPHT 

RRRAFLLLCRRGFLPPPCLGGG 

LAAAFFPHPPLPFLRPHRRGFLP 

HRRRGFLLPPRLGFLPAAAFYPP 

PPRVFARRGFVPPSPPRLFARRA 

FCHTPPAAAFSPSAAAAFCPTA 

DTA FCTL A ALA FCRRGFLPPRC 

RG FL PL RH RRSFLPH RRRGFLPT 

AAFCHRGFLLATAFYPPRLFAP 














RGHGFLPPCRSDFFAAAAFCPR 

RRGFLPLSPPLFAPAAVAFCPRH 

RGFLLPRLFAPVTAAFCHRDFL 

PPPPRJFVPAATALRAGAADSA 

ASSTGVLARAALRGPCGLHRV 

ALPVEAMGEKJCEGGGGGDAA 

ATEGGTGAAASRALQQCGQLQ 

KLIVIFIGSLCGLCTKCAVSNDL 

TQQEIQTPEPAKPAKPASQTRQ 

PSQPSHPASQASQTSQPAKQPA 

SQASQPAKPAKPPSQPSQPSHR 

ASQASQATQPERPASQPASEPS 

QPSLPASQASQDRQPAKPAKPD 

SHPRQPSQP/YQPSQPASQASQA 

SQPAKPSRQPSQPRQPSQLASQ 

ASQSTQPLKPAKSPVQQSQPSQ 

PASPDSQASQASQATQPAKPAK 

PPSQAAQPAKPAKPPSQPACQP 

PSQRAKPAKPARQPSQPSQSSPP 

ASQPSQACQPSQPGSQASQASQ 

AAKPGMPAKPARQPSQPSQPAS 

Q A RH A SQ A 1 QP AKP AG * PSQTS 



2464 



WO 01/075067 PCT/US01/086J1 



SEQID 

NO: 


SEQ ID NO: 
□f peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
ri9/540 2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lust 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


19545 


49913 


A 


19660 


1223 


2286 


RQCFKATEQPPAIHHPSSQPSRQ 

PSSQPPIYPSP1CGRKSGIQPKFQ 

LNG*MVNG*MDE\SRERHEWP 

CNYQVRPKAGEKQPGAEANRE 

TRPEGGTP/RGERGRQGPATRR 

QKSTPEAGPSDLEKQIARQEAP 

AGTDE1ERQQARPH*AP*KIPVE 

WVNGEWLNGRMPGDPHEWQC 

NYQPAIQPAIQPANQLSIHNLW 

TQFRHSTKIPVEWVNGEWLNG 

RM PG KHH EWQCN YQP A IQP AL . 

QPANQLSIHNLWTQFRHSTKIP 

VEWVNGEWLNGRMPEDHHEW 

QCN YQP A IQPA IQP ASQLS 1 KN 

MWTQFRHSGQIPVEWVMGSRL 

HGRQQGIFMHGNATSSHSPS1Q 

PAIQPAIQPANQLSIHNLWTQFR 

HSTK1PVEWVNGEWLNGRMQR 

NIMNGNATISHSPS1QPAIQPAIQ 

PVNHLSIHNLWTQFRHSTKIPV 

EWVNGEWLNGRMPGKNHEW 

QCNYQPAIQPAIQPANQLSIHNL 

WTQFRHSTKIPVEWVNGEWLN 

GRMPGDHHEWQCNYQ1APML 

QSNRTAASHSPS1QPA1QAAIQS 

ATHLS1PNLWTQVRHSTKIPVE 

WVNGEWLNGRMPGRDMNGH 

ATIRYGPKPEKNNRAPRQTEKQ 

GQKGAHQRREGKARAGNEETE 

KYSRSRAIRPRKTDSASRSSRGH 

RRNRKAASAATLGP1EDTNQNK 

LHVRDTGLEVKA1SIQGPGTLM 


19546 


49914 


A 


19661 


39 


599 


GASPNQGQNRPHARQRAPPQ/G 

/PPGEPERRAPLPSGHGEPCRHR 

PPPFPQPP/AGTQKPLLQG PGGG 

* P AEN A PT A ALGSP A PPRGCQ A 

APPPRSGAGRPDLPTLAGPRPAP 

A\PPPSAAPPPPPSGAPSR/PAAG 

RQRLSGVSSGPSLGWW*VGRG 

RGLPAFAQ1AGHQVGPRRRRTP 

AGRKPRSPAGPR 


19547 


49915 


A 


19662 


39 


599 


GASPNQGQNRPHARQRAPPQ/G 

/PPGEPERRAPLPSGHGEPCRHR 

PPPFPQPP/AGTQKPLLQG PGGG 

♦PAENAPTAALGSPAPPRGCQA 

APPPRSGAGRPDLPTLAGPRPAP 

A\PPPSAAPPPPPSGAPSR/PAAG 

RQRLSGVSSGPSLGWW*VGRG 

RGLPAFAQIAGHQVGPRRRRTP 

AGRKPRSPAGPR 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Mel 
hod 


SEQID NO: 
in USSN 
OD/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


19548 


49916 


A 


19663 


1 


379 


YFPHTAIRYPPHLNRQDPLKDL 

VSLACDPASQQPGPLNGSGQLK 

MPSHCLSAQMLAPPPPGLPRLA 

LPPATKAATTSEGGATSPTSP/S 

PGIWDSKGLLPSPLLHRPRNPR 

GQHSRPPAHVFGGKLE 


J 9549 


49917 


A 


19664 


3 


285 




19550 


49918 


A 


19665 


2 


1556 


RLEFPGRRFRSAPAPAGPA PPA 

APGMYSSPLCLTQDEFHPFIEAL 

LPH VRAFAYTWFNLQARKRK Y 

FKKHEKRMSKDEERAVKDELL 

GEKPEVKQKWASRLLAKLRKD 

IRPECREDFVLSITGKKAPGCVL 

SN PDQKG KM RRI DC L RQ A DK V 

WRLDLVMV1LFKGIPLESTDGE 

RLVKAAQCGHPVLCVQPHHIG 

VAVKELDLYLAYFVRERDAEQ 

SGSPRTGMGSDQEDSKPITLVT 

TDFQESFVTSGVFSVTEL1QVSR 

TPVVTGTGPNFSLGELQGHLAY 

DLNPASTGLRRTLPSTSSSGSKR 

HKSGSMEEDVDTSPGGDYYTS 

PSSPTSSSRNWTEDMEGGISSPV 

KKTEMDKSPFNSPSPQDSPRLSS 

FTQHHRPVIAVHSGIARSPHPSS 

ALHFPTTSILPQTASTYFPHTA1R 

YPPHLNPQDPLKDLVSLACDPA 

SQQPGPSWYLG*QRSSSLAPSPS 

SQESQGAAQPAPGPRFRWK1RV 

NKNTPADSQPGQKDKTHRRTH 

SGGKEKTKAE 


19551 


49919 


A 


19666 


1 


477 




19552 


49920 


A 


19667 


1 


440 


WTQDM/EGG1SS/PVKKTEMAK 

SPFNSPSPQDSPRLSSFTQHHRP 

V1AVHSGIARSPHPSSALHFPTT 

S 1 L P\QT AST YFPHT A 1 R\ Y PPH L 

NPQDPLK\DLVS\LACDP\SSQQP 

GP/SYSPPDTSPANR\SFVGLGPR 

DPAGIYQAQSWYLG 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
bod 


SEQ ID NO: 
inUSSN 


Nucleotide 
location of first 

rml An fg\tr f\j*nlift^ 
CUUUO lOl ptfJlluc 

sequence 


Nucleotide location of last 
codon for last amino acid 

nf rwntiHr uflurnrc 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, X^posstblc nucleotide insertion) 


19553 


49921 


A 


19668 


2 


1963 


CPTGFEHGSPCARRTPTGRVSV 

TRCRRRAWGSLRVSVCGPRAQ 

LQAELVQEEQGGGVLCVIVMP 

LTPGRTPRLPRGRALCNGRGGV 

WGGGGSPRGLLPAQAPGDPEV 

CKFRFLDRCFPPYAGPSDLSLR 

GRAVGPPSASLALLTSRLSGLQ 

DEFHPFIEALLPHVRAFAYTWF 

NLQARKRKYFKKHEKRMSKDE 

ERA VKDELLG EKPE VKQKWA S 

RLLAKLRKDIRPECREDFVLSIT 

GKKAPGCVLSNPDQKGKMRR1 

D\CFRQADKVWRLDLVMVILF 

KGIPLESTDGERLVKAAQCGHP 

VL/CALKPQH I\G V A VK/ENLDL 

YLAYFVRERDA*QSGSPRTGM 

GSDQEDSKPITLDTTDFQESFVT 

SGVFSVTELIQVSRTPVVTGTGP 

NFSLGELHAHLAYDLKPASAGL 

TRTLSSTFSSGNKRY\KAGSMEE 

YVDSTPWGDD*T*PSSPTSSSRN 

WTEDMEGGISSPVKKTEMDKS 

PFNSPSPQDSPRLSSFTQH HRPVI 

AVHSGIARSPHPSSALHFPTXTSl 

LTPDGPSPTFPHTAIRYPPHLNP 

QDPLKDLVSLACDP A\SQQP\G P 

LNGSGQLKMPSHCLSAQMLAP 

PPPGXLPRLALPPATKPATTSEG 

GATSPTSPSYSPPDTSPANRSFV 

GLGPRDPAG1YQAQSWYLG 


19554 


49922 


A 


19669 


332 


551 


ESWLGRGHQPPPVPGLFHSPKPS 
SGTAVLPAWRPPSPGPGAGDD 
ASPSPS*AGPGAGANPGA*QRS 
ASGEKGS 


19555 


49923 


A 


19670 


1614 


1673 




19556 


49924 


A 


19671 


72 


227 


EEFPMGHTA* WSCEKRATILQI 
QEW*1QQQLAPCAWQSHRHST 
RAHESSHG 


19557 


49925 


C 


19672 


1 


604 




19558 


49926 


A 


19673 


653 


889 


VYPQTNWKQNTGTRVFIAALF 
TM\AKGENK* PSMGEW/IKQM 
WSIHTMERHAA1KRIEAQVYAT 
M*MKLKSMLLLERNQT 
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SEQ ID 


SEQ 10 NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknovvn, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




AA/C .4 ft 111 


codon for peptide 
sequence 


of peptide sequence 


deletion, V=possible nucleotide insertion) 


19559 


49927 


A 


19674 


75 


1619 


EVSIPAQTMWTADEIAQLCYEH 

YGMRLPKKGKPEPSHEWTLLA 

AVVKIQSPAXDKACDTPDKPVQ 

VTKEVVSMGTGTKCIGQSK/M* 

RKNGDIL\NDSHA\EVIA\RRSFQ 

RYLLHQLQLAATLKEDSIFVPG 

TQKGVWKLRRD\LINVFFSSHT 

PCGDASIIPMLEFEDQPCCPVFR 

NWANNSSVEASSNLEAPGNER 

KCEDPDSRVTKKMRLEPGTAA 














RE VTNG A A H H QSFG KQKSGPI S 

PG1HSCDLTVEGLATVTRJAPGS 

AKVTDVYRTGAKCVPGEAGDS 

GKPG A A FHQ VG\LLRVKPG RG 

DRTRSMSCSDKMARVWTVLGC 

QG ALLM HLLEEP1 Y LS A V VIG K 

CPYSQEAMQ\RA\LIGRCQKV\S 

ALPKGFGVQELKILQSDLLFEQ 

SRSAVQAKRADSPGRLVPCG\A 

AISWSAVPEQPLDVTANGFPQG 

TTKKT1GSLQARSQISKVELFRS 

FQKLLSRIARDKWPHSLRVQKL 

DTYQEYKEAASSYQEAWSTLR 

KQVFGSWIRNPPDYHQFK 


19560 


49928 


C 


19675 


45 


140 




19561 


49929 


A 


19676 


3 


354 


AKIKTGYK\REHINLGCDMDFDI 

VGPSIRGALVLGYEGWLAGYQ 

MNFETAKSRVTQSNFAVGYKT 

DEFQLHTNVLLLNLERTCFLTG 

PTPTPPPLSWLPGTTFSLTWAM 

TGRYTFNSQ 


19562 


49930 


A 


19677 


1 


983 


AARSAPLPGSAPCLRVAAPAVA 

ASEPAATSSEQKMAVPPTYADL 

GKSARDVFTKGYGFGLIKLDLK 

TKSENGLEFTSSGSANTETTKV 

TGSLETKYRWTEYG\LTFTEKW 

NTDNTLGT\EITV\EDQL\ARGT* 

SLTRDSSFSP\NT\GKKNAKIKT 

GYKREHINLGCDMDFDIAGPSI 

RGALVLGYEGWLAGYQMNF* 

DCKIPE*PQSNFWQLANKT\DEF 

QASR*M*ND\GTEFGGSIYQKV 

NKK\LETAVNLPWTVAGNSNTR 

FEIAAKYQ\VDP\DACFSGKVNN 

SSL1GLGYT\QTLKPGIKLTLSAL 

\LDGKN\VNA\GGHKL\GLGLEF 

QA 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


19563 


49931 


A 


19678 


551 


831 


CHPSSHVLCAPASLSDHQWPPP 
ALCPSSRPQ/PCALPWSGTLSSR 
PQPCPTHPSG!EA*LCLPLVTQL 
G*LPL\PAPQHLVPPCPSTCPTM 
LKLF 


19564 


49932 


A 


19679 


47 


980 


VCQYCTARMADFG1SAGQFVA 

VVWDKSSPVEALKGLVDKLQA 

LTGNEGRVSVENIKQLLQCLVP 

GSTT\LHSA\E1LA\EIARJLRPGG 

CLFLKEPVETAVDNNSKVKTAS 

KL\CSALTLS\GLVEEKELQREP 

LTPEEVQSVREHLGHESDNLLF 

VQ1TGKKPNFEVGSSMQLKLSI 

TKKSSPSVKPAVDPAAAKLWT 

LSANDMEDDSMDL1DSDELLDP 

EDLKKPDPASVLRA\ASCG EG KK 

RKACKNCTCGLAEEUEKEKSR 

EQMSSQPKSA\CGNCYRGAMPS 

GCASCPYLGMPAFKPGEKVLLS 

DSNLHDA 


19565 


49933 


A 


19680 


29 


1270 


FPFWPAVFQVCQYCTARMADF 

G1SAGQFVAVVWDKSSPVXEAL 

KGL\VDKLQAF/TPGNEGRVSV\ 

ENIKAAVAILPTKNPSFGHYFV 

Q/CLVPGKAPLWHSA*DFWAG 

NPPGFLRPGWMFFFLKEPVETA 

VR*Q*AKWKTASKL\CSAL\TLS 

GLV/EKLKELQREPLTPEEVQSV 

REH LG HESDN L LF VQ1TG KKPN 

FEVGSSRQLKLSITKKSSPSVKP 

AVDPAAAKL\WTLSANDMEDD 

SMCIFCGCSLTHRWPLEHVVQV 

E/IMMDQPKRRTRVDTVFFTPRT 

PKFPSRSPASHFSFSIKQKT/TRP 

VSLIALNTLVQDLIDSDELLDPE 

DLKKPDPSLLRAASCGEGKKR 

KACKNCTCGLAEELEKEKSRE 

QMSSQPKSACGNCYLGDAFRC 

ASCPYLGMPAFKPGVEKVLLSD 


19566 


49934 


A 


19681 


3 


405 


QDFGTRALAAVQIKNGGSWWC 

PPVSLAAGVGPRPQLGRPYVRV 

APHGQ\AGLSFAMWKTLT\FFR 

GASPGVGSQAMLKCVA*SPHH 

WRARRDPEFIAYP\HLR\1RTKP\ 

FPWGVDGNHTQQYITPHWNPLS 

NLATED 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540\217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown. 
*=Stop codon, /=possible nucleotide 
deletion, \~possible nucleotide insertion) 


19567 


49935 


A 


19682 


2 


450 


VNKAGGLIYQLDSYAP/RAEAE 

KTFSYPLDLLLKLHDERVLVAF 

GQRDGIRVGHAVLAINGMDVN 

GRYTADGKEVLEYLGNPANYP 

VSIRFGRPRLTSNEKLMLASMF 

HSU KFVVL ADP\RQAG 1 DSLLRK 

1 YEI YSDFALKN PFYSLEMP 


19568 


49936 


A 


19683 


1 


2034 




19569 


49937 


A 


19684 


202 


453 


RRLWRGSCPRCGGKARDGMG 
VRGR/YSEG/RERV*FGGPPRGS 
TWPLCGRWRRPARPSA PLR WS 
AMCPNTSDAAGACAAAVRCG 


19570 


49938 


A 


19685 


269 


326 




19571 


49939 


B 


19686 


98 


562 




19572 


49940 


A 


19687 


1 


2223 




19573 


49941 


A 


19688 


374 


1107 


IPVSERQGSDWRFFSVYVVNKA 

GGLIYQLDSYAPTGLRLEKTFAS 

YPLDLAGSS*HDERVLVAFGQR 

GRHPEWGHAVL\AINGM\DVNG 

RYTADG\KEVLEYLG*PLLNYP 

VSIRF\GRPRL\TSNE\KLMLGLP 

CFHSLFAIG\SQACLPGTREASR 

HLKILGRQDTFK\LH\CYQTLT\G 

IKFVVL\ADPR\OAGI\DSLLRJCI 

YE\IY\SDFALKNP\RYSLEMPIR 

CELFDQNLKLALEVAEKAGTF 


19574 


49942 


A 


19689 


119 


288 


ALHLNSSDVHOKLLPVOSLKKS 

♦GRHRNNTCNQRVHA/SSTSRE 

FFTKLNKDNDILKP 


19575 


49943 


A 


19690 


92 


317 


KSVGPVNFPLPSGNMNEDN*M 
H*HPFSSVTQAFRLRVLQSII\QR 
PL*TFNPGSSSLFSSISGQSNFPL 
GVAVLRP 


19576 


49944 


A 


19691 


27 


389 


NFKTLKNN*1YK*MCSQEIKILS 

♦KLIRFWYEIHAFFPWAHGVVF 

CVAQEFCLPTVVLLPVPRLLIM 

KDMVRRLQELRHTEQVQRAYA 

LNCGEGATVSYE1QIRVLREFGL 

ADAAAELLQN 



2470 



WO 01/075067 PCT/US01/086J1 



SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 

U,Z 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, v— possiuie nucicvtiuc insertion j 


19577 


49945 


A 


19692 


313 


2255 


KTPQVQQPFPRQTGAAGAGAP 

SGRSGERAAGRAGPSGGSGGG 

QDSAHACEAYRVRG1LLRKTFQ 

CLKDYFLTYYTSSKVVPVKVPC 

RQVLT1DKCSLPRSSHRNARTV 

SNDFPRXSCSRERCTHCMRPPE 

GRRPPNGNMNSWKWPSGDESK 

WRRGEPGAVPEPEPLTGEERAA 

AAAVGGGWPGVLAPVRTAVL 

VAAAAEATAAVPAAAAAAGG 

ASGHCNHPVMQGRNLSHRFLL 

PLHHSPYQFGTSSYSQQGYGCE 

SKLYSLDHGHEKPQDKKKRTS 

GLATLKKKFIKRRKSNRSADHA 

KQMRELLSGWDVRDVNALVE 

EYEGTSALKELSLQASLARPEA 

RTLQKDMADLYEYKYCTDVDL 

I FQETCFPVHRAILAARCPFFK/I 

TAFFLTRVWGRDNNGHQYSW 

Y*YAHVFCFVTLPLYRRVWEW 

EDSRFQNVDILVQLSEGIWEHQ1 

PLM*DMRGTLLI/DMCYYDVVL 

SFSSDSELVEAFGGNQNCLDEE 

LKAHKAVISARSPFFRNLLQRRI 

RTGEEITDRTLRTPTRI1LDESIIP 

KKYATVILHCMYTDVVDLSVL 

HCSPSVGSLSEVQALVAGKPN 

MTRAEEAMELYHIALFLEFNM 

L AQG SC WECI PPNDE ANQEQRS 

EGSRKWAPTREGSKGRSHASA 


19578 


49946 


B 


19693 


4 


3923 
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NO: 


SKQIONO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540, 2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


19579 


49947 


A 


19694 


1 


2154 


MEYYAAMKTKEIMSFALTWIE 

LEAIVLCELTHVLSELMQKQKT 

KYHMLSLGSPVPTFALWNFDV 

AQDFHHFIENARSSQCRGRPRM 

TGAGAGAPSGRSGERAAGRAG 

PSGGSGGGQDSAHAGEAYRVR 

G I LLRKTFQC L K D Y FLT Y YTSS 

KVVPVKVPCRQVLTIDKCSLPR 

SSHRNARTVSNDFPRKSCSRER 

CTHCMRPPEGRRPPNGNMNSW 

KWPSG DESK WRRG EPG A VPEP 

EPLTGEERAAAAAVGGGWPGV 

L APVRTA VL V A A A A E ATA A VP 

A AA A A AGG ASG HCN H PVMQG 

RNLSHRFLLPLHHSPYQFGTSS 

YSQQGYGCESKLYSLDHGHEK 

PQDKKKRTSGLATLKJCKFIKRR 

KSNRSADHAKQMRELLSGWD 

VRDVNALVEEYEGTSALKELSL 

QASLARPEARTLQKDMADLYE 

YKYCTDVDLIFQETCFPVHRAl 

LAARCPFFK/ITAFFLTRVWGRD 

NNGHQYSWY*YAHVFCFVTLP 

LYRRVWXKEDSRFQNVDILVQL 

SEEFGTPNSLDVDMRGLFDYM 

CYYDVVLSFSSDSELVEAFGGN 

QNCLDEELKAHKAV1SARSPFF 

RNLLQRR1RTGEE1TDRTLRTPT 

R1ILDESIIPKKYATVILHCMYTD 

VVDLSVLHCSPSVGSLSEVQAL 

VAGKPNMTRAEEAMELYHIAL 

FLEFNMLAQGSCWEC1PPNDEA 


19580 


49948 


A 


19695 


1 


163 




19581 


49949 


A 


19696 


1 


207 




19582 


49950 


A 


19697 


1 


579 


PTRPGQAGSSSAMAAQRLAKR 

VL\SKLQSPSRARG/PCAGSPGG 

LQK/RGHARVTVKYDRPGSLQR 

RLDVEKWIDGPLEGLYRR\QEA 

D\MPMRSNIDELLE\LESEE\ERS 

RKJQGV/LRDS*KSCGKPVEDFI\ 

QELLAKLQGLHRQ\PGLRQPSPS 

HDGSLSPLQ\DRARTASPLTLLA 

LFPGPPERRPALLCVLSC! 


19583 


49951 


A 


19698 


2 


151 


PPSPPPLPPPPLPPAPSLPLSLPSF 
DLPQPPVLDTLGV/LF*LCRKKI 
SVS 


19584 


49952 


A 


19699 


2 


310 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ll> NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence - 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


19585 


49953 


A 


19700 


1 


688 


LTWMTERVDFTALLPLEPPLPP 

GTLPQPSPTPPDLEAMASLLKK 

ELEQMEDFFLDAPLLPPPSPPPL 

PPPPLPPAPSLPLSLPSFDLPQPP 

VLDTLDLL A 1 YCRN E AGQE\E V 

G\MPPLPPPQQAPSFLLPP\QPSR 

WGPLTHIPGQPTRGGPAKQKEE 

RPRNKSAALKVTPSGKRARG*S 

PWRAKSQGLEGTEFASLKERA\ 

ESVERE1QWVKDVLLIEVYKARS 

QRTRSC 


19586 


49954 


A 


19701 


3 


902 


AAMATPARPGEAEDAAERPLQ 

DEPAAAAAGPGKGRFLVRICFQ 

GDEGACPTRDFVVGALILRSIG 

MDPSDIYAVIQIPGSREFDVSFR 

SAEKLALFLRVYEEKREQEDC 

WETFGGAGGEASPA*RRSSSSS 

GTRRWTWRTL*LGSSATATCW 

PC\GESDRQVLDLD/LGSTNARS 

SCARG RAGSGTCQG PSS WGPR 

G/CYSWYKGQPKTCFKCGSRTH 

M SG SCTQDRCF RCG EEG H LS P Y 

CRKG I VCN LCG KRG H A FAQCP 

KAVHNSVAAQLTGVAGHLNTR 

LP ARVNTQ A SLSLL KC PKLFF 


19587 


49955 


A 


19702 


1359 


1981 


QSPFNDTLPGVPVSA*LHSLPPE 

HHPSKG*GVAKSPPVYPAGILL 

VCNNCAAYRKLLEAQTPSVRK 

WALRRQNEPLEVRLQRLERER 

TA\KKSRRDNETPEEREETDEQ 

RARRLQRDREAMRLKRATMETP 

EKRQA RLIRERE A KRLKRRLEK 

MD\MMLRAQFGQDPSAMAAL 

AAENfNFFQLPV\NGVEL\DSQLL 

GKMAFEVEQNSSSLH 


19588 


49956 


A 


19703 


1 


1875 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/:>40\2I7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=U»kno\vn t 
*=Stop codon, /= possible nucleotide 
deletion, V=possible nucleotide insertion) 


19589 


49957 


A 


19704 

mvw< *i — 


1 


673 


MSAKDGTCTLQDCMYKDVQK 

DWPGYSEGDQQLLKRVLVRAH 

NTQRQRQNERSDTRPCQRA A P 

RRFSHGTRRGTLPLASPDRARA 

PRTGHCRTQRRLDRTGGGFPPL 

TGAWAMLADWIHEGTPSRGRS 

DNDEPSAGSVGGLRQHGPGPR 

APKLTTTKVKALASPVLGQKIA 

ALCLGLTAQGLNIMDNPGSLAI 

HVHPDSVLTRKTNPCTHIWGFT 

QREPPLVANMSAKDGTCTLQD 

CMYKDVQKDWPGYSEGDQQL 

LKRVLVRAHNTQRQRQNERSD 

TRPCQRAAPRRFSHGTRRGTLP 

LASPDRARAPRTGHCRTQRRLD 

RTGGGFPPLTGAWAMLADWIH 

EGTPSRGRSDNDEPSAGSVGGL 

R/H A WPRTKSPKANNH* S ESTG 

QPGAGPKNCSPVLGAYSPGPQH 

HGQPGLPGHTCP/SRTQC*PGRP 

TPAPTSGVSLRGNPLWWPT 


19590 


49958 


A 


19705 


1088 


2273 


SPCLLTGGHLPADTSYRRAPAG 

FWQVPLWDEASQRKE*YQHQQ 

KKMSTQKPHPKDHNSSPAREQ/ 

SSMENKFHELTEVGFRKITSLE 

KNFNDLMELKNTARELREAYTS 

IKSRIDQAKESISEIEDQLNEIKC 

EDKVREKRMKSNKQNFQEIWD 

YVKRPNLRLTGVPESDRENGTK 

LENTLQEIIQENFPNLARQAN1Q 

IQEIQRTAQRQSSSRATP1HIIVR 

FAKFEIKEKMLRAAREKDISMR 

QK1NKDIQDFNTVLDQVDLIHV 

YRTVHPKSSEYTFFSAPHHTYC 

KTGHIIGSKTLLSKCKRMEIITN 

TLSDYSAIKLELRIKKLTQNHTT 

TWKVNTLLVNEY 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence < X=Unkno\vo, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




UV/540,Z 1 7 


cod on for peptide 
sequence - 


of peptide sequence 


deletion, V=possible nucleotide insertion) 


19591 


49959 


A 


19706 


318 


873 


AYELTPEPSPLPVFPVSADGSTT 

HPLADKRKASPVPEQHEEHLPA 

RPVTQRCLTYPFPNITTASEFGP 

ATG FRA RRSGRG STVCCNPGC Y 

PRARPEPEPRGTPPSVSAPRAAQ 

EAPARQR\AGPVLADTVP/SPAP 

RGKRDISPLFGNAHSASPKPSLD 

LWAPPP*AAGRRGPQQA*DVTE 

DTQQQQWSAMAVGGTAKWM 

AALGRFLVTYVEVEGVKLQTF 














TVTTLTQSFKYSLSKYLQQQPL 

LSSRTIYPTFYYLSLLRNLRAFK 

LNAAEAKPMSSPQNLVLFLCFL 

SLQMAAPPIRLQTKGKQAQCQS 

STKSTFQRGRSLRGVSPTLSPTS 

QQPRNLDQQLASEQGEVGEAP 

LCAVIQGVIPVLGRSRSREEHPP 

VSALPGLHRKRQRDKEAGPVL 

ADTVPFRPHAGKGTFLRCLETL 

TRRAPN PRWTFG LPLRKLQG A 

VAHSRPEIRTHSVPNRT 


19592 


49960 


A 


19707 


1 


690 


DQDMTSSDIPVRLEGSLWLP*IF 

IGTFKAFDKHNfNLI LCDCDEFR 

KIK*GVDCGGRRLEDGNGLSG 

WAKQ*SLVSMTVEGPPPKDVS 

QSRKP/CWRRGGPTVSQALC*IL 

YPSWGSHAPGSCRTCWASPWG 

WRAIPTGEELGKGYHLLVAKIK 

DKGEGP*FSNPVPTWPWGSSPT 

YGPRSTPSR*GAHKETSAN**K 

MP\SWINDEI*PPMGMPPPGMRP 

PPPGMRGKCLQW 
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WO 01/075067 PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lfnkno\vn, 
*=Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


19593 


49961 


A 


19708 


1 


1348 


MVFWARPRTLLLCAALGLGAL 

YTATPAPTVAKRGQGTAQALS 

SEGASPKPWWLRHGIEPCKQSY 

WEVRTEQSPGVSERKAAAPVR 

GLE1KLPSPWDKAPEGGGGCGH 

SFSRLKCSFMPVLfCRAVDLPAQ 

RSSPANGQTACSSGSLAPVLPD 

WEIPPSKGRQTPYATGELRLAS 

DGCPSGTKLPEEGTDSNLCCSA 

SSAESNNIN1NINWKKDAHGKT 

PSKGPQHQRSKLDKSMKTRK& 

HHKNAENSKMLNASSPPKDHN 

SSTAKEQNWTENEFDELTEVGF 

RRRV1ANSSKLKEHVLTQCKEA 

ENFEK1LEELLTRITSLEKNINDL 

MELKNTAQEHREAYTSINSQID 

QAEERISE1EDKLNEIKREDKIR 

G KRI KRN KK\SLQEI WD Y VKRA 

NI *I IAVVPI NKITSPRTSFT1 

STNMSRSTLSCLLSSFSCPASCT 

ATSAALF 


19594 


49962 


A 


19709 


718 


1138 


GGRAAEGSQPPVAEPRCSRGAR 

ALPLPDTSWRQPS/APQAAP*D 

VELPASPSAPFAVLLSFCPRLSQN 

KPKSPFSVASP*HGDKRPQPSRH 

Ll*IPHL^RAPVHS/PLriWP^NR 

K/HKHLRPDTAHAPAEGPPLNY 

VRKQQKQS 


19595 


49963 


A 


19710 


5 


760 


RAAACGGAAPGRKRCAPGRKR 

CGPRRKRSLGPPTLGQRPRQPS 

QQLRKPRRRRGSPGSLPKSSPLP 

SSTGKTGWSTRGRSVRPPVTTS 

RCCPPGHPCSRRAPSCTARAPLP 

PT*PPTTAPCRASPPAPRPPRRPR 

PPPGTRSPTSRGRCRWTRSGAG 

TSRCSWRAGPGTAPAAAGARS 

RPGAPGVSAAVPCAAACSWMT 

SAPEVRAASSPGTPSRGSGGRS 

HPPCSRGLPTTGPATTAPEAPG 

CWSCRRRS 


19596 


49964 


B 


19711 


180 


300 




19597 


49965 


A 


19712 


249 


700 


RQDPVSGGQSCPASCPSLWAA 

ARVWLGQ\PAPRAR*CPVCSSC 

PGPGAPEDTPEAGGCGCSGCRC 

CLRTQEPPAPLQPPHPPMAQTP 

RFFVGRRfiWTPGCPGTDPCI W 

GLRLLCPLWDPHRSGTRPWAQ 

VQRDTTETKAQRGLVRCQRGC 


19598 


49966 


C 


197(3 


273 


485 
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SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 
in USSN 

U// j*f\Jf^ 1 f 


Nucleotide 
location of first 

m* ng\ r\ n fnr n&ntiti& 
vVUUIl IUl pcjJllllv 

sequence 


Nucleotide location or last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \ = posstblc nucleotide insertion) 


19599 


49967 

■ 


A 

■j ' 


19714 


35 

. — - . - 


779 


VRPPSHVTADSGRSPLSLTYLPL 

QEPGDMAAAVPRAAFLSPLLPL 

LLGFLLLSAPHGGSGLHTKGAL 

PLDTVTFY/KDYGDKLNMELSE 

KYKLDKESYPVFYLFRDGDFEN 

PVPYTGAVKVGAIQRWLKGQG 

V\ Y LG M PGCLP V YD A LAG EFIR 

ASGVEARQALLKQGQDNLSSV 

KETQKKWAEQYLKIMGKILDQ 

GEDFPASEMTRIARLIEKNKRSC 

KJCAVCDFPGFGGGRJEGRVNLL 

AVSPLWNIRG 


19600 


49968 


A 


19715 


2 


253 




19601 


49969 


A 


19716 


494 


1443 


LAVPRPAYGPRSPGSLLRIPVPG 

LHLLNLNVWSRGSAAALHTKG 

ALPLDTVTFYKVIPKSKFVLVK 

FDTQYPYGEKQDEFKRFAENSA 

SS\DDLL\VAEVGISDYGDKLNM 

\ELS\EKYKL\DKESYPVF\YLFR 

DGDF\EEPSSHYTGGS*RLGA1Q 

RWLKGGKGVYLGDGLELVCT 

V*LTPLAGEF\IR\ASGVEARQAP 

LEAGAQDNLSKCERRLRKKWX 

AEQYLKIMGK1LD\QGEDFPVAS 

EMTTESLG L I EKN\KM SDG KKE 

EL\QICSLN\1LTALPRRKGAEKR 

GAVNKAVCDFPRVWWEYGRG 

ELTLLAVSPLWNIRG 


19602 


49970 


A 


19717 


286 


332 


HHHHHPHYHHHHHPHYHHHH 
HPQYHHXHHPHYDHHRHRQGD 
HHGQLQYDDDHQPQCHQHDH 
LRCEHQHYIQ*WLINNLRASRY 
KPLLNIMLVFAAEMIVLVALGL 
MVVVVLELTVVVALTMTVVVI 
VRMMGGD1GDDGGGGSGDDG 
GGGSGDDGGGVMWQFFDSMS 

KNDSiipri 1 1 iiiprrrniTiRA 

EQFTILTWKPVVSSQKNTSSFR 


19603 


49971 


C 


19718 


1 


546 




19604 


49972 


A 


19719 


I 


90 




19605 


49973 


B 


19720 


217 


951 




19606 


49974 


B 


19721 


67 


1708 




19607 


49975 


B 


19722 


218 


3267 
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SEQIO 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lasi 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


19608 


49976 


A 


19723 


1 


634 


LGRLSFPRPEQPDPGHRAHPSSP 

PRPRRPH ARG RRG PRRH H/YH D 

TGANRAPEVRPPCPES/SPVGVA 

A FE PNG L RGQQPS PRSPG A PKG 

L*PTPPSASSSPKPREPSALGRPC 

CRCEESRFLEHRNS1MPRVKDSR 

QARGRHAEFHGRTGVFERRRS 

RDHLPTHFPASVRWEKLSWCA 

RKNGLSGLRLCHGSQHFSGYSN 

RKVGTESLNQVWE 


19609 


49977 




19724' 




1090 


t * . ... - -i 


19610 


49978 


A 


19725 


I 


609 




19611 


49979 


A 


19726 


23 


636 


FSYLPPGPSHGTWGLWELQFK 

MRFGVCRHLMEDSMDMDVSP 

LR/PQN YLFSCELKA DKDDHFK 

VDNDENEHQLSLRTPTVSLGVF 

EITPPVLLWLKCGSGPVH1SGQ 

HLVAVEEDAESEDEEEEDVKLL 

RISGKTKTFMATNGKEYKHYKI 

SSEKSLDNKYKTRTPGFQAFGF 

EDLHPWPLGSQAFYLSLRVTPP 

VFLVLRLLDFD 


19612 


49980 


A 


19727 


1 


830 


MEDSMDMDMSPLRPQNYLFGC 

ELKADKDYHFKVDNDENEHQL 

SLRTVSLGAGAKDELHIVEAEA 

MNYEGSPIKVTLATLKMSVQPT 

VSLGGFEITPPVVLRLKCGSGPV 

HISGQHLVAVEEDAESEDEEEE 

DVNRVLFMKP/KRQGPQAYVR 

GFG VQLEIGSH * DPEQQF* RDS A 

QPSLATPSTPHLQALLCLSGQV 

LRLPLWGQRL*GLQGLLPPQHP 

EEHGVHVSPGQELHHQQGDPE 

PLPVLPTAEVL*SGHVQGVCEK 

RPKQEEEGGAQARVL 


19613 


49981 


A 


19728 


1 


684 




19614 


49982 


A 


19729 


3 


535 


DSVLRGCSLEQRSF1SVRLLSYL 

S ACRJH PMEDSM DM DMSPL RPQ 

NYLFGCELKADKDYHFKVDND 

ENEHQLSLRTVSLGAGAKDEL 

HIVEAEAMNYEGSPIKVTLATL 

KMSVQPTVSLGGFEITPPVVLR 

LKCGSGPVHJSGQHLVVYRRK 

HQELQAMQM\DCRALSTS*ASS 

APRPS 


19615 


49983 


B 


19730 


1 


2268 




19616 


49984 


A 


19731 


198 


472 


AHDIGCPEVSPLVLEVARDEGP 

AHRPRFSH'SSHCSHWGTSQRA 

APPPCHPCIQTTW/PGAVTGLG 

G*PKTRSGPGKDRSSGAASSFP 

GGRV 
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SEQIO 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19617 


49985 


A 


19732 


92 


2049 


LTALPPAVSPGGHSSSSSSRTIS 

G 1 T* E LQ R/LLQ A VV PG P WQE D 

VADAEECAGRCGPLMDCRAFH 

YNVSSHGCQLLPWTQHSPHTR 

LRHSGRCDLFQEKGEWGYMPT 

LRNGLEENFCRNPDGDPGGPW 

CHTTDPA VRFQSCG I KSCR V A A 

CVWCNGEEYRGAVDRTESGRE 

CQRWDLQHPHQHPFEPGKFLD 

QGLDDNYCRNPDGSERPWCYT 

TDPQIEREFCDLPRCGSEAQPRQ 

EATSVSCFRGKGEGYRGTANTT 

TAG VPCQR WD AQIPHQHRFTPE 

KYACKDLRENFCRNPDGSEAP 

WCFTLRPGMRVGFCYQIRRCT 

DDVRPQDCYHGAGEQYRGTVS 

KTRKGVQCQR/WSLE/TG*DYP 

ATTSLPLPPRFTFTSEPHAQLEE 

N FC/RDPDGDSHGP WC YTMDP 

RTPFDYCALRRCDQVQFEKCG 

KRVDRLDQRCSKLRVAGGHPG 

NSPWTVSLRNWQGQHFCGGSL 

VKEQWILTARQCFSSCHMPLTG 

YEVWLGTLFQNPQHGEPGLQR 

VPVAKMLCGPSGSQLVLLKLE 

RYVDNLGGWTKCEIAGRGETK 

GTGNDTVLNVALLNVISNQEC 

NIKHRGHVRESEMCTEGLLAPV 

GACEGDYGGPLACFTHNCWVL 

KGIRIPNRVCARSRWPAVFTRV 
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